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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEO lONO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23689 


54057 


A 


23824 


832 


1885 


AEWDAADKAHVGPGRSPRQPL 

PHVGRRRAAHTTGRGRRTAGC 

APAPARTLCILSILGPWCVLPHL 

PTLCLGQAQAASCSQGAHGCF 

AGCSCT/GTSASHPV/CCKCPLH 

PVCTLADVHGCITSGFSVISLPQ 

TCAPWTSWRKWSLSDSWQVD 

ACPESCCEPPCCATSCCAPAPCL 

TLVCTPVSCVSSPCCQAACEPSP 

CQSGCTSSCTPSCCQQSSCQPA 

CCTSSPCQQACCVPVCCKPVCC 

VPVCCKPVCCKPICCVPVCSGA 

SSSCCQQSSRQPACCTTSCCRPS 

SSVSLLCRPVCRSTCCVPIPSCC 

APASTCQPSCCRPASCVSLLCRP 

TCSRLSSACCGLSSGQKSSC 


23690 


54058 


A 


23825 


1 


3097 


MDEKRTRLQPEEADVPAYPKV 

ATVPQSEKKPSKYPLCSADAAV 

STTPPGSPPPPPPLPEPPVLKVLS 

SLKPAAPSPATAATTAAAASTA 

ASSTASSASKTASPLEHILQTLF 

GKKKSFDPSAREPPGSTAGLPQ 

EPKTTAEDGVPAPPLLDPIVQQF 

GQFSKDKALEEEEDDRPYDPEE 

EYDPERAFDTQLVERGRRHEVE 

RAPEAAAAEREEVAYDPEDETI 

LEE A K VTVDDLPNRMC AD VRR 

NSVERPAEPVA 


23691 


54059 


A 


23826 


67 


442 


VKFFCLYLQSNEKPMKNFKQG 

SNNQLLMRSFWLLCGIDYKKPP 

PPPAPGPESVAPALSGPPPPAHS 

RGPRAVVRA\PPPPGPRHRSPAE 

PPPPPGTEPSVATYSIKASKRVS 

QQDRCHNLMKSQE 


23692 


54060 


A 


23827 


3 


657 


GERSRRWGPACGPGAAEKTPP 

CDAGAAGAAPGAPGHAGNPGL 

GSGPDYDVGEATCMHLHPDDPC 

PAGAGCCPGSFEVAFPDAAEK 

MKKSLHSLKKGCYSRVCDLPL 

DCPGCDSDSGRQAMFSCIVNFQ 

LPKEESPIPGSSQEESSGPSHSEC 

DSVGVDWRGQRVSRKLQAPNH 

SL VLL VTSLFQETTKSHLN RTN 

DAVSPRKFKRLGALYWGKVEA 


23693 


54061 


A 


23828 


141 


246 




23694 


54062 


A 


23829 


1 


609 




23695 


54063 


A 


23830 


1619 


1752 
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SEQ ID 
NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location or first 
codon for peptide 
sequence 



Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \»possible nucleotide insertion) 



23696 


54064 


A 


23831 


54 


470 


CSTMTslPSEMQRIAPPRRQRHRS 
RA PS A H KIVTNRM VMSEEQMKL 
PSTKKAEPPTWAQLKICLTQLA 
KKK\LENTKVTOTPENMLLAAL 

KTVSTV*sAnvP^^<iPPQnuopD 
I V k> I V V r oootllioL/rllvtK 

I V-» V I V iLlXO 


23697 


54065 


A 


23832 


213 


572 


HMEPKKSLHCQDNPKPKEQSW 
MHHTT*LQTMLQGYSNQKRMP 
PHLGSEERLCPAAPSGR*GAPLP 
GRCAIFQV*SDSLSAGVPNSSEE 
TATIENGP 


23698 


54066 


A 


23833 


296 


583 




23699 


54067 


A 


23834 


2452 


4557 




23700 


54068 


A 


23835 


3 


266 




23701 


54069 


A 


23836 


31 


499 


FDCSGYYSLTTILLVQPTKRP\E 

G RT Y AD YESXVNECM EG VCKM 

YEEHLK\RMNP\NGPSI/TPINTTS 

QLFDF1D\DLADLSCLVYRAVDT 

QTY\QPYN\KDW1KDEDPTVLLS 

SGKAQQAREIIVVGSHWGGWG 

GAWDTGV 


23702 


54070 


A 


23837 


3 


323 




23703 


54071 


A 


23838 


366 


892 

1 


PC V YSQFPAGEQCLKLHSPAEA 

SPPALEASEAQTRKAPECGSGV 

PEVAGGSCPCLLLCLPRHQAVP 

TQGPGTYSPCTSHQPHIFPRPAA 

PHHLGLLQNPHNAASCIQCLYP 

AGVATTMPRRKAEGDAEGD/K 

AKVKDEPQRRPAKLSAKPAPPN 

PEAKPKNAPGVTLSLRGTATRF 



BNSDOCID; <WO ^0175067A3JA> 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


23704 


54072 


A 


23839 


201 


1412 


LWKSRLTFKLAMSRVPSPPPPA 

EMSSGP\VAESWCYTQIKVVKF\ 

SYMWDPSITLAFCREEMG\EV\I 

KSSTFSSGANDKLKWCVLRVNP 

KG\LDEESKDYLVTFTCYLVSC\ 

pksevranfkfsilnakgeetk 

amesqrxayrfvqgkdwgfkk 

firrdflldeangl\lp\ddkltl 

fcevsvvqdsvnisgqntmnm 

vkvpecrladelrglwensxrf 

tdcclcvaghefqahkailaa 

rsp vfs am fehem eeskknpsl 

ksmdv\epevfk:e\mmcfiytg 

kapnltkmavndllaaadkya 

uerlkvmcedalcsnpv/sven 

aaeili lvadlhxsadqlktqa v 

dfinyha\gdvletsgwksmvl 

shp/hnlvaeayrslas\kqcpf 

lgtptqnalkqslkillcc 


23705 


54073 


A 


23840 


1 


575 


frhrkiiy*nllkqedsinvtem 

tsirasvdilipdpppkddemdt 

dkqekkevpkcgflpgnekvl 

sllamvkpevwtlkekcivvit 

wiqhlipkiedgndfgvafqek 

vlervnavktkveafqttis/k 

mdyralvherdeaaygelra 

mvldlrafyaelyhiissnleki 

vnpkgeekplmyptrd 


23706 


54074 


A 


23841 


1 


1092 




23707 


54075 


A 


23842 


130 


397 


egvhsqvnlfpikgnqthvpas 
hgtdsalpptlqmdyralvhe 
pd*aaygelramvldlrafya 

ELYHIISSNLEKIVNPKGEEKPF 


23708 


54076 


A 


23843 


20 


334 


VRLPGSTHAGGDRSSMAKPCG 

VRLSGEARIQVEVLRQNLFQEA 

\EEFLYRFLPQKIIYLNQLLQEDS 

LNVADLTSLRAPLDMPIPDPPP 

KDDEMETDEQEKKEGK 



BNSDOCID: <W0 01750e7A3JA> 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Llnkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23709 


54077 


A 


23844 


1 


898 


MKQKVAAEAGRGQILQAKVLP 

SG TLSRL A EA LFG VQT YDQD A 

YGFLTPSAQSMKVFCCLWKLV 

CKQLEG D V AQG L A I DG D VKKLH 

SGLEWQVETIQNLVDSYMAIV 

NKNMQDLMPKTIIHLMINMTKE 

FIFSELLANLYSRGEQNTLMGE 

SAEQAQGRNEMRRMHHVLRE 

APSIIGDIKTTIVSTPTGSPKSSPT 

TQCRLPAVPPARPGLRSPAPGPL 

PAASTLGEAPVVPSTPGASPDPL 

GPPP\QVPSRPSRGPQPQDRMPC 

GLAGDLTVGFLEPTLQAIIRWS 

LLLRPPANSPESQS 


23710 


54078 


A 


23845 


99 


429 


FSDAAAVARQPSFGKALGAPQP 

ADTQPTPSMPPRCPGGSETKPK 

KAAGKDKSSDK\KNKTKKQMK 

AEKGGKEKQAEVADQETKDLS 

AENGDTENKESPASDEATEKDT 

KSD 


23711 


54079 


A 


23846 


1 


390 


TWMFIAAVFRIASTWKQPRYFS 
VGKQDQKRTSRKLQQTCSRGA 
*WLEGKLTNRKE*HQYQRKGH 
PRKNTI QRSPTLKTKAN H LNGQ 
KLEAFPLKTGTRQRCPLSPLLFN 
MVLEVLARSIRQEKEIKVFK 


23712 


54080 


A 


23847 


522 


733 


ASAADTQANRVWSGPP/RKLQ 
QTCS*GS*LLQGKLTNRKDIHT 
KTPSVHHHHQRPKTLNQQRSK 
ETKJCAIT 


23713 


54081 


A 


23848 


46 


330 




23714 


54082 


A 


23849 


1 


873 


M AEKKDPTKEPEKK H LL A WM 

NKLLYELDPKYKNDSNTDGSA 

VVHKIIfACDKPVSPPPSAMlGSF 

PRPSSE ADAG AMLC VQPA RTKI 

LGILGLKATSLQYLRLHTGKPL 

LPKIDESTJCMGRNQPKKAENSK 

NQNASSPPKDHNSSPVREQNR 

MQNEFDELTEVGFRRDRSSKR 

NSVVIKALPRHLrNQGRSQEWR 

LGIGARDSPKTSGRRGKSPAGP 

NRTTVPEDEQA/GSRPRPIPTRQ 

ADPRTPPPTRSEKE/AQLSLATD 

QMCPSLAPLIK* PQES** WKQRI 

SI*MEHL 


23715 


54083 


A 


23850 


1075 


1350 


AUTANVFKFVSIDRGLVCNMEL 
EGSNCFIDVCSWTSEMKSKGTS 
RR* K IT* GNSSG SLPRDTQRSG H 
RNSSLCCERSKYGGSRVDIRRK 

VF 
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SLQ ID 

NO: 


SEQ ID iNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleutide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23716 


54084 


A 


23851 


1 


956 


ME VL AR V FRQEKEM KG I H IG K 

EEHKLFLFADNMTLCLEKTKDS 

VKKLVEQPSSFGSVDWLCLSSC 

SGSTHTPRPADVSPGSLPGPGQ 

TFGTREPPQAVSTKEASSSNLH 

APERTV AGLTFTTEQ V RALEG V 

FRHHQYLGPLERNWLAREMQL 

SEVQIKTWFQNRRMKHKRQM 

QDSQLNGPLSGSLHGPPAFHSP 

SSGLANGLQLLCPWAPLPGS/L 

WLPLGSFWGLRQMDQEALASS 

WASCCGQPLAYHPPRPGSGAH 

KLG P A LSTG PRG LC A L PETG DA 

FEETPPTTCLPHKRSVQIASDAY 

PEDSAVLFTSWRHLSP 


23717 


54085 


A 


23852 


1 


846 


MEAFDANYTFQSGPSAAGLLV 

FAGGPLQALCAWVSAVEAAEQ 

WILQPSSFGSVDWLCLSSCSGST 

HTPRPADVSPGSLPGPGQTFGT 

REPPQAVSTKEASSSNLHAPER 

TVAGLTFTTEQVRALEGVFRHH 

QYLGPLERNWLAREMQLSEVQ 

IKTWFQNRRMKHKRQMQDSQ 

LNGPLMGSFPGAPWLSTHHFLA 

LAKGLQ\LLCPWA\PLPGSPGCP 

LGSFWGTPXQMDQEALASSWA 

GCCGXQPLAYHPPRPGSGIDLPK 

GTQLSLRLFQDISSTRGDHRSG 


23718 


54086 


A 


23853 




239 




23719 


54087 


A 


23854 


10 


1154 


RRAGFGGVRASGAMGTPPGLQ 

TDCEALLSRFQETDSVRFEDFT 

ELWRNMKFGTIFCGRMRNLEK 

NMFTKEALALAWRYFLPPYTF 

QIRVGALYLLYGLYNTQLCQPK 

QKIRVALKDWDEVLKFQQDLV 

NAQHFDAAYIFRKXRLDRAFHF 

TAMPKLLSYRMKKKJHRAEVT 

EEFKDPSDRVMKLITSDVLEEM 

LNVHDHYQNMKHVISVDKSKP 

DKALSLIKDDFFDNIKNIVLEHQ 

QWHKDRKNPSLKSKTNDGEEK 

MEGNSQETERCERAESLAKIKS 

KAVFSVVIQASfCSRRHRQVKLD 

SSPLDSASGQGQVKATRKKEK 

KERLKPAGRKMSLRNKGNVQN 

IHKEDKPLSLSMPVITEEEENES 

LSGTEFTASKKRRQH 
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SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


23720 


54088 


A 


23855 


16 


447 


VNCDKANCSTTCFNGGTCFYP 

GKCICPPGLEGEQCEISKCPQPC 

RNGGKCIGKSKLSVCEPGCGAH 

GTCHEPNKCQCQEGWHGRHCN 

KRYEASLIHALRPXAGAQLRQH 

TPSLKKAEERGDPPESNNYIWVE 

LPTSGNVLSYTKFI 


23721 


54089 


B 


23856 


103 


1989 




23722 


54090 


A 


23857 


3 


1295 


SGRGVSRHMADYLISGGTGYV 

PEDG LTAQQLFTG A A A RDRLT 

YNNFLILPGFIDFIADKVDLTSA 

LTWKITLKMPLISSPMDAVTEA 

DMAIAMALMGGIGFIHHHCTPE 

FQANEVRKVKKFERGFIMDPV 

VLSPSHTVGVDVLEGKMRHGFS 

GMPITETGTMGSKLDSHKQLLC 

GAAVGTREDDKYRLDLLTQVG 

VD VI VLDLSQGNSL YQM AM V Y 

YIKQKYPHLQVIGGNMVTAAQ 

AKNLIDAGVEGLHVGMGCSSIC 

ITQEVMAYSWPQGTAVYKVAE 

YARHFDHGEHGKALALGASTV 

MMGSLLAATTEVPSKYFFSDG 

VWLKKYRGMGSLDALEKSSGS 

QKQYFMEGDKLKIAQGVSSSIQ 

DKGSIQKPVSYLIAGIQHGCQD 

TGVCNLSVLLSMMYSGERKFE 

KWTMLAQIKGGVQGLHSYKK 


23723 


54091 


A 


23858 


770 


1008 


LAPSPCVRSKGRKESPDSR/RPL 
WLRPIAPALGPSGRRGLAPDSR 
LNPHRSLLGTGNYDVNVIMAA 
LQGLGLAAVWWDRRR 



BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-UnkfU)>vM, 
*sStop codon, /-possible nucleulitle 
deletion, \=possible nucleotide inscrlion) 


23724 


54092 


A 


23859 


1 


1489 


MTRWSSYLLGWTTFLLYSYLSS 

GGMHEECVFPFTYKGSVYI TCT 

HIHSLSPWCATRAVYNGC>\VKY 

CQSEDYPRCIFPFIYRGKAYNSC 

ISQGSFLGSLWCSVTSVFI)i:^KQ 

QWKFCETN EYGGNSLR K l»CI FP 

SIYRNMVVSDCMEDESNKLWC 

PTTENMDKDGKWSFCAD'I SNL 

GMGVGPTPRHHRRASTRHSKPP 

PADPDGGGERPRTADDRQDDA 

TEDDGTRCRG RQTRTQ ATN A N 

AMHKKSNRTKPPPRHKPNKAK 

RHTKICETPQNT/CGTODK N PDS 

GRPKLFRRACITSTGTRGELWI 

RSREHPAKXQGRRSGKORLRPW 

DRMLSPDWHRAQRIAQVWKPR 

QEDGLSIGFGDQPGPHSD rSSR 

QQVRRSKATEMHVGGRVDFD 

DF VELMTPKLL A ETAG M 1 G VQ 

EMRDAFKEFDTNGDGEITI.VLL 

QQAMQRLLGERLTPRE I S E VV R 

E A D VNG DGT V DF EG D 1 DG A WG 

RHGTQGPHWPWGLGDVKGKPL 


23725 


54093 


A 


23860 


283 


490 


GD1WMGTQPKPYHS\PPGPSPN\ 
PCPPHFKNQSMPSPKSPPKVFNS 
FPALTQKVHTSKVSSETROVPS 
HL 


23726 


54094 


C 


23861 


82 


222 




23727 


54095 


A 


23862 


27 


454 


VDGRIAGEITRRGSRARPRPGPQ 

CPPGRPGTAMIKAiLIFNNHGKP 

RLSKFYQPYSEDTQQQ! 1 RH I Fl 1 

LVSKRDENVCNFLEGG/LVFVE 

TLDKCFENVCELDLIFHVDKVII 

NILAEMVMGGMVLETNMNHIV 

TQIDAQNKL 


23728 


54096 


A 


23863 


1 


403 


RG SR A RPRPG PQC PPG R PG F A M 

IKAILIFNTNHGKPRLSKFYQPYS 

EDTQQQIFRETF/HLGSKKHEKG 

WNFLKGGLLIGGSDN Kl .D Y Rll 

YATVYFVRGGDFSKRELGFLN 

LIQEFGEPLDKCFEKVWrLDIJF 


23729 


54097 


A 


23864 


215 


599 





BNSDCXJID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Niiclcuttde 
location ofTirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23730 


54098 


A 


23865 


2 


683 


GRIAGEITRRGSRARPRPGPQCP 

PGRPGTAMIKAILIF>JNHGKPRL 

SKFYQPYSEDTQQQIIRETFHLV 

SKRDENVCNFLEGGLLIGGSDN 

KVLIYRHYATALYFVFCVDSSEXS 

ELGILDLIQVFV\ETLDKCFGNV\ 

CEL\DLIFHV\DKV\HNIL\AEMV 

MGGMVLETNMNEIVTPIDAQN 

KLEKSEAGLAGAPA\RA\VSAV 

KNMNLP\EIPRNINIG\DISIK\VP 


23731 


54099 


B 


23866 


94 


726 




23732 


54100 


B 


23867 


94 


1146 




23733 


54101 


B 


23868 


1 


360 




23734 


54102 


B 


23869 


1 


1371 




23735 


54103 


B 


23870 


1 


639 




23736 


54104 


B 


23871 


280 


2391 




23737 


54105 


A 


23872 




244 




23738 


54106 


B 


23873 


103 


285 




23739 


54107 


A 


23874 


70 


378 


MPLRILLMHGEEEEEEEEEEEE 

EEEEEEEEEEEEEEEEEEEEEEEX 

EEEEEEEEEEEEEEEEEILQIKTK 

HYTTKEQEKEEQGIKLVQGSTNTN 

D/QEQEKKGEYKNTGEKNSMK 


23740 


54108 


A 


23875 


5 


156 


RKKGGG/EREEEGEGEEEEEEE 

EEEEEEEEEEEEEEEEEEEEVVL 

LTPGTGAEDFKKH 



BNSDOCID: <WO 0175067A3_IA> 
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iNO: 


SEQ U) NO: 
of peptide 
iiequcnce 


Met 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
iocntion of first 
codon for peptide 
sequence 


Nuckoltde location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


23741 


54109 


A 


23876 


1 


1808 


MEVLSIDNLAGHKVFYQKESHS 

WKQQKQDLMSGKRLSAANPLP 

ALLLPVLWTTGQAPSPGPGGDP 

ILQLWDDAQQMAGSPRTKKKG 

CTRNSQAARLSFQSRGGQGSLT 

EKMIFEQRFGGGKGESRKDAIA 

IIVVDIVTLQPCRTVEWVPTRPF 

RSLQGHFQGGLRRQQMMVME 

GVWVLSCAMDLTSPRDCLPFC 

VSLPVLLLSAPLCSCSTAGGSPV 

TSPHHFPVEGGLGRVRRCYINE 

PVVTTLGWESVCWVSFWLLLR 

IRYSTSGQAACHAESQELNPRG 

FGCLGHRNVTWVKCLLPALQP 

EGSVPFLELLEPFIFASASKTFV 

AANLVTWVACFLLVQAAFQLS 

EYRQGVGIPVADRTGDAPTLGL 

SYEADVAEGHGFFLDQESVIQII 

PEPLPQFYLCLLDAELTGVQGE 

PALPSMQIFSSPEAATGVHNDR 

GAEHFPVSRQPSAELGLRPMQA 

SQERKINFPGPSPGFPPKRQNKT 

LSRREKKEEEKEEKEEEEEEE/E 

GEEEKEKEEEEEKEEEEEEEEEE 

GGEEEEEEEEEEEEEEEEEEEEE 

KWLYQYDPEDKAQSKQWLSR 

GGSGPVKAKADWWRAKEIHSL 

QPRQVIPGIPSM 


23742 


54110 


A 


23877 


459 


636 


IPGGSNGLEAEGPPPPPLPVAAV 

LA/AGSGGLAVASCAFTICALR 

WPGVPCSRVPIWTPS 


23743 


54111 


C 


23878 


183 


254 




23744 


54112 


A 


23879 


103 


335 


LGSGDLPWEINPLSSCSLLHEK 
DPPTTSGPQTDRPKEHLINFKSG 
ACYTCRKSGH*AK£CLQPGIPIK 
PHLICVGPH 


23745 


54113 


A 


23880 


159 


306 


LGSGNLP»E1NPLSSCSLFREEDP 

PTTSGPQTNQPKEHLTNFKSAA 

ED 


23746 


54114 


C 


23881 


80 


106 




23747 


541 15 


A 


23882 


317 


427 




23748 


541 16 


A 


23883 


353 


511 




23749 


54117 


B 


23884 


1 


320 




23750 


541 18 


A 


23885 


1 


624 




23751 


54119 


A 


23886 


224 


355 




23752 


54120 


A 


23887 


872 


1003 




23753 


54121 


A 


23888 


1 


603 




23754 


54122 


A 


23889 


2 


214 




23755 


54123 


A 


23890 


459 


601 


DVDRHVRGSNFHHNEIRSLAAT 
PRAPGTLAQ/GLTDSFPDLLGLA 
AED 



3140 



BNSCXDCID: <WO 0175067A3_IA> 



wo 01/()75(>67 



PCT/l]S(M/(»863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IfSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^llnknowii. 
*=Stop codon, /=possibie nucleotide 
deletion, \-possiblc nucleotide insertion) 


23756 


54124 


A 


23891 


2 


267 


QWDGWGARKGMEWEDDLPLF 
FGRPTASLLSDRPQPNSSRGSDV 
PFLXPPSLPCHSSACLAATPKAPG 
TLAQGSLTDSFPDLLGLAAED 


23757 


54125 


A 


23892 


72 


299 




23758 


54126 


B 


23893 


1 


1470 




23759 


54127 


A 


23894 


134 


1276 




23760 


54128 


A 


23895 


2 


847 


PPPPRVLRTGGGASLTAQAPG T 

PRRPQEGEPVTPGRSLG LRSSCQ 

ASVSLLLPVIVACASLEPGRGR 

AFRDEGAWNTRVSAAVISSQA 

QLLSSILVNSRRLSFSAHHTAI G 

TVALGEYAFRMF\RLSARLFG\F 

VTARPrNS/RSLMKVVKLFSE/IW 

PLAKKXETYD W\YPN H H F Y/A L 

ELMAGRLRFLGTLTEDEAFRDF 

MGMEAKTDLKEAFVGKGGNP 

KEREKGKRAAKKGNSCLVPSR 

RGDFLSSVAERRKLHLLSFPIIIG 

GDVIFLNGSLFGRNTSHLFGEI 


23761 


54129 


A 


23898 


3 


1224 


MRRNKPRQRGVREARPAGGAG 

PGWRGARCSGAGEGGGGERRG 

SPPAALALAPASGPRRNFPPDA 

RCLIYQQIHQGAFLLAGSASLS 

AVTGVPEGEARFTEDYCPEEK 

MFGFHKPKMYRSIEGOCISGA 

KSSSSRFTDSKRYEK\DFQ\SCFG 

LHETRSGDI\CNACVLLVKRWK 

KLPAGSKKXNWNHVVDARAGP 

S\LKTTFEPK\KVKTLSG\NRIK\S 

TQISKLQKEFKXRSNSDAMSn S 

SASPAQSPCYSNQSDDGSDTCM 

ASGSNRTPVFSFLDLTYWKRQK 

ICCGIIYKGRFGEVLIDTHLFKP 

CCSNKKAAAEKPEEQGPEPLPIS 

TQEWTECPDLSLVVSWRPPLSS 

LPAGCSLHGLAADWTTDMITV 

TTSKCREPSCQQEGSFQRRKAF 

PKRLPKMAEVQVLVL 


23762 


54130 


A 


23900 


69 


355 




23763 


54131 


A 


23901 


316 


830 


VSLSQTLHPPMTLQLSRYSRGW 
GLSSDRPRGAKAKVPSCFG TAP 
R/GPEAAPRLLAHHLVPAGRGS/ 
ARAPAPGWRLGSPVGAGRKGR 
DFRLPASGLAVSGEWDPIPWGY 
VGEVGGCSCQWFSPGVQOKRR 
RRKVWLGQPQDLPGPSALADK 
G PA LAKA DGQR VN V A S VG LOP 



3141 



BNSDOCID: <WO 0175067A3_rA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23764 


54132 


A 


23902 


1 


1044 


MSYKVTQEISKELRWISAVLVT 

WDLRGETGTRVCIAMGVSRMQ 

YSIMAKIVGSGNNLELNPAADK 

LDNLGAQCGLASVKVSARAAP 

PFAPATLVALLEARAAELPLPPP 

PG VSLRC V E APD VRG RG RGGG 

EGSGVTRLLLPPPPPSGASFLQR 

GRPVTPALFQAGWGRAADRPG 

PADLAGGAGGRSGGRRMLPRS 

PGAALRDRSALEDGIVEGYGPL 

GEPEEGSRSSFLESKVAFNYCN 

KVAPLDFGNEAVEQCHTMSDR 

KAVIKNADMSEDMQQDAVDC 

A\TQAMEKYNIEKDIAAY1KKEF 

DKKYNPTWHCIVGRNF\GSY\V 

PHTEDKHFIYFYLGQVAILXLFK 


23765 


54133 


A 


23903 


33 


427 




23766 


54134 


A 


23904 


72 


777 


EWKQAGEGGGGQRRGSPPAVL 

ALAPASCPRREMSYLPTNPPGSI 

LICWLGVSLSSHRSAGGGSAIY 

GXSYYPEEKMFVFHKPKMYRSI 

EGYCICRAKSSSSRFTDSKRYEK 

DFQSCFGLHETRSGDICNACVL 

LVKRWKKLPAGSKKKTGIMCN 

QSDDGSDTEMASGSNRTPVFSF 

LDLTYWKRQKICCGINYICGRF 

GEVLIDTHPFKPCCSNKKAAAE 

KJPEEQGPEPLPI STQE W 


23767 


54135 


A 


23905 


234 


989 


PKTSDQAYYCPEEKMFGFHKP 

KMYXRSIEGQCISGAKSSSSRFT 

DSKRYEK\DFQ\SCFGLHETR\SG 

DIXCNACVLLVKRWKKLPAGSK 

KXNWNHVVDARAGPSLKTTLK 

PKKVKTL\SGNRIK\STQISKLQK 

/ENFKR\HNS\DAHSTHPQVPSP\ 

AQSPLFTVNQFRWTGSDTGVG 

FPGSNRNHPVFSFLDLNTYWKR 

QKICCGIMYKGRFGEVLIDTHLF 

KPCCSNKKAVAAEKPEEQGPEP 

LPISTQEWVTEVFM 


23768 


54136 


A 


23906 


3 


1059 





BNSDOCID: <WO 0175067A3_IA> 



3142 



wo 01/075067 



PCX/ U SO 1/08631 



SEQ il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleofide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( \=lfnkno\vn« 
*-Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23769 


54137 


A 


23907 


1 


1697 


MRPCALCWRSAVTAAPERAVL 

ESRGGAPDTPRRLHSFTQTRSLS 

PQAHAGPHTRLHPRQGHAHMR 

GGGRVTDTRRHIPNADVPRYK 

LTCTGGVTTFVALYDYESRTET 

DLSFKKGERXLQIVNNTKGDW 

WLAHSLSTGQTGYIPSNYVAPS 

DSIQAEEWYFGKITRRESERLLL 

NAENPRGTFLVRESETTKGAYC 

LSVSDFDNAKGLNVKHYKIRK 

LDSGGFYITSRTQFNSLQQLVA 

YYSMSHCPPFSAAGWYGGGCP 

EEPQKHADGLCHRLTTVCPTSK 

PQTQGLAKDAWEIPRESLRLEV 

KLGQGCFGEVWMGTWNGTTR 

VAIKTLKPGTMSPEAFLQEAQV 

MKKLRHEKLVQLYAVVSEEPI 

YIVTEYMSKGSLLDFLKGETGK 

YLRLPQLVDMAAQIASGMAYV 

ERMNYVHRDLRAANILVGENL 

VCKVADFGLARLIEDNEYTAR 

QGAKFPIKWTAPEAALVGRFTI 

KSDVWSFGILLTELTTKGRVPY 

PGMVNREVLDQVERGYRMPCP 

PECPESLHDLMCQCWRKEPEER 

PTFEYLQAFLEDYFTSTEPQYQP 


23770 


54138 


A 


23908 




736 


MDPGAALQRRAGGGGGLGAG 

SPALSGGQGRRRKQPPRPADFK 

LQVIIIGSRGVGKTSLMERFTDD 

TFCEACKSTVGVXDFKIKTVELR 

GKKIRLQIWDTAGQERFSSITSA 

YYRSAKGMILVYDITKKETFDD 

LPKWMKMIDKYAVSEDADLLL 

VGNKLDCETDREITRQQGEKFA 

QQITGMRFCEASAKDNFNVDEl 

FLKLVDDILKKMPLDILRNELS 

NSILSLQPEPEIPPELPPPRPHVR 


23771 


54139 


B 


23909 


84 


441 




23772 


54140 


A 


23910 


6 


254 




23773 


54141 


A 


23911 


1 


230 




23774 


54142 


A 


23912 


3 


187 




23775 


54143 


A 


23913 


3 


143 




23776 


54144 


A 


23914 


3 


481 




23777 


54145 


A 


23915 


1 


711 




23778 


54146 


A 


23916 


55 


381 





BNSDCCID: <WO 0175067A3JA> 



3143 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


$EQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=$top codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23779 


54147 


A 


23917 


240 


875 


GLSAESTPTSIMSMTLGYWDIR 

GLAHAIRLLLEYTDSSYEEKKY 

TMGDAPDYDRSQWLXNEKFKL 

GL\DFPNLPY\LIDGAHKMHPEA 

TPFLCYIVARKHNLLLGETGRRE 

KISSWDIUENQAMDVSNQLAR 

VCYSPDFEKLKPEYLEELPTMM 

QHFSQFLGKRPWFVGDKITFVD 

FLAYDVLDLHRJFEPNCLDAFP 

NLKDFISRFEVSCGIM 


23780 


54148 


A 


23918 


64 


774 


CLSAESAPTSTMPMTLGYWDIR 

GLAHAIRLLLEYTDXSSYEEKKY 

TMGDAPXDYDRSQWLNEKFKL 

G L\DFPN LPYLI DG AHKITQSNA 

ILRYI\ARK\HNLCGGDRRREK1S 

CWDILENQVMXDNHMELVRLC 

YDPDFEKLKPKYLEELPEKLKL 

YSEFLGKRPCFLGXDKITFVDFL 

VY\DVLETK\QVFEPK\CLDAF\Q 

NLKDFISRFEGL\EK1SAYMKSS\ 

RFUQELVFSKMAVWGNK 


23781 


54149 


A 


23919 


163 


317 


LSPTsrNYYRKLPQKVKLE*RYHR 
LALFSFPTKKLTPEKVSLCCRFL 
EMGYIF 


23782 


54150 


A 


23920 


62 


255 


VRLTAQKSLGPLTSTHSLWGSA 
\RARHREPVGSVCGCDPCEQLL 
LLVSQLRAPGVDSAAAGRPV 


23783 


54151 


A 


23921 


173 


467 


KSRFCFFG VVLKLPKICLHIR* WI 

GATL*NQP*TIFQTDGDCSHQSL 

GPLPACDLWDQLHLRSKQGGS 

VCGCDPCEQLLLLVSQLRAPGV 

DSAAAGRPV 


23784 


54152 


A 


23922 


35 


548 


PRSCPSLSPGLSCLLQ/RLVNYQI 

SIKCSNQFKLEVCLLNAENKVV 

DNQAGTQGQ\LPAVGQARWGS 

GCRGAHTW\PLAVIGAADCTG 

QRGWEGV*AFPGLTEPVSSLFC 

GQDGD/CSPHSM*VLSHVVLWL 

LNGLOSLVLGSVCGCDPCEQL 

LLLVSQLRAPGVDSAAAGHPV 


23785 


54153 


A 


23923 


1 


599 


MSPAGLVNYQISVKCSNQFKLE 

VCLLNAENKVVDNQAGTQGQL 

KGRPDGAQAVA^GAHTWUFGC 

RRCG*LHRSHWGL*LLHTPCGR 

PHCARHREPVAHSLLCSRAISGS 

EPHF WQCS VQ* PQLC VPGRV AT 

PLGELDSGDGDCSHQSLGPLPA 

CDLWDQLHLRSRQGGSVCGCD 

PCEQLLLLVSQLRAPGVDSAAA 

GRPV 


23786 


54154 


A 


23924 


290 


528 





3144 



BNSDOCID: <WO ^0175067A3JA> 



wo 
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PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=|jnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23787 


54155 


A 


23925 


274 


571 


KSRFCFFGVVLKLPKKLHIR^WI 
GATL*NQP*T1FQTDGDCSHQSL 
GPLPACDLWDQLHLHSRQGGS 
VCGCDPCEQLLLLWSQLQAP A 1 
DSAAAGRPV 


23788 


54156 


B 


23926 


204 


410 




23789 


54157 


A 


23927 


29 


330 


YLGVELVKSAYPFFQIHLSFPSC 
MWLCGLFLLFYIDFLTLMCGD 
KPLICKKHQLSASTCA/CTIC*G 
ALTLLMEI EQGPCDLSC ASRE V 
STARSLAELFSGP 


23790 


54158 


A 


23928 


259 


699 


ETSHQVMDRSNPVKPALDYFL 

NRLVNYQISVKCSNQFKLEVCL 

LNAENKVVDNQAGTQGQLKV 

LGANLWWPYLMHEHPAYLYS 

WEDGDCSHQSLGPLPACDLWD 

QLHLRSRQGGSVCGCDPCEQLL 

LLVSQLRAPGWDSAAAGHPV 


23791 


54159 


A 


23929 


245 


695 




23792 


54160 


A 


23930 


302 


745 


ETSHQVMDRSNPVKPALDYFS 

NRLVNYQISVKCSNQFKLEVCL 

LNAENICVVDNQAGTQGQLKV 

LGANLWWPYLMHEHPAYLYS 

WEDGDCFTPKALDPLPACDLW 

DQLXHLRSRQGGSVCGCDPCEQ 

LLLLVSQLRAPGVDSAAAGRPV 


23793 


54161 


A 


23931 


2 


293 


VFCHTDLRKNLTVDEGTMKVE 

VLPALTDNYMYLVIDDETKEA 

AIVDPVQPQKVVDAARKHGW 

KLTTVLTTHHHWDHAGGNEKL 

VKLESADLGIRLF 


23794 


54162 


A 


23932 


1 


441 




23795 


54163 


A 


23933 


1 


630 




23796 


54164 


A 


23934 


3 


265 




23797 


54165 


A 


23935 


3 


1062 


SAVQPGPVMVVGRGCSRRSLA 

ALGAACARRGLGPALLGVFCH 

TDLRKNLTVDEGTMKVEVLPA 

LTDNYMYLVIDDETKEAAIVDP 

VQPQKVVDAARKHGVKLTTVL 

TTHHHWDHAGGNEKLVKLESG 

LKVYGGDDRIGALTHKITHLST 

LQ VG\SLN VKCL ATPNCHTSG H I 

CYFVSKLGGXSEPFVVFTGDTLF 

VXAGCGEVLMKGLRDEMCKAL 

LEVXLGRLPPDTVGSASLRAGR 

VYCG\HEYTIKQTSKFAR\HVET 

GNA\AIREK\LPWA\KEKYSIGEP 

TVPST\L A E\EFTYNP\F 1 K VREER 

RCKQHXAGETDPVTTMRPVRRE 

KDQ\FK\MPRDLRPPLHLQQDL 

GIKALLDRLF 



3145 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/()75t>67 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tInknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23798 


54166 


A 


23936 


107 


750 


SHLWSPVSEPLQACSFC/VIRDK 

YRYFACLMRARSEEHTNEKDM 

MKAIRLLKEAEEEFWYHQHPQ 

PC 1 FPDS PRGTS Y VTHEC Y K V PE 

WC LDD WH PS EK A M Y PD Y F A K 

RKQWKKLI^SWKREVKQLQ 

EETPPAGKEECKLHEGMNYVV 

LTCIPGAIKQYLACSRYSKTPGP 

RDSCWEVQSDNQCWWWLDSG 

AHGLVTSFKGVMMTVEATTM 

AAVF 


23799 


54167 


A 


23937 


3 


718 


PASTISCSVTRSRRAVSRLSARP 

GKVSAVMASLASGPYLTHQQK 

VLRLYKRALRHLESWCVQRDK 

YRYFACLMRARFEEHKNEQDM 

AKATQLLKEAEEEVFWYRQHPQ 

P\YIFPDSPWGHPPYERY\DCYK 

VP\EWCLDDWHPSEK\AMYP\D 

YFAKREQWKKLRRESWEREVX 

KQL\QEE'nPPGGSF*LEALPPGP 

KRK VILPPL WW\Y I VTRPXRERP 

MLERERPHLSCLQVKYVTEHG 


23800 


54168 


A 


23938 


269 


488 


TDGVIFIGLSWSPRRCGLGIQRD 
AERlFFALDQASCGFTlHPHfDA 
AETPRGLTVMHLCRRCQRGQSQ 
AEKLP 


23801 


54169 


A 


23939 

1 


1 


1560 


MVHLGAPVMALNLQGKHLCD 

STASSLLPRRRESNSDDTARED 

ARQKRPANTDMRTQELQTRET 

GQGTARETEVATPLSGPSAGDS 

PPAASEMSCGQLVLALLLLFFL 

L V WNTGTKSGSG RV ARL AQLA 

HDCDGGLALGLCYAVLDQRSV 

VQATPQAPKPGPVQPLTVQGL 

QPVHVAQESSGNEITARRQSAR 

SRPRGDRTAPSRRVTRRPKH A P 

ERAPIQQGNIVTVRAPTARKKW 

RPAVGTPTGAHPVCTAKGTGG 

RPTPTQAHTRYTERDPIRNSAEL 

TGSRPCTGRERSGVEACKAAV 

HNLL\AQTGSSGLIINYPLDD\Q 

DAIAVEAACTNVPALFLDVSDQ 

TPrNSIIFSHEDDVWRTPLVAPT 

NLNTRSSQPARHHRAGAVRRH 

HMTVARSATAHARLRRHAKPQ 

GRERJKPSGAREGSEPLGGESGI 

RTPRGRERDPNPSGAKAGSEPG 

RJPETLPRCKGETEAKCWARGN 

FHTAQGSWPRGGRSRWEPLEA 

PALSQQAHGGELPLPAAARSHR 


23802 


54170 


B 


23940 


98 


229 





3146 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/U SO 1/08631 



SEQ ID 


SEQ ID NO: 
of peptide 
sequence 


iMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*-$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23803 


54171 


A 


23941 


1 


256 




23804 


54172 


A 


23942 


289 


433 


VLWSCAAEDFDWLVYRPIGSA 

LSCRLIGPWA1GMWETGFP*VL 

WSCAAEDFDWLVYRPIGSALSC 

RLIGPWAIGMWETGFPLLSSVS 

LS 


23805 


54173 


A 


23943 


450 


1260 


LCACVVGGEKRSGPRIGCAGA 

GKDPFWRAVGVAQKAAAVVA 

CGAASPYRNRADVSVSDHSQS 

RGPGGLSLSGGTVCDMGKKTK 

RTADSSSSEDEEEYVVEKVLDR 

R V VKGQ VE Y LLKWKGFSEEHN 

TWEPEKNLXDCPELISEFMKKY 

KKMKEGGNXNKVREKSESSKR 

KSNFSDSAEDIKCKKKREQSND 

lARGFERGLEPEKlIGATDSCGD 

LMFLMKWKDTDEADLVLAKE 

ANVKCPQIVIAFYEERLTWHAF\ 

PEDAENKEKETAKS 


23806 


54174 


A 


23944 


3 


267 


AMVGGGGVGGGLLENANPLIY 
QRSGERPVTAGEEDEQVPDSID 
AREIFDLIRS*AWPLTPQPAYW 
YPGPSSCQGCYRCFLESLTMRN 


23807 


54175 


A 


23945 


1 


942 




23808 


54176 


A 


23946 


3 


470 


AMVGGGGVGGGLLENANPLIY 

QRSGERPVTAGEEDEQVPDSID 

AREIFDIRRCWARAGSGGLRW 

GEQ*YRAAGGAASQQGVPGRG 

F*VGKGAESLFLHFPQ\LIRFLN 

DP\EHSLTLEELNVVEQVRVQV 

SDPESTVAVAFTPTISHWSMGT 


23809 


54177 


A 


23947 


2 


604 


ARSHRISGGGSAMVGGGGVGG 

GLLENANPLIYQRFGE\RPVTAG 

EEDEQVPDSIDAREVFXDLIRSH 

QMTPEHP\LTLEELNVV\EQVR\ 

VQVSDPVESTVAVGFPKPTHSGT 

CRHGPPLIGLS\IKVK\LLRSLPS 

AFSRWDVAHLLPGDPLPQEHA 

VEQATLQIKEAGWATALGRTH 

HLLEVVN\QCLSSPAPGTWAFV 


23810 


54178 


A 


23948 


1 


1002 





3147 

BNSDOCID: <WO 01 75067 A3JA> 



wo (» 1/075067 



PCT/USOl/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
0*)/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon» /=possibtc nucleotide 
deletion, \-possible nucleotide inserlion) 


2381 1 


54179 


A 


23949 


89 


2587 


STSRDRRLSKRSRTTMAAQPRG 

GDYRGSFLLSILLGTPWEAWAG 

RILYSVSEETDKGSFVGDIAKDL 

GLEPRELAERGVRIISRGRTQLF 

ALNQRSGSLVTAGRIDREEICA 

QSARCLVNFNILMEDKMNLYPI 

DVEIIDINDNVPRFLTEEINVKI 

MENTAPGVRFPLSEAGDPDVG 

TNSLQSYQLSPNRHFSLAVQSG 

DDETKYPELVLERVLDREEERV 

HHLVLTASDGGDPPRSSTAHIQ 

VTVVDVNDHTPVFSLPQYQVT 

VPENVPVGTRLLTVHAIDLDEG 

VNGEVTYSFRKITPKLPKMFHL 

NSLTGEISTLEGLDYEETAFYE 

MEVQAQDGPGSLTKAKVLITV 

LDVNDNAPEVTMTSLSSSIPED 

TPLGTVIALFYLQDRDSGKNGE 

VTCTIPENLPFKLEKSIDNYYRL 

K\TTKNLDRETLSLYNITLKATD 

GGTPPLSRETHIFMQVADTNDN 

PPTFPHSSYSVYIAENNPRGASI 

FLVTAQDHDSEDNAQITYSLAE 

DTIQGAPVSSYVSINSDTGVLY 

ALQSFDYEQLRELQLRVTAHDS 

GDPPLSSNMSLSLFVLDQNDNP 

PEILYPALPTDGSTGMELAPRSA 

EPGYLVTKVVAVDKDSGQNA 

WLSYLLLKASEPGLFAVGLYTG 

EVRTARALLDRDALKQSLVVA 

VQDHGQPPLSATVTLTVAVAD 

SIPEVLADLGSLEPSDGPYNYDL 


23812 


54180 


B 


23950 


165 


335 




23813 


54I8I 


A 


23951 


217 


859 


GSAMAQQRALPQSKETLLQSY 

NKRLKDDIKSIMDNFTEIIKTAK 

IEDETQVSRAT\QGEQDNYEMH 

VRAANIVRAGESLMKLVSDLK 

QFLIUNDFPSVNEAIDQRNQQL 

RTLQEECDRKLITLRDEISIDLY 

ELEEEYYSSSPGPSLVSQQLSEQ 

QLLSSAWTAWPKVTLSSLAPGP 

QYSVNGPAAIIAHPGTCASAGIS 

SSLLPEPVLLVPVF 


23814 


54182 


A 


23952 


1 


1263 





BNSDOCID: <WO 0175067A3_IA> 



3148 



wo 



01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in liSSN 
09/540,217 


Nucleotide 
locntion of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unkno>vn, 
*~Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


23815 


54183 


A 


23953 


70 


2530 


PGVSRLVSKLRRARGMGSGAG 

ELGRAERLPELFLFLLTLFCPAL 

CEQIRYRIPEEMPKGSVVGNLA 

TDLGFSVQELPTRKLRVSSEKP 

YFTVSAESAELLVSSRLYREEIC 

GKKPACALEFEAVAENPLNFY 

HV7>JVEIEDINDHTPKFTQNSFEL 

QISESAQPGTRFILGSAHDADIG 

SNTLQNYQLSPSDHFSLINKEKS 

DGSKYPEMVLKTPLDREKQKS 

YHLTLTALDFGAPPLSSTAQIH 

VLVTDANDNAPVFSQDVYRVS 

LSENVYPGTTVLQVTATDQDE 

GVNAEITFSFSEASQITQFDLNS 

NTGEITVLNTLDFEEVKEYSIVL 

EARDGGGiyilAQCTVEVEVIDE 

NDNAPEVIFQSLPNLIMEDAEL 

GTHIALLKVRDKDSRHNGEVT 

CKLEGDVPFKILTSSRNTYKLV 

TDAVLDREQNPEYNITVTATDR 

GKPPLSSSSSITLHIGDVNDNAP 

VFSQSSYIVHVAENNPPGASISQ 

VRASDPDLGPNGQVSYCIMAS 

DLEQRELSSYVSISAESGVVFA 

QRAFDHEQLRAFELTLQARDQ 

GSPALSANVSLRVLVDDRNDN 

APRVLYPALGPDGSALFDMVP 

HAAEPGYLVTKVVAVDADSGH 

NAWLSYHVLQASEPGLFSLGLR 

TGEVRTARALGDRDAVRQRLL 

VAVRDGGQPPLSATATLHLVF 

ADSLQEVLPDITDRPDPSDLQA 


23816 


54184 


C 


23954 


75 


149 




23817 


54185 


A 


23955 


442 


618 


CQRLRSWVSQPFSFSFFPSFPTF* 

NILCLFVYLEVEFPSCCPGWSN 

NWAKSSGKALEAN 


23818 


54186 


A 


23956 


1 


245 





BNSDCXID: <WO 0175067A3JA> 



3149 



wo OI/()75067 



PCT/US(n/0S63l 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iVlcC 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleutide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiiowii. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide inscriinn) 


23819 


54187 


A 


23957 


30 


1079 


APCASFLTPLAAASVGKV WI Xi 

LRGAAPMASVLSYESLVHAVA 

GAVGSVTAM'RVVFPLDTASII 

DFS VDF\K RKSKTTH M VV L F. n K 

EEG L LA PY RG WFP V 1 SS LCCS N F 

VYFYTFNSLKALWVKGQHSTT 

GKDLVVGFVAGVVNVLi;n PL 

WVVNTRLKLQGAQFRMEDIVP 

TNYKGIIDAFHQIIRDEGISALW 

NGTFPSLLLVFNPAlQFMFN'FXil- 

KRQLLTFAFQLSSLDVFIIGAVA 

KAIATTVTYPLQTVPLFPOFGR 

HRLNPENRTLGSLRMlLYLLLOl 

FRTPSEREPFYTSVTLSVLSSVA 

YPMMPLSNITSAYRIGVLEKGG 

GSGKSDNSDDDDDNDDGGV 


23820 


54188 


A 


23958 


1375 


2451 


VPRVPFAINVLTHSRQRYRKNL 

RF Y A DDPT I R V/G G PT Y H W V R E\ 

AEEERVVDNRMHDRFCLLRl A 

AGHPVEGGRPLVIKGITIIPAE r 

ALQRFKFLMYQVVASDLDGTL 

LSPDHTLSPYAKETLKLLTAKGI 

NFVFATGRHHVDVGQIRDNLEI 

KSYMITSNGARVHDLDGNLIFA 

FTNLDRDIASDLFGVVNDNPDIIT 

NVYRDDEWFMNRHRPEEMRFF 

KEAVFQYALYEPGLLEPECiCIK 

ALLTPGKLKNFLVEKMRTLG r 

AACPPYHIAFVIGGTSAETNLKT 

VKLASAHYYDELPTEGNEl IGQ 

GSAMSSWNRNCWKRPRNSVLA 

RSLAVNTSRTTFALSVCHVTAH 

PARSAWASPVR 


23821 


54189 


B 


23959 


1 


1386 




23822 


54190 


A 


23960 


1375 


1609 


VPRVPFAINVLTHSRQRYRKNL 
RFYADDPTIRV/GGPTYHWVRE 
SXEEERVVDNRMHDRFCELR l A 
AGHPVEGGRPLVIK 


23823 


54191 


A 


23961 


433 


741 




23824 


54192 


A 


23962 


12 


224 




23825 


54193 


A 


23963 


3 


2053 





BNSDOCID: <WO 0176067A3JA> 



3150 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location ot' first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23826 


54194 


A 


23964 


1 


2408 


MGGADlAGPRREHTvJAKHPTVG 

LGSAAQTTCLPGPKQKGDPTRH 

QPVDKRNDVGPRQHFWCWRV 

EIHKEKRMKTGPLNESELEWLD 

Dl LTK YNTDH A 1 LD V AELDG LL 

TAVLSSPQEIEPEQWLVAVWG 

GADYVPRWASEKEMTRFMNL 

AFQHMADTAERLNEFPEQFEPL 

FGLREVDGSELTIVVPPGGRTA 

TNALSCGSLFGEETSPRGPSADS 

TSQSIGGGSPHDCAKGIALVAA 

NGGDIRDYEGVDRSAKPQLPMI 

Al-NTTAGTASEMTRFCIITDEAR 

HIKMAIVDICHVTPLLSVNDSSL 

MIGMPKSLTAATGMDALTHAl 

EAYVSIAATPITDACALKAVTM 

lAGISTFFASSRMALMQASAPSA 

SFLPVTFTPIAAAQSRRRAAAT 

GYRDRWLCHGDVLLQICANTQ 

DTVIHALRDIIKHNSCPDDCSVQ 

HDAVIDDGCDFIDYLGGSETVV 

ALNTPRADDYHPVMVLCAKTD 

KA HRN VI HTSKLCFITLTPEISQ 

RSHGKSSKRVFSCFPVFLLLKH 

RRJVAQKYAELAYDLFHLGFD 

VLIIDHRGQGRSGRLLADPHLG 

HVNRFNDYVDDLAAFWQQEV 

QPGPWRKRYILAHSMGGAISTL 

FLQRHPGVCDVAIALTAPMFGIV 

IRMPSFMARQILNWAEAHPRFR 

DGYAIGTGRWRALPFAINVLTH 

SRQRYRRNLRFYADDPTIRVGG 


23827 


54195 


B 


23965 


1 


3357 




23828 


54196 


A 


23966 


14682 


14931 


EIGPGPRPLPSPLP*ATSTSVLAA 

SGRPERTRXHAGIKIVLEDIFTL 

WRQVETKVRAKIRKMKVTTKV 

NRHDKINGKRKTAKEQSPLLQE 

SLFATGDVSHNLLRALDVGLLA 

NLSALAELDISNNKISTLEEGIF 

ANLFNLSEINLSGNPFECDCGL 

AWLPRWAEEQQVRV/AAARGS 

HVCWAWLPGWPASAWHPLAG 

QWLW*GVCRLPP*QQLRHRGS 

SVLFSCPRRPA/CSQRPAAPSAS 

PPARASQPSPSRA 



BNSDOCID: <WO 0175067A3_IA> 



3151 



wo (M/075(K»7 



PCT/11S()1/0S63I 



SKQ ID 
NO; 


SKO "> NO: 
of peptide 
sequence 


Mcl 
hod 


SKO ID .NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide lociition of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop coilon, /=possible nucleotide 
deletion, \^possible nucleotide insertion) 


23829 


54197 


A 


23967 


I 


714 


MVKLSIVLTPRFLSHDQGQLTK 

ELQQHVKSVTCPCEYLRKVmT 

LADHRHRGTDFGGSPWLLIITV 

FLRSYKFAISLCTSYLCVSFLKTI 

FPSQNGHDGSTDVQQRARRSN 

RRRQEGIKIVLEDIFTLWRQVET 

KVRAKICKMKVTTKVNRHDKJ 

NGKRKTAKEHLRICLSMKEREH 

GEKERQVSEAEENGKLDMKEI 

HTY/MITPSARKPLCNRVRMAA 

AEHRHSSGLPYWPYLTAETL 


23830 


54198 


A 


23968 


til 


216 


ALLFPISTWSTPLGTQQAPQCV* 
PTPMPMRPVPS 


23831 


54199 


A 


23969 


1 


4710 




23832 


54200 


A 


23970 


3544 


3723 


RSHRSPPRCPPSRAPAPRRSAAA 
PPRR*PPRAPAAPRPGPP/CMAR 
PPP A RPT AGSR VPPL 


23833 


54201 


A 


23971 


-* 


1119 


EFGTSHRHRGTDFGGSPWLLIIT 

VFLRS YKFA 1 SLCTTYLWVrNTL 

ADHRHRGTDFGGSPWLLIITVF 

LRSYKFAISLCTTYLCWSFLKTI 

FPSQNGHDGSTDVQQRARRSN 

CRRQEGIKIVUEDIFTLWRQVE 

TKVRAKIRKMKVTTKXATRLTK 

1 KERRKTAQDH WRKLSM KERE 

HREEERQVSEAEENGKLDMKEl 

HTYMEMFQRAQ A LRXRRA ED\Y 

YRCKITPSARKPLCNRVRMAAA 

EHRHSSGLPYWPYLTAETLKNR 

MGHQPPPPTQQHSllDNSLSLKT 

PPECLLTPLPPSALPSADDNLKT 

PAECLLYPLPPSADDNLKTPPEC 

LLTPLPPSAPPSADDNLKTPPKC 

VCSLPFHPQRMIISRN 


23834 


54202 


A 


23972 


1 


1149 





3152 

BNSDOCID: <WO 017S067A3 IA> 



wo 01/075067 



PCT/l]S01/0S63l 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn« 
*=Stop codon, /-possible nucleotide 
deletion. \==possible nucleotide inscrtiiuO 


23835 


54203 


A 


23973 


93 


1165 


HRRSAAEAPAAAVMPFPFGKS 

HKSPADIVKNLKESMAVLEKQ 

DISDKICAEKATEEVSKNLVAM 

KEILYGTNEKDPQTEAGAQI.AQ 

ELYNSGLLITLVADLQLIDFEGK 

KDVAQIFNNILRRQIGTAR TPTV 

EYlCTQ\QNI\LFMLLKGYESP\ri 

alnxcgimlrecirheplgkiil 
wseqfydffryvemstfdiasd 
avfatfkglltrhkllsaefleo 
h y drffse yekllh sen y vtk r 
qslkllgellldrhnftimtky 
iskpv\nlk\lmmnllrdksrni 
qfeafhvfk:a\fvanpnktqp!l 
dillknqaklieflskfqndr'i h 

DEQFNDEKTYLVKQI RDLK RPA 

qqea 


23836 


54204 


A 


23974 


3 


158 




23837 


54205 


A 


23975 


3 


1071 


GVRASGRAVPRAVFAGMKRPC 

eettsesdmdetidvgsennys 

GQSTSSWIRLNSPTTTSQIMAR 

KKRRGIIEKRVRRDRINNSLSEI.R 

RLVPTAFEKQGSAKLEKAEILQ 

MTVDHLKMLQATGG KG Y FD\ A 

HALAMDFMSIGRRECLTEAAR 

YLSSVEGLDSSDPLRVRLVSMI, 

STCATQREAAAMTSSMAHllim 

PLHPHHWAAAFHHLPAALLOP 

NG LHASESTPCRLSTTSE V PP A \i 

GSALLTATFAHADSALRMP\S T 

GSVAPCVPLLSTSLLSL$ATV\H 

AAAATATAAAHSFPLSFAGAFP 

MLPPNAAAAVAAATAISPPI.SV 

SATSSPQQTSSGTNNKPYRPWG 

TEVGAF 



BNSDOCID: <WO 0175067A3_IA> 



3153 



wo 01/()75(»67 



PCT/ljSOl/08631 



SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide luc;Uion of last 
codon for Inst amino acid 
(»f peptide sequence 


Amino acid sequence ( X=lJnkni)wn, 
*=Stop codon, /=possihte nucleotide 
deletion, \=po$$ible nucleotide insertion) 


23838 


54206 


A 


23976 


1 


1416 


MPGNLTRXESSSPLTDRHCHTS 

SQFSHRFNAISPFPPAELGCDHV 

ASAAADPLGVPGVATQWAGGL 

SAALAAPRKPHSCRRLQVLGAL 

GILlCSAGRVNFRCFGPLSfRGKP 

KTPLWEQEKPKLQTGSAGSQQ 

KRVMLKPSRGADRVLGRGSQR 

PAETDRETTDLRQRKRMKJEGK 

E RTL RA A RG ETRRSNG N L A RQ 

TVPEGCRSQTQALQVVRNART 

PPCIPNLDRPPEACSSGSTGGM 

MPLRVAPSPVASGESSHLSSGR 

GDRGLVRCKVEELRFQPVAFPE 

FIPPPTSPRADSESGDWCCTVLA 

NPSKTGSGGWEORKTEC\PQGR 

TQNPQQRGS/RNLVLLTAGQES 

TPRRSQLTRSPAAERKTEEQGE 

DRKNRALGCNLFPRVPRHARD 

SQRA LRA STQ A PK K STF A FPG I 

HSGAVCSKRRICGVQGEPFPLPF 

ASQCSSCLKILPSPGPTKELTSY 

LLHSGCGFLDKLRV 


23839 


54207 


A 


23977 




139 




23840 


54208 


A 


23978 


141 


734 


GSQLRRPAFGVRVALEESKGLI 

RKDSCRGRACAGANACARREIR 

PPTMSGAAWRGTPLALVRSSRT 

RGVWAWQWSATRSPSDSCFPG 

VARDKEDGEPKTKHLREEEEE 

GEKHRELRLRNYVPEDEDLKK 

RRVPQAKPVAVEEKVKEQLEA 

AXSPEPVIEEVDLANLAPRKPDW 

DLKRDVAKKLEKLKKRTQRAI 

GRJLDP 


23841 


54209 


A 


23979 


3 


585 


GTVGGVCGPRRSSSASPQEQDQ 

DRRKDWGHVELLEVLQARALF 

TAVPLSEEDRATVLKAVHKVK 

PTFSLPLQLPPPVNTSKLLRDVY 

AKDGRVSYPKLHLPLKTLQCLF 

EKQLHVELASRMCVVSVEKPT 

LPSKEVTHARKTVLKTLRDQWE 

KA LCRELRETKN RLERQ V YEG 

RFSLYPFLCLLDECEVVRMLLQ 



BNSDOCIO: <WO ^017S067A3JA> 



3154 



wo 01/075067 PCT/IISO 1/08631 



NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lInkno>vn» 
*-Stop codon« /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


23842 


54210 


A 


23980 


1 


3778 


MRRRGPVGWPGAACVMSALC 

WGRGAAGLKRALRPCGRPGLP 

GKEGTAGGVCGPRRSSSASPQE 

QDQDRRKDWGHVELLEVLQA 

RVRQLQAESVSEVVVNRVDVA 

RLPECGSGDGSLQPPRKVQMG 

AKDATPVPCGRWAKILEKDKR 

TQQMRMQRLKAKLQMPFQSG 

EFKALTRRJLQVEPRLLSKQVMG 

GCLEDCTRQAPESPWEEQLARL 

LQEAPGKLSLDVEQAPSGQHSQ 

AQLSGQQQRLL A FFKCCLLTDQ 


23843 


54211 


A 


23981 


101 


805 


HMYTSMKPSSQPRSWISTPHPK 

ACSSLSFPLS L DN WMN INLRE V 1 

CTSRDGDKFWRMPECYIRGSTI 

KYLRIPDEIIDMVKEEVVAKPR 

GRGGLQQQKQQKGRGMGGAG 

RVGSPLSSGWPGAGRQPHVAS 

LLLGVALAALPRRLPNLPGPPS 

CPLAMNRGPGRGAPRHGTQPSS 

OCASWRSSGHIKSPPQAPVSPM 

RGNGGAHLSRPLATTLGTLRGS 

IQSQGRPPPPEMMNWH 


23844 


54212 


A 


23982 


133 


1069 


RI A WGQDRSCLQGG PF A T YV P 

GLILCSLQGWYGVQAGQDLQG 

LPRSQGWARRPGGKLITCSPSP 

QDGDKF WRM PEC YIRGSTIKYL 

RIPDEIIDMVKEEWVAKGRXGR 

EGPCQQAESQQK/GVRGMGGA\ 

GRCVFGGRGRGMGSPITG\RCH 

PDKKPGRQAGQTVSAHPDRLL 

RPLLARVGDFRSTVSERNLLQK 

GRGRPPRGEPPFRVLVTPSLFKV 

KAPFFLPKNRQILRVRKCLLCCF 

FGFCETGPSQKLGWNPLERVLC 

LKAIFSSPFASGFSRASHFPRRG 

LFLHFLGSLSEASNQTGRFLILK 


23845 


54213 


A 


23983 


1 


326 


PVSLECYTVPPEDNLALLQLYF 

RTLVTGA/LRPRWCPVLYAVTL 

WPHVNSFIFSQRPRIVDIDGKM 

GTLSCIQPFNRCLARRRTLCPNG 

RQETKEQKACLPGSRLFELF 


23846 


54214 


A 


23984 


2 


341 





3155 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


iVlet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location, of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23847 


54215 


A 


23985 


1 14 


712 


DLISALMIWFHVIVIHTPYVCIYl 

PTLPLSTSFPLSQLPVSLECYTV 

PPEDNLALLQLYFRTLVTGALR 

PRWCPVLYAVAVAHVNSFIFSQ 

DPQSSVSYISIFRGRKGASN*AA 

SGPAGEEVSVKQGQWWVPAL 

GSVPPLPVLLLXDEVKAARRSM 

LQKTWLLADEGLRQHLLHYKL 

PNSTLPEGFELYSQMPPLRQHY 


23848 


54216 


A 


23986 


357 


2771 


FESSCPPVGSPVGAGPTPSLYKV 

PCATAMICLLRVLASAGRNIAA 

RLLSSFDLRSRLCRIIAEAPQEL 

ALPPEEAEMLSTEALRLWAVA 

ASYGQGGYLYRELYPVLMRAL 

QVVPRELSTHPPQPLSMQRIASL 

LTLLTQLTL A AGSTPAETI SDS A 

EASLSATPSLVTWTQVSGLQPL 

VEPCLRQTLKLLSRPEMWRAV 

GPVPAACLLFLGAYYQAWSQQ 

PSSCPEDWLQDMERLSEELLLP 

LLSQPTLGSLWDSLRHCSLLCN 

PLSCVPALEAPPSLVSLGCSGGC 

PRLSLAGSASPFPFLTALLSLLN 

TLAQIHKGLCGQLAAILAAPGL 

QNYFLQCVAPGAAPHLTPFSA 

WALRHEYHLQYLALALAQKA 

AALQPLPATHAALYHGMALAL 

LSRLLPGSEYLTHELLLSCVFRL 

EFLPERTSGGPEAADFSDQLSL 

GSSRVPRCGQGTVLLAQACQDL 

PSIRNCYLTHCSPARASLLASQA 

LHRGELQRVPTLLLPMPTEPLL 

PTDWPFLPLIRLYHRASNTPSGX 

LSPTDTMG\TAM\RVLQWVLVL 

ESWRPQALWAVPPAARLARLM 

CVFLVDSELFRESPVQHLVVAAL 

LAQLCQPQVLPNLNLDCGLRG 

LTSFPDLYANFLDHYEAVSFGD 

HLFGAMVLLPLQRRFSVTLRLA 

LFGEH VG ALRA LSLPLTQLP VS 

LEG YTVPPEDNL A LLQL Y FRTL 


23849 


54217 


A 


23987 


291 


454 


KAETGSLPYTLCKNQFKMD* RL 

TC*T*NH1CNPRRJCPR*YHSGHR 

HGQRLHDENT 


23850 


54218 


A 


23988 


1 


613 





BNSDOCID: <WO 0175067A3JA> 



3156 



wo 01/075067 



PCT/IJS01/0S631 



SKQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( V'^lJnknown, 
*=Stop eodon, /==possible nucleotide 
deletion, \-possible nucleotide insertion) 


23851 


54219 


A 


23989 


807 


1345 


RCEERLLPLNLAVIALPSGLER 

WSFFAVYNGHPGSQVAKYCCE 

HLLDHIADNQ/DFTGSAGAPSLE 

NVKNGIRTG/CPEPEVHDTERSE 

EDDHFliLACDSlWDVMGNEEL 

CDFVRSRLEVTDDPEKVYTsJEIV 

DTCLHKGSQDNMCV1F\LWFPN 

APKVSPEAAKKEAELGKYRLN 

SILSDQ 


23852 


54220 


A 


23990 


344 


636 


SSLSLLD1WVGSKSLLL*1VPQ*T 

YVCMCLYSSMIYSPLGIYPVMG 

WLGQMVFLVLDPSGIATLTST 

MVELVYSPTNSVKVFLFLRILSS 

TCCFLTF 


23853 


54221 


A 


23991 


1 


2793 




23854 


54222 


A 


23992 


18 


409 


SSVVEFVDPRVAPALLPQLPLES 

SSHGSVLPTMAVCLDKGHKMT 

KNMSKPRHSCRRGRLTKHNKFM 

WDMl RE VCG FAP YERHAM VLL 

KVSKDKRALKFIKKRVGTHIRT 

KRRQEELSNVPAIMRKADAKK 

D 


23855 


54223 


A 


23993 


1 


609 


MHPRGPPPPAQEESHTDESPGID 

HQSLARRAGRVGRTGGFSQLL 

AQTNTSMLSSSPASCTSPSPDGE 

NPCKKVHWASGRRRTSSTDSES 

KSHPDSSKIPRSRRPSRLTVKYD 

RGQLQRWLEMEQWVDAQVQE 

LFQDQATPSEPEIDLEALMDLST 

EEQKTQLEAILGNCPXRPTEAFIS 

ELLSQLKETPETQPASEISLRDH 


23856 


54224 


A 


23994 


1 


204 




23857 


54225 


A 


23995 


1 


418 


MWNRLCNWVTSIGWKSLEGSE 
EDRKSSQWGTLPSGAVRRGPPS 
SRSKNGRSNSSLHPVPGKATGT 
QLEPMRAVMGDESCiCATGTEL 
LHALGAHPLHRLLKQHSHMMF 
QKVQVEPLRK\EPHHWQRL*PF 
SSE*NHGPSR 


23858 


54226 


A 


23996 


104 


253 





3157 

BNSDOCID; <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno>vn, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=pos5iblc nucleotide insertion) 


23859 


54227 


A 


23997 


666 


1436 


WRPCFWLQAKKEAPAPXPICAK 

AKVKALMCAKKAVLKDVHSHK 

ICKKD\RKSPTFRG\PKTLCTR\KP 

PKCLQKTAPRKNKLDHCAITKF 

PLTTKSTTKKIEDNINJTLVFIVDV 

KANKHQFKQAVKKLYDTDVA 

KNITKRWDVTSIITSCYIHLRLA 

SRLALEDLLAGLMMCLKGTFW 

NEESGERVETRPESRFKQQSKLl 

YTIKNPGRKJCYGAEEKRAFWC 

HTDLLLH DHDEQ VTN HFSSPSST 

FTKCKRRKPFLLREFVWIK 


23860 


54228 


A 


23998 


2 


301 




23861 


54229 


A 


23999 


1 


242 


MGMVRKQALERTEWALVCRQ 

AWSSRMGYSTTVSPTQCQYTC 

SRGLLDSQLQLYKCTQALPEIH 

SLGHVCPSLITVKYSHYVLAAA 

TLFIWDNNESLRTGLLSVSTCK 

SGTRDFMRISGMVSLTSEVDNV 

EVFHYFPLHIQGKKFWAVGAI 

MTIFVISIYYEPGAHWHHMWK 

LLKV Y SLESQKREED I S KRLPN F 

LKSSRRPWEDLILMLRKSPEMS 

ICEYRASPLSLSAALRSKDRQSR 

HRCVTSTFHIREVRCCKSQGLP 

LCMHETAAHICP*TEGQQKGSG 

GLLYIP*TSPEIFSASESDPPMAC 


23862 


54230 


A 


24000 


2 


948 


CGTPTVVPGTGTSRJIVRTATVE 

PTWKCRAAQQPPPPP/PPLWVK 

LPPPDTSTKPELQLEELDADSS 

WMPLHGSCPTGKLAVDARSSL 

FTEPAFPYWKXMKHTFQNJLS 

WSKFTNLTYSVTQLWLLVVMA 

QTSYPHSLVGRKQVILHSSCLV 

SLDNKTSLAGDDHDDDDHDDN 

DSSPAEKGPPPITKSLDKADEQS 

HLRLAVLELGFYKPVNLLLVA 

MTGCLLQLMMKJCEQCGTHGG 

EGSTLEGSRPDVPQDLFSPTLGF 

YGSTSLSADLGENVILKLYLPSF 

PLQESEPSAEHGENLWALYVGF 

EERRSEASLAKAP 


23863 


54231 


A 


24001 


265 


513 




23864 


54232 


A 


24002 


513 


796 


TGTAWTPPPPPLTTGAPCTPPPR 
CTARGRT/PGDSHLGGGPAATA 
GGPRTSPMSSGGPSAPGMRPPA 
SSPKRNTTSLLNSGLEPTFSFRIT 
FGFM 



3158 



BNSDCXID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


$EQ ID NO: 
in tSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


23865 


54233 


A 


24003 


1268 


2097 


TPELTGAISLSTLGDPSPFRQPSS 

AQMGHLLSTSLSTPPTTSNSETT 

QPAFATVTPSSSSVLPGLPQTSF 

SGMGPSAELMASTSPKQQLPQF 

SAAFGHQLSSHSGIPKDLQPSHS 

SIAPPTGFTVTGVKLQTFAVSVT 

VLKATCLELFVPPGGFVVSLAS 

GVKLQTVTPLHFSGNHPSAFYY 

YRLSFEMDKGKKRQFGVEKEK 

CGSLGGFVMLGNEEMIRRAVT 

LI A WTKI PFLG IRE A KNPGSENl 

RLATILEAPVPPSWELWEQGPPG 

APYYQP 


23866 


54234 


A 


24004 


3 


1163 


GEVTSWNRGRGLRIWRYFLFGP 

VQKTMRLLLSRLTYCWLEQDG 

RVSWRLGLEiGSLPTPVPVRLCP 

ANRSPPMVCGTTGRSSSNSSTE 

KRMCTCSSRAALHFLKGPEGG 

TLMEEIRAHKEPPESSLTPSTRG 

GHSEKAPSKNHQAATVNTTTLS 

RISHISHTHLLIHCTGKEQHEPY 

EDAATRSRPEADLSRHERLTCR 

HLDLGLPDMQNRQCVPGSQGL 

RPVGGLEGPRHWCLVRSSRLG 

VLPRRPQGCEDDAGGLQRQDC 

GQWRELVQLPTPPA^CPGGASP 

HPKPLPDLPDPPGSSRCFCLLPG 

TCPAAPPAGSPSPCSQSPGCLPP 

VPTPSVLECCTQVLLEDSKPQS 

HRNSAPHLQPGIWSHIPGSHPW 

CLVLAAEGSTSSV 



3159 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hoJ 


SEQ in NO: 
in IISSN 
09/540,217 


Nucleotide 
lucalion uf first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last amino arid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*-Stop codon, /=pos$ible nucleotide 
deletion, V-possible nucleotide insertion) 


23867 


54235 


A 


24005 


1 


2502 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQNMQILLLSSLTGDLLL 

NEKLDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDINDHA 

SVFLDREISLKILESTTPGAAFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHrNVHDSGEGNIYPELVLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRILVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

RILKTFQIMPTSGSLHLKAQLDY 

EAIQTYTLTIQAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRJRDRDSG 

NNGKTVCSIQDDLPFI LKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEHNITVLVSDV 

>JDNAPAFTQTSYTLFVRENNSP 

ALPIGSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HL F ALSP WTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVSINTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

GSTALSSEALVRVLVLDANDSS 

LFVLFPLQNGSAPCTELMPRA\A 

AEPGYLVTKNAWLS*QLLKAT 

EPGLFGVWAHN/GTDRLLSERD 

TAKHRLMVLVKDNGEPPRSAT 



BNSDOCID: <WO 01 75067 A3. IA> 



3160 



wo ()l/075(»67 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Llnknown, 
"^^Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


23868 


54236 


A 


24006 


1 


I960 


MEARVERAVQKRQVLFLCVFL 

GMSWAGAEPLRYFVAEETERG 

TFLTNLAKDLGLGVGELRARG 

TRIVSDQMMQILLLSSLTGDLLL 

NEKLDREELCGPREPCVLPFQL 

LLEKPFQIFRAELWVRDINDHA 

SVFLDREISLKILESTTPGAAFLL 

ESAQDSDVGTNSLSNYTISPNA 

YFHIN VHDSG EGNl YPEL VLNQ 

VLDREEIPEFSLTLTALDGGSPP 

RSGTALVRJLVLDVNDNAPDFV 

RSLYKVQVPENSPVGSMVVSV 

SARDLDTGSNGEIAYAFSYATE 

RJLKTFQINPTSGSLHLKAQLDY 

E A IQTYTLTIQAKDGGGLSGKC 

TVVVDVTDINDNRPELLLSSLT 

SPIAENSPETVVAVFRIRDRDSG 

NNGKTVCSIQDDLPFILKPSVEN 

FYTLVTEKPLDRERNTEYNITIT 

VTDLGTPRLKTEHNITVLVSDV 

NDNAPAFTQTSYTLFVRENNSP 

ALPIGSVSATDRDSGTNAQVIY 

SLLPSQDPHLPLASLVSINADNG 

HLFALSPWTTMPLRAFEFRNNS 

PALHIGSVSTAETNIQVTYSLLP 

PRNPHLPLASLVSrNTDNGHLF 

ALRSLDYEALQEFEFRVGASDR 

G STA ESSE A L VRVL VLDANDSS 

LFVLFPLQNGSAPCTELMPRAVA 


23869 


54237 


A 


24007 


1 


966 


MGHHLMIDKLVALGGLYYAIQ 

RHYATKCSVLKNDQILVIGLFM 

IQNVIYRKHFANPLSALFLQQGI 

ELFAAIAEIHITTVAERNHAITQI 

RLEAQTIFDSLKEWHNAIRKSL 

DYEALQAFEFRVGATDRGFPAL 

SSEALVRVLVLDANDNSPFVLY 

PLQNGSAPCTELVPRAAEPGYL 

VTK VV A VDGDSGQNA WLS YQ 

LLKATEPGLFGVWAHNGEVRT 

ARLLSERDVAKHRLVVLVKDN 

GEPPRSATATLQVLLVDGFSQP 

YLPLPRAAPAQAQADSLTVYL 

VVALASVSSLFLFSVLLFVAVR\ 

LCRRSRAAPVGRCSVL 



3161 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/IISO 1/08631 



SEQ II) 

NO: 


SEQ II> NO: 
of peptide 
sequence. 


Met 
hod 


SEQ Il> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codoii.l'or peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiiovvn, 
*=Stop codon, /==possible nucleotide 
deletion^ \=possible nucleotide insertion) 


23870 


54238 


A 


24008 


1 


2673 


MEVMGNMGSKILITGI TSTkKK 

VALLAKKRERKIISQRKDV I DS 

RAKRQSEEKSIGKETVVIGK.LI 

SKDSAAAICESRWRLSESHFCK 

LIQRRMEARVERAVQKRQVLF 

LCVFLGMSWAGAEPLRYI VAT 

ETERGTFLTNLAKDLGLGVCiEI. 

RARGTRlVSDQNMQILLLSSl/r 

GDLLLNEKLDRJEELCGPREPCV 

LPFQLLLEKPFQIFRAELWVRDI 

NDHAPVFLDREISLKILES TTPCJ 

AAFLLESAQDSDVGTNSLSNYT 

ISPNAYFHINVHDSGEGNIYPEL 

VLNQVLDREEIPEFSLTL 1 ALDG 

GSPPRSGTALVRILVLDVNDNA 

PDFVRSLYKVQVPENSPVGSM 

VVS VSARDLDTGSNG EI A Y A FS 

YATERILKTFQITMPTSGSLIHKA 

QLDYEAIQTYTLTIQAKDGGGL 

SGKCTVVVDVTDINDNRPELLL 

SSLTSPIAENSPETVVAVFRIRD 

RDSGNTsJGKTVCSlQDDVPFILK 

PSVENFYTLVTEKPLDRERNTE 

YNITITVTDLGTPRLKTEHNITV 

LVSDVNDNAPAFTQTSYTLFVR 

ENNSPALPIGSVSATDRDSG ITS' 

AQVIYSLLPSQDPHLPLASLVSI 

NADNGHLFALRSLDYEALQAF 

EFRVG ATDRGSPA ESSE A L V R V 

LVLDANDNUPFVLYPLONGSA 

PCTELVPRAAEPGYLVTKVVA 

VDGDSGQNAWLSYQLLKATFP 


23871 


54239 


B 


24009 


1 


993 




23872 


54240 


B 


24010 


I 


4056 




23873 


54241 


B 


24011 


1 


906 




23874 


54242 


B 


24012 


1 


4318 




23875 


54243 


B 


24013 


41 


1935 




23876 


54244 


A 


24014 


3 


328 


GWQSGPVLGGLCGTAGQSCGD 

GDGIWWAQAAQAGDPAHLRL 

LTHGQPSSVPEAPVRAHQPALP 

QPRSAAARECGR/AGRSTTNSL 

RKRVASESYMIVAPPMPSSWSS 

SG 


23877 


54245 


A 


24015 


114 


567 


VKKPHSA E WVPL WG LQPG WR 

QPFRCNSGSEICELRRPVSNSQE! 

LSPVTMRKPAVSVCCDLTl.REA 

APPFQRHERTYTGEKPYKCKQC 

GKAFSGFCYTQILEKAQTGKQP 

YE/AHERTHWKQNHDCTQFGK 

AFSFSSSLCIHEKIH TGEKLYE 



3162 



BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seqtience 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23878 


54246 


A 


24016 


170 


491 


PAQHQRGLWQSPTHQALTLML 
SVHREDWKPVLTINSIIYGLQYL 
FLESKNRWLGLERLGFCPSGLIT 
PPTCTGHRSP/NPEDPLNKEAAE 
VLQNNRRLFEQNVQRSMR 


23879 


54247 


A 


24017 


1 


1062 




23880 


54248 


A 


24018 


2 


700 


RRPTRPGGGSGGGGGRMIKLFS 

LKQQKKEEESAGGTKGSSKKA 

SAAQLRUQKDINELNLPKTCDIS 

FSRSQTTLLNFKVLVICPDEGFY 

KSGKFVFSFKWGQGYPHDPPK 

VKCETMVYHPNIDLEGNVVCLN 

ILRGDWEASPLRLNSIIYGLQYX 

LFL\EPNPEDP\LNKEAAEV\LQN 

NRIWCFEQNVQRSMRGGLHPA 

PPTFERCLKIGLAHTHPPPRPQA 

LASPAKYLLGAMG 


23881 


54249 


A 


24019 


302 


884 


PMAPLSSQQPTLFPNTLTQAQQ 

VQLTKGLRKWMVQHGGDGW 

VVEENRTTVPGAPSQTCFVTSF/ 

EVNAPAIQSWCCKKQVLDLEE 

EGLWPELLDSGRIEICVSDWWG 

ARH DSGCM YRLL VQLLDANQT 

VLDKFSAVPDPIPQWEQQCLPF 

TFTHVFFQHSRWGVRFCVFSEH 

RGPGTHSSGAGPLLSPCEQLQC 


23882 


54250 


A 


24020 


274 


866 


SSLLNLPSSWDYGWVSYEQAN 

CKGEQFVFEKGEYAHWDWWT 

SSQRTDFSSLR/RPSKVDSQEPK 

VXYLYENPNFTGKKMEIIDDDW 

PSFHAXHGYQEKVSSVWVRSG 

MWVGWKYPGYRGLQYLLKKG 

DYKDSSNF\GARHPQV\QSVRC] 

HDMQGHQCGAFHPLGTQEEEE 

AGQKEQMEQVPFWLARGDICE 

LSGKXSVI 


23883 


54251 


A 


24021 


179 


374 


AASIGRSMTEKAHAGPRPGRN* 
ADAPSSSDTLFPPDALLSNQAG 
RLACWLFSYGPQTKNDFHIFK 


23884 


54252 


A 


24022 


1 


141 





BNSDOCID: <WO 0175067A3 IA> 



3163 



wo 01/075067 



PCT/IJS0I/OS63I 



S£Q II) 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


ShlQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Ainino acid sequence ( X^lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23885 


54253 


A 


24023 


1 


506 


PHSPLWKTLCSPSSGVCCGFVT 

LFCNDRFACLFQLTPPPSPAWM 

TAAASLLASLLPALPPLNLQDA 

KFVEERRKQLQNYLRTVMNKV 

IQMVPEFAASPKKETLIQLMPFF 

VMGLQVGMYGLFHFGVMMDQ 

PQPSLTRADESPCDRVLSPCAA 

HRKQRDCCLSWKAEPE*FLVK* 

KTLCSPSSGVCCGFVTLFCNDR 

FACLFQLTPPPSPAWMTAAASL 

LASLLPALPPLNLQDAKFVEER 

RKQLQNYLRTVMNKVIQMVPE 

FAASPKKETLIQLMPFFVMGLQ 

VGMYGLFHFGVMMDQPQPSLT 

RADESPCDRVLSPCAAHRKQR 

DCCLSWKAEPE 


23886 


54254 


A 


24024 


1 


396 




23887 


54255 


A 


24025 


1 


1176 


MVPGDLSQTSEDQSLSDFEISN 

RALINVXMPSVFLRGKAANAFH 

VYQQSIAGVSGIARKRALIPFGK 

STFSYVCITNIKLTDALPSWDYT 

CHFNLPKAQKPGEPTKCILTME 

WLALLQGDPGSWIQKEFIVGKR 

GGKMDNILWDQRDVQPPGLRP 

HQLLHSGGGPLISFRNGGPILV 

WELRRKGASGKEIVGSRYFRES 

DEVLVWKNPKTLQKEDEEVNS 

THPMHTYPCTHCQVFCVTAEII 

NIYLQACIVLEMSMLPPGERPLF 

LLRLTTVLEVTVFDSQWSRPYH 

VSADPSAWKHHHHYHHHHHY 

QLSSSSPTITIINHPSPS/LSHASPS 

P/CHPSPSPAVHHHHQPSITITSR 

PSPSPAVHHHHQPSITIIIRPSSITI 

INHPSQASSIHHHHQPSIPFIVSH 


23888 


54256 


A 


24026 


1349 


2125 




23889 


54257 


A 


24027 


670 


972 


KTDEWNIYRRYTEFRSLHHKLQ 

NKYPQVRAYNFPPKKAIGNKD 

AKFVEERRKQLQNYLRSVMNK 

VIQMVPPSSLPAPKJCETLIQXLM 

PLLRSTSTPPRRAL 


23890 


54258 


A 


24028 


1 


699 





3164 

BNSDOCJD: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/US01/(JS631 



SEQ ID 
NO: 


SEQ ID NO; 
of peptide 
sequence 


iVIet 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
locAtion or Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^IJnknown. 
*=Stop cudon, /-possible nucleotide 
deletion, \=possi hie nucleotide inserticm) 


23891 


54259 


A 


24029 


221 


864 


VDCPRSFSAVVVWQGRFWLI.S 

FIPGGFLGMTLFFASGMN WTV I 

LLC FL AON L E V EPSDTI EN V K A 

KIQDKEG/IPPDQQRLIFAGKQL 

EDGGTLSDYNIQKESTLHLVLR 

LRGGMKIFVKTLTGKTITLEVE 

PSDTIENVKAKIQDEEGIPPDOO 

RLIFAGKKLEDGRTLSEAIFLDV 

GLLLSCRTVSSCGAFILGWSVVI 

LIPVISTRDDTSTTK 


23892 


54260 


A 


24030 


2 


864 


PSFRLAWPEGRLALLGELVCVP 
VVGRGMENGRILVSADRSGGHI 
CLKTLTAGKTimEVEPSO riEN 
VKAKIQDKEGMPPDQQRLH AG 
KQLEDGVRTLS D YN I QK ESlAl . H 
LVL\RLRG\G MQIFP* RP* PA K 11 
TLE VXEPSSH HRKF* R A RFQCi K E 
GlP\PDQQRLIF\AGKQL\EIKiRT 
LSDYNIQKESTLHLVLRLRGGM 
QIFVKTLTGKTITLEVEPSDTIEN 
VKAKIQDKEGIPPDQQRLIFAG 
KQLEDGRTLSDYNIQKEXSTLI IL 
VLRLRGGC* FFSHG 1 RS AQ 


23893 


54261 


A 


24031 


1 


124 




23894 


54262 


A 


24032 


97 


296 




23895 


54263 


A 


24033 


71 


269 


AAGYRPCPRHPGARRTAATRR 
CHPSPAVARPAGCSGPP*CYAL 
SPDPARTRRGDPQTPPCRLPRA 

G 


23896 


54264 


A 


24034 


206 


667 


STRLGLPKCWDYRREPPRPAKS 

SFLTAQACEAQKTGSATRRKD 

CFLQPTFWLLPFLVLEKGAPSA 

CRGKRYVRAVWLSLSTGAILQP 

YPKLQVSNWL*CARDOEMPEG 

CL*QSCQTLSLLVLPPKEKKDV 

♦EISPWTPAPPEHQYTVRTFQSP 


23897 


54265 


A 


24035 


3 


190 


GTFKNDLILLISKSYY*API.PSD 
FSHSDTSS+KPSKSLKTYPSPPFF 
S A KTSLLQCPRN 1 L Y 


23898 


54266 


A 


24036 


197 


474 


SPLSHRGASELLSSLHLRSSCSS 
PKMAETPEAGFQIVHSASPQPG 
TAPGNPWAAGAGG*HCEPGOL 
AGPYRAASFFGQA WPPH PRA K 
LGVSR 


23899 


54267 


A 


24037 


164 


323 


GQEIKT1LANMVIPRLY*KYKKI 
SWAWWHAPVVPATWEAEAGE 
LLEPGRQRLQ 



BNSDOCID; <WO 0175067A3JA> 



3165 



wo ()1/(J75067 



PCT/IIS0I/0S631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locniion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
4»f peptide sequence 


Amino acid sequence ( \=Linkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


23900 


54268 


A 


24038 


582 


1 166 


HCEPGQLAGHLGQPLSSGRLGH 

LMASHKLSNIMYYRTRDGRRES 

VPPSllMWSQhLALVSG\KPAERV 

YGDANHTVGNMCASRLGGYL 

GFSIRIVVFIWYLGLSVVVNML 

VGRQCDWQGLVYGQPELLVFS 

GNMPGEVARGKHRNEKAPLSM 

RPASQCRVFCVLKGCSERSRHK 

EQTPDTTIFKNCNTHCEGPWLH 


23901 


54269 


A 


24039 


1214 


3878 




23902 


54270 


B 


24040 


62 


1242 




23903 


54271 


A 


24041 


74 


408 




23904 


54272 


A 


24042 


790 


1877 


DEIVDPGSMKWSYKSQLNYKT 

KRPSVFVTALTHRPDILILGTLE 

SGHSRNLTCSVPWACKQGTPP 

MISWIGASVSSPGPTTARSSVLT 

\LLPQSPQDHGTS\LTCQCTALPG 

TG VTTTSTV RLDE A YPANWNLT 

MTVFQGEGTASTTLRNGSALSV 

LEGQSLHLVCAVDSNPPARLS 

WTWGSLTLSPSQSSNLGVLELP 

RVHVKDEGEFTCRAQNPLGSQ 

HISLSLSLQNEYTGKMRPISGV 

MLGAFGGAGATALGFLSFCIIF 

VGVRSCRKKTARPTMGWGDT 

GMEDT\NAVRGSA\SQGTPELN 

PRQKEQAPQNHGSANALANPP 

RPEEGEIQYASLSFHKARPQYP 

QEQEAIGYEYSEINIPK 


23905 


54273 


A 


24043 


183 


1176 


VHQLVFPRQHQRHSVFPKANSS 

WIHQLFPQ\QHSYGPSAVSAGQ 

HQLMVHSLFPQATPA-HASISLV 

FRQGTHQLHRVHQRRIPSAQHQ 

RH RLHQRRLPS AQHQRHRDSI S 

VCFPFRAHTRPHCDSIQRQHQL 

MRSIGLFSSGKTDPTVTLLKEA 

AAEHEICLCSRHPVNLRETKAH 

LGNAAHAVFPRGNQKKPEMCP 

YLPTHKLVVPTPPLIPLEAALRN 

lAHSRSIPPPKKFSPTPDTSDDYL 

LVFNSFPYSKLTTPKTGQGENL 

GSTRPIPCNGPPTRGPHNGAKY 

PGDVSHPVGVGTLWANRLLTG 

QYEENGKSFFLLICTIATFQVNA 


23906 


54274 


C 


24044 


178 


342 




23907 


54275 


c 


24045 


86 


283 




23908 


54276 


c 


24046 


91 


177 




23909 


54277 


c 


24047 


1 1 


169 




23910 


54278 


c 


24048 


209 


673 




23911 


54279 


c 


24049 


164 


208 





3166 



BNSDOCtD: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 


SEQ ll> NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of tirsi 


codun for last amino acid 


*=Stop codon, /=posslblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possible nucleotide insertion^ 










sequence 






23912 


54280 


A 


24050 


182 


255 


DAESRRSWQPLPEPLELRPVRLS 
D 


23913 


54281 


A 


24051 


146 


456 


LKNHKRSEKPCPTLTDDIPPQK 














KCKWPVLALSAD1TL*KSFSWL 














ILAQKAPPLSTL*PPLLPAR£QM 














SFD\LIFLYLPKSYKVAPPLSSFT 














ESLFGLSPPAPR 


23914 


54282 


C 


24052 


90 


215 




23915 


54283 


B 


24053 


1 


1059 




23916 


54284 


C 


24054 


129 


215 




23917 


54285 


C 


24055 


19 


347 




23918 


54286 


C 


24056 


228 


260 




23919 


54287 


B 


24057 


406 


602 




23920 


54288 


C 


24058 


7 


375 




23921 


54289 


A 


24059 


322 


400 


FLLSRVPSV*DPTENQTVQLTW 














EWLP 


23922 


54290 


A 


24060 


818 


1078 


ILDVFSYTMKIEPSPLRSYPISPH 














YNL*QLPP* LDP*ESG YKTPLS A 














LLLTFLLYISSFASHKVSSSSVD 














PLPTCAYLPIGQAHVH 


23923 


54291 


C 


24061 


I 


411 




23924 


54292 


A 


24062 


1 


861 




23925 


54293 


A 


24063 


425 


484 




23926 


54294 


A 


24064 


1844 


2097 


HSAGTKLRLVNFLLTLRRLVNS 














VMRLKKSFMMVQRMVSIPKV 














WSISLGFLLSFVPSVWDPT/ENR 














TVQLT*HPLPEPLELGPRLSD 


23927 


54295 


A 


24065 


729 


807 


LFSCSCPPKPPRP* LTAEKGGLC 














IFL 


23928 


54296 


B 


24066 


1 


1317 




23929 


54297 


B 


24067 


509 


810 




23930 


54298 


A 


24068 


1 


385 


MDLPSTVRVTRSSASVMVQGG 














SEAIRQRQSSAAKPRRSGKESKS 














LGPEFQGLWEWLPEIYFSQFRR 














LGNPKSRHQQIQCLMGACFVV 














TERLSFQDSLDLAEPRHSYPLQ 














VKRLDLPTVLETETDLEKLDPF 














TTIPSPVETLQCLFVSLRIJCSRVP 














* F WISQPPEL* EINFWQPLPEPLE 














LWPKAL 


23931 


54299 


B 


24069 


1 


774 




23932 


54300 


A 


24070 


350 


640 


SLQGCLSDNSPTFQRCQTTQGR 














LPWSFTLSGKSHFSGGVARACY 














TCQKSGHWAXRNASSPGFLLSR 














VPSVSDPTENRTVQLTWQPLPE 














PLELWPKAL 


23933 


54301 


B 


24071 


85 


331 




23934 


54302 


B 


24072 


1 


1844 




23935 


54303 


B 


24073 


1 


1169 





3167 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/U SO 1/(^8631 



SKQ ID 
NO: 


SKQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^linknown, 
*=$top codon, /^possible nucleotide 
deletion, \-possibte nucleotide insertion) 


23936 


54304 


A 


24074 


63 


220 


NLTGNIWNREWYSHFDFDLLD 
PVGFSGSIAKMPKRKLFKCHSV 
*GHWRSKSE 


23937 


54305 


B 


24075 


497 


898 




23938 


54306 


A 


24076 


3 


678 


GGGFSDRDRTIALQPGQQIWM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AMEGSGQRRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

RJGGLPWEVNPLSSCSLLRE/KD 

PPTTSGPQSNQPRKH/LTN FKSG 

A/CYTCRKSGHWAKECPLPGFL 

LSRVPSVWDPTEN/RTVQLTWQ 

PLPEPLELWPRLSD 


23939 


54307 


B 


24077 


522 


873 




23940 


54308 


B 


24078 


329 


530 




23941 


54309 


C 


24079 


147 


439 




23942 


54310 


A 


24080 


3 


3889 




23943 


543 11 


A 


24081 


2 


394 




23944 


54312 


A 


24082 


1 


197 




23945 


54313 


A 


24083 


1 


205 


CLRAGPHALYLLC/NIPEFTFLVS 
RADF\ARSQLVDLLTDP\FQ\QEL 
EELLQVGAVTLILRJLPCLPCLP 


23946 


54314 


A 


24084 


134 


182 


SCFl PSSQP V AGTERSRFLGPQ Y 
FOTPHNPSGPGLGNQLMR*AF 


23947 


54315 


A 


24085 


257 


481 




23948 


54316 


A 


24086 


415 


630 




23949 


54317 


A 


24087 


123 


340 




23950 


54318 


B 


24088 


49 


270 




23951 


54319 


A 


24089 


1 


900 


RSRVRREVVALRRGLACIPSLG 

VWRFPSVGVLAVSDRWCLAVS 

DRWCLARATLSCFGCAMPMYQ 

TRRQENDLRTASIAV*RRKQQN 

DH*KQRRWQNIQRKGPKRYIVI 

AGNSQSHQPMIFSMLRKLPKVT 

CRDVLPEIRAICIEEIGCWMQSY 

STSFLTDSYLKYIGWTLHDKHR 

EVRVKCVKALKGLYGNRDLTA 

R1.ELFTGRFKDWMVSMIVDRE 

YSVAVEAVRLLILILKNMEGVL 

MDVDCESVYP1V*ASN*GLASA 

VGEFLYWKLFYPECEIRTMGGR 

EQRQSPGAQRTFFQLLL 



3168 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/U SO 1/08631 



SEQ li> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cndon Tor peptide 
sequence 


Nucleotide location or Ins 
codon Tor last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23952 


54320 


A 


24090 




812 


MARTPGAELAVAKYPKKGSQA 

VHRHSRKQSEPPANDIFNAAKA 

AKSDMQHREVRVKCVKLALKG 

LYGNRDLTARLELFTGRFKDW 

MWSMIMDREYSVAVEAVRLLI 

LILKNMEGVLMDVDCESVYPIV 

LFYPECEIRTMGG REQRQSPG A 

QRTFFQLLLSFFVESKLHDHAA 

YLVDNLWDCAGTQLKDWEGL 

TSLLLEKDQSTCHMEPGPGTFH 

LLGESPGISAIVQGAIEKSGERSS 

PPPKRIGSMKEGPMVLPLALDT 

QCWFPVEVPLD 


23953 


5432! 


A 


24091 


152 


1209 


MPLKNVQNH HFPLEKELALPL 

LIFSPLHWCVSGYLSLPLPNPKP 

HFSNPLLLQVILPALTLVYFSIL 

WTLT\F1ISKSDASPGECGS*MG* 

WEQRNLCPSILPLQSPLCPTEAA 

VEFEGTRMVAFCELC\QSCLSD 

VDTEIP/ESR*VLAQSGRKKAEY 

PC PPFPRRN ♦QCHYLPW ETFCPF 

KH PFFSPLQA F V LLSDL LLIFSP 

QM1VGGRDFLRPLVFFPE\ATLQ 

\SELASFLMDHVF1QPGRPGQW 

CSDS1PGAQ*GLGLGCSSKI*GR 

KLKSVIPFCLPCEPGDSQEDHLQ 

lERLHQRRRLLAGFCICLLLYGV 

LEMDAASDVFKHYNKVHQGPS 

LGFTKPLVMPRFSAATV 


23954 


54322 


A 


24092 


37 


625 


SLMLLTPFHFPPEECPPPIPTAH 

HLLPFLLSTWELFLQQLQEVVV 

KHAEPAVLEAGAHALVYLLCNP 

EFTFFSRADFARSQLA^*DLLTD\ 

RPQQXELEELLQGRELGAGTMG 

DTPNKGWGGGCKTGGMWDL 

MSSGGKCYCGIFFSFSILPSQIED 

EVYNLGSHSETPLCLLQVSGFP 

PLPHP VFTG VCG VG SLCSFP V 


23955 


54323 


A 


24093 


2 


198 


PNDRSRVTREMSAPSRSLGRFL 

S VG V WH A PPSLA L VPPCRCTRL 

KTYHGRGAPLRVELPTCMYRL 

SNVQGRSGGPAPGVGHLQSLV 

DEWLDSYKQDQ\DAGFL\ELVN 

FFI*S\CGM*RNSGDYPLTAPGL 

SWKKFQGSFCEFVGTLVCRCQ 

YILLHDDFPMDNLISLLTGFSDS 

QVCAFVRHTSTLAAMKLMTSLV 

RVALQLSLHQDINQRQYEAER 

NKGPGQRAPERLESLLEICHKEL 

H*YQAKNLSRARCASTCGASH 


23956 


54324 


B 


24094 


211 


3841 





3169 



BNSDOCID: -sWO 0175067A3_IA> 



wo ()l/()75(>67 



PCT/USO 1/08631 



SICQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
m USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23957 


54325 


A 


24095 


1 


1798 


MSLLAFKIILVGFEGSKARVQT 

DLFYRSLVLFLLLQICFPLSCFG 

NWKGEEGGMQRWVLGKNEKI 

ASPHRLPAPTARFAVSLQLNLRI 

LGAFQFGPVLFVLWRPLDRDN 

ASPQSEFLNSCGITAYLVGKRE 

GGVERGGGGRSSERCRTRLSFS 

PRHSHVFSTSRFCKILKKSPGAN 

GGRCRARGGGLHGARAANPPT 

PIAEPARLPACLSRAEPEPQAAE 

PAPPPVGVVRSRPLSHRRHPVV 

CPAA PIRLIlvJ KRL A H S ARPAG IC 

CVSRSGLSALAAAGTASMFQLP 

ILNFSPQQVAGVCETLEESGDV 

ERLGRFLWSLPVAPAACEALN 

KNESVLRARAIVAFHGGNYREL 

YHILENHKFTKESHAKLQALW 

LEAHYQEAEKLRGRPLGPVDK 

YRVRKKFPLPRTIWDGEQKTHC 

FKERTRHLLREWYLQDPYPNPS 

KKRELAQATGLTPTQVGN WFK 

NRRQRDRAAAAKNRSQTSPWA 

EAFRFPECGSRLAKHFAEEPGLI 

PQAQMLLTILFAFRSGRPDPTRS 

REHLLRRKPQADAPLEMXLQQQ 

VLSQGSGRALRAEGDGTPEVL 

GVATSPAASLSSKAATSAISITS 


23958 


54326 


A 


24096 


3 


1034 


GLHGARAANPPTPIAEPARLPA 

CLSRAEPEPQAAEPAPPPVGVV 

RSRPLSHRRHPVVCPAAPlRLrN 

KRLAHSARPAGICCVSRSGLSA 

LAAAGTASMFQLPILNFSPQQV 

AGVCETLEESGDVERLGRFLWS 

LPVAPAACEALNKNESVLRAR 

AIVAFHGGNYRELYHILENHKF 

TKESHAKLQALWLEAHYQEAE 

KLRGRPLGPVDKYRVRKXFPLP 

RTIWDGEQKTHCFKERTRHLLR 

EWYLQDPYPNPSKKRELAQAT 

GLTPTQVGNWFKNRRQRDRAA 

AAK\NRLQQQVLSQGSGRALR 

AEGDGTPEVLGVATSPAASLSS 

KAATSAISITSSDSECDI 



BNSDCXJID: <WO 0175067A3_IA> 



3170 



wo 01/075067 PCT/US(H/()8631 



SEQ ID 
NO: 


»bv? ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


23959 


54327 


A 


24097 


3 


1024 


GTRVGVAWRSVRLLLGPGAGL 

RGGVVLKVSPSPCRGGRRVPVR 

AEGARGRGPINKVPGASSGAA 

VGAARLTAPLLAKAMASKLLR 

AVIL\GPPGLGKGAPVCQRIAQN 

FGLQ\HLS\SGHFLRENIKA\STE 

VGEMAKQVYREKVFLVPDHVI 

TRLM M SELEN RRG QH WLLXDG 

FPRTFGQAEALDKMCEVDLVIR 

LN I SFETLKDGLN\RRWIHP\PSG 

\RVYNL\DFNPPHVHGIDDVTGE 

PLVQQEDDKP\EAVAA\RLRQY 

KDVAKPVIELYKS\RGVLHQFS 

GTETXNKJWPYVYTLFSNKITPl 

QSKESILTLAQWEEPGRCGSFIP 

IVWCSNWCCCPNLEA 


23960 


54328 


A 


24098 


2 


178 




23961 


54329 


A 


24099 


96 


340 


FGALTRIGXDLPWEINPLSSCSLL 
PEKDPPMTSGPQTDQPKEHLTN 
FKSAARRSSRTSSHRNLLHVLEI 
WQLDQGMPAARDS 


23962 


54330 


A 


24100 


3 


155 




23963 


54331 


A 


24101 


1 


162 




23964 


54332 


A 


24102 


1 


1032 




23965 


54333 


A 


24103 


167 


476 


TAMLLTQSLFGGLFTPTHMKFG 
AVTQIG\DLPWEINPLSSCSLLR 
EKDPPTTSGPQTHQPKEHLTN F 
KSDHHGCRASGNSHSGRMLLIF 
SPSRGLYACSCVKT 


23966 


54334 


A 


24104 


371 


772 




23967 


54335 


A 


24105 


146 


312 


QKRSIPNSSPIP* SHSLLANCTK/ 

DHHFLNGSKSFQPQLLSCKFS* 

GQHLFQGALCT 


23968 


54336 


A 


24106 


76 


441 




23969 


54337 


A 


24107 


1 


1284 




23970 


54338 


A 


24108 


150 


371 


EESRAAGIPWPSGQISGTCSKL\ 
CGRRFWRNAWPLRFRHLEVLV 
CWRCGCGLSHSGGKELQLFSII 
VHLEGEVN 


23971 


54339 


A 


24109 


280 


351 




23972 


54340 


A 


24110 


1 


483 




23973 


54341 


A 


24111 


129 


363 


FGVVTQIG\DLPWEINPLSSCSL 
LCEKDPPTTSGPTKKHLTNFKS 
SKRPLFTLFSNLPHYPSTSFSFQS 
WRYTSISPFS 


23974 


54342 


A : 


24112 : 


2 


111 




23975 


54343 


A : 


24113 


3 


SOS 


- 



3171 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



$EQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknuwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


23976 


54344 


A 


24114 


497 


815 


TALLLTQILFGGLFIWTRVKFG 

ALTWIGNDLPWEINPLSSCSLLH 

EKDPPTTSGPQTDQPKKHLTNF 

KSACFERIKACYHSPATAWPFK 

AYKLSLQFPHFTCPKTR 


23911 


54345 


A 


24115 


\ 


753 




23978 


54346 


A 


241 16 


\ 


513 




23979 


54347 


A 


24117 


625 


701 


IHVAHKLAVVMPGCKRGCLSL 

FYFQLIWSHKGWVRSGEASHR 

EMAGLLLLCSS*PPSPCETLPRS 

EPSLCDSRSAESRTKTSNLSCIP 

ASLQQVCGPREFIWSGNHCHPF 

LPITRCYGCLCYHYCMENSIL 


23980 


54348 


A 


24118 


458 


605 


VVEEGIEDKRVYRLGTTGWIGK 
Tl WLVRRRS*TNL*DLSGF WTG 
KMGEL 


23981 


54349 


A 


24119 


566 


769 


IKEKGGLFSFSASNLWKQVTSS 
FLCSPLPLSLLKSSKLLAN RDKY 
RMCGPVPANGNRTQQ*SKHVR 


23982 


54350 


A 


24120 


345 


664 


GEIAASQEPAGGFSGSSAQPCPL 
PWTGPPTTQAPGH/CNSAPSSRD 
NASSNGGRRQRVPTVPGGGLIL 
QREH 1 LLPLG PALRA AGKEPAT 
AATIPESPGGDSDDSRT 



BNSDOCID: <WO_0175067A3_IA> 



3172 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=$top codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


23983 


54351 


A 


24121 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKTIICNYSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSVS^REKRYL 

AEGETDTDTDPFTPSG SMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRJG\DLPWE1NP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPN PFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

LWEHSPMAHRLRVQPRQQPPDl 

HKQVISLQSGHSLLVKSQSWSQ 

DPIKFQLPHHHKTMTASVCINPSV 


23984 


54352 


A 


24122 


2102 


2529 


ETTMSFIFSLLYPFRMHLSFLIVS 

PALRSISRRALAAFPRGRSLDLQ 

PAMPEPPTPS/CGLLCVPSVPPMS 

AAPCSKVPQSHLFAFMSCNTAK 

VCSFTAEASETTSPPGGTNfNSR 

RATLRAVTLTRRSATLTRRSAA 

SHRSSTV 


23985 


54353 


A 


24123 


299 


567 


TAMLLTQSLFGGLFTQTRMICF 
GAVTQIXADLPWEINPLSSCSLL 
HEKDPPTSSGPQTDQPKEHLTN 
FKSGETKEMHFIRGPKTPAPVM 


23986 


54354 


A 


24124 


684 


822 


KVKRQSYSQNTFYYPICSRH*IK 
LQKLNSGPQTPQQDLINLAIKV 



BNSDOCID: <WO 0175067A3JA> 



3173 



wo 01/075067 



PCT/IJS01/0S631 



SKO in 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nuclculide 
location or first 
codon Fur peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=:possible nucleotide insertit>ii» 


23987 


54355 


A 


24125 


1 163 


1826 


TVLLLTQSLFGGLFIWTRJVIKKG 

AVTR/IRGDLPWEf>JPLSSCSLl. 

HEKDPPTTSGPQTNQPKELLTN 

FKSVPTPSVAESFQSSF$TDI»SI) 

PSSPPQAAPRQAKPGPNSSSASA 

PRPYNPFITSPPHTWSGLQKI ISA 

TSPPPPAQQFPLKKVAQVKCn V 

KWLKTDAARSPQKPTGTITDAL 

DNSHSGGPIMDRPLLVKSPKOF 

LRLLVFSKTFISLTILNLOE 


23988 


54356 


A 


24126 


636 


922 


TATLLTQSLFGGLFTRTRM K FG 
AVTRIGVDLPWEINPLSSCSLLRI- 
KDPPTTSGPQTHQPKEHL I NFK 
SDKGDMFYPWTQNSSAGHGLG 
RQPSLGV 


23989 


54357 


A 


24127 


728 


1013 


MKFGAVTRJ/RGDLPWEINPLSS 
CVLC/CREKDPPTTSGPQ I DQPK 
EHLTNFKSGKRPAFYSLLOnPSL 
SLNLFLLSILAPHFNLSLLLISIPF 
IFW 


23990 


54358 


B 


24128 


1 


3993 




23991 


54359 


B 


24129 


105 


420 




23992 


54360 


B 


24130 


45 


2866 




23993 


54361 


B 


24131 


1 


1680 




23994 


54362 


A 


24132 


1257 


1403 




23995 


54363 


A 


24133 


1 


2130 




23996 


54364 


A 


24134 


1 


725 




23997 


54365 


A 


24135 


2825 


4123 


RAADGVITLEDNDPCVKKDSSK 

FPYEDRLDLVLKGTADIPRL1 V 

HRGSEYIISRATFPCYFIKEOSVI 

NHCYTEIDLKIFRQYLAPAI.GV 

THRF VGTEPFCRVTAQ Y NQDM 

RYWLETPTISAPPIELVEIERLRY 

QEMPIYASRVMFIFRPDNTALP 

RNDTPQMVKLFMDRFQVVKDl 

GVIELKVVEDQRTRAVMIKFRA 

FVKEGAVIVIRFDNKEVAFAOM 

SGNLTVPRSTSDYKARDIFFOY 

RFLTRiSTGHGVAN>4HQIRLRL 

ELAGIVPLNQLNALLLKVYPLS 

KLCNSPKKCQLESVFRLTQWV 

VKKPISNRQSGLGGIVLPGLFRV 

LSPGNLSPIKGTVILPNEVQPGF 

LGNL VGPI/RG WIG LS* I YL PH G 1 

TG*QNSAGLADH*RASASPERA 

GVYPIHMERCAHRASRYVKW 

HPDSVAADHLLG 



3174 

BNSDCXJID: <WO 0175067A3JA> 



wo 01/(175067 PCT/USOl/08631 



SEQ ll> 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location <»f first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


23998 


54366 


A 


24136 


137 


1199 


ISSGGPRELGLKMIIVPGSQLSQ 

LPPGLDSTEFAAIVGNLLDNAF 

EASLRSDEGNKIVELFLSDEGD 

DVVIEVADQGCGVPESLRDKIF 

EQGVSTRADEPGEHGIGLYLIA 

SYVTRCGGGITLEDNDPCAPLT 

LLIVEDETPLAEMHAEYIRHIPG 

FSQJ LL AGN L AQ A RMMIERFKP 

GLILLDNYLPDGRGINLLHELV 

QAHYPGDVVFTTAASDMETVS 

EAVRCGVFDYLIKPIAYERLGQ 

TLTGFPXQRKHMLKSIESATQKQ 

IDEMFNAYARGEPKDELPTGID 

PLTLNAVRKLFKEPGVQHTAET 

VAQALTISRTTARRYLEYCASR 

HLIIAEIVHGKVGRPQRIYHSG 


23999 


54367 


A 


24137 


2 


243 


RPGRGLGQRGIWEPAAXLLDSV 
AQOQGAWLPHVADFRWRVDV 
A I STS A L ARSLQPS VLMQLKLS 
DGSADLEKRCERRLQD 


24000 


54368 


A 


24138 




1483 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQl 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

I PSCL ALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTnsrVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDSDLRYLQSC 

EWGDTGIFLKWSCIPAEKGLQT 

SGAWVEAADIPLLPGSPRRLSP 

QAGSRGGQGPKHGQQCLKMP 

G PRAPG LQG G SNRDP/AP/G P A V 

ERAPAAALSSTTIWMPMSLCP 

WRPVLAACTSMTVRGRSTMYL 

PTTTGNAGCTWPKASLATRWL 

SSPMGRQARSLMLGAQVTLSW 

DRSMPWRRRGRSSGRNLSTI 



BNSDOCID: <WO 0175067A3_IA> 



3175 



wo 01/075067 



PCT/US01/0S63I 



StQ ID 

NO: 


SEQ ll> NO: 
ot* peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tllSSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of Inst 
codon for Ust amino acid 
of peptide sequence 


Amino :»cid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24001 


54369 


A 


24139 


727 


1498 


GICIWDRPPGLADQRRSHSHGW 

WGELATPLPWHH/HLSDSHSGV 

RVSFLGAQLPPEVAAMARLLG 

DLDRSTFRKLLVKFVVSSLQGED 

CREAAAAVLGSAPTCRR\AAGC 

\LLAGMHTLL0QALR1.PPTSLK 

PDTFRDPAPGALHPPRPGRGLVG 

QRGIWEXPSGPSFDSVAQQARV 

AWLPHVA\DFR\WRVDVTIST\S 

AL\ARSLQ\PSVLM\QLKAFQNG 

SSIPAFEVPPQPKF\QEL\RYSVA\ 

LV\LKEMADLEKK\CE\RNLQD 


24002 


54370 


A 


24140 


1 


312 




24003 


54371 


A 


24141 


2 


524 




24004 


54372 


A 


24142 


144 


494 


AGSCPFAAGPGPLGSGRCFVLIR 
F I L I\QN RAG KTRL A K W\ YMQFD 
DDEKQKLI\EEVHAVVTVRDAK 
HTNFVGVSGTFKIILPPLCWPLL 
LASVWMFNDNKPGLYLGGPFH 
NFRGRS 


24005 


54373 


A 


24143 


1 


428 




24006 


54374 


A 


24144 


108 


422 




24007 


54375 


A 


24145 


3 


387 




24008 


54376 


A 


24146 


3 


337 


TRLMLLDRSGQGKVYGLVGR* 

RFQQMDVLEGLNLLITPRNRN 

KLRVYYLTWLRIKIMDNDPKLE 

KKHDWTTAGYMEGCGHYRVG 

KYERIKFLVIALKSSAEVYAWA 

PKPY 


24009 


54377 


A 


24147 


I 


340 


ERTRK4N KQHN STL A KSRPGNT 

GPEPLMPQASPGPPGPLSQTPP 

MHRPVEPQEGPHKSLVAHRVP 

LKPYAAPVPRSXQSLQDQPTRN 

LAAFPASHDPDPAIPAPTATPSA 

RGAV 


24010 


54378 


A 


24148 


335 


869 


ATPTLILSQKSHFWPQPLSSVLK 

LTSGPEISLQSSPSPICRMKKRR 

LSPLASGLES*VKSGEWCEVLS 

RAPLFP/HMPSQAAP/EWEMQG 

TRPSIPHPLGLAGLPTQLQQGRL 

WGYRNPASPFRTRVAARDCAG 

KQVRTGPDARLEGSRPGVRAG 

LGWGRGYSERVQTCAKSSVSPS 


24011 


54379 


B 


24149 


158 


5640 




24012 


54380 


A 


24150 


1 


1854 





BNSDOCID; <WO 01 75067 A3JA> 



3176 



wo 01/075067 



PCT/IJS0I/0S631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hoU 


SEQ II> NO: 
ill IJSSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknovvn. 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24013 


54381 


A 


24151 


1 


1510 


MPCGKQGNLQVPGSKVLPGLG 

EGCKEMWLRKVIYGGEVWGK 

SPEPEFPSLVNLCQSWKINNl^M 

STVHSDEAGMLSYFLFEELMRC 

DKDSMPDGNLSEEEKLFLSYr 1' 

LHKFELEQNIKELNTLADQVD T 

THELLTKTSLVASSSGAVSCiVM 

NILGLALAPVTAGGSLMLSA I G 

TGLGAAAAITNIVTNVLENRSN 

SAARDKASRLGPLTTS H EA FGG 

INWSEIEAAGFCVNKWVKAIOG 

IKDLHAYQMAKSNSGFMAMV 

KNFVAKRHIPFWTARGVQKAF 

EGTTLAMTNGAWVMGAAGAG 

FLLMKDMSSFLQSWKHLEXDG 

ARTETAEELRALAKE\LEOr:iA> 

RLTQHHRHLPQKASQTCSSSKG 

RAVRGSRVVKPEGCLATSOPl 1 

QHQQERGDRPREDTDNEKRCiG 

EKWSDFGSVLKGEPTGFVUGL 

DLWCEGKKSQDNGGL WPEQI . 

AGWSCWHLKWTGGSRSGLPVP 

VLDAACTGTLSPDLTSWRYIIPS 

SIPLPKQPLQHGF 


24014 


54382 


A 


24152 


3 


515 


VGTQAGAAPGPVQFLSSAWVA 

LNHETELPPLTAREAKQIRRLMS 

RXSSKWVDMLGDWEKYKSSRK 

LIDRAYKGMPMNIRGPMWSVL 

LNTEEMKLKNPGR\YOVRSARA 

QPTGQAVSGAQVSSWRERQDH 

PGELGVKIMKEKGKRSSEI 1100 
MDLDVSGTLRRHIFFRDRYG T 


24015 


54383 


A 


24153 


1 


1317 




24016 


54384 


A 


24154 


1640 


4841 


TITGSSPLAGGHHSTCRGRMDM 
VENADSLQAQERKDILMKYDK 
GHRAGLPEDKGPEPVGINSSIDR 
FG ILHETELPP VTA REAKKIRRE 
MTRTSKWMEMLGEWETYKHS 
S KLIDR V YKG 1 PMN 1 RG P V \VS V 
LLNIQEIK LKNPG R YQI M K E RG 
KRSSEHIHH 1 DLD V RTTL R N H V 
FFRDRYGAKQRELFYILLAYSH 
YNPEVGYCRDLSHITALFLLYL 
PEEDAFWALVQLLASERHSLPG 
FHSPNGGTVQGLQD 


24017 


54385 


A 


24155 


1640 


4056 





BNSDOCID: <WO 0175067A3JA> 



3177 



wo OI/(»75t»67 



PCT/US(M/()8631 



SKQ ID 

NO: 


SEQ ID NO: 
ot peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of insi 
codon for t:ist amino acid 
of peptide sequence 


Amino acid sequence ( \=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possihle nucleotide insertion) 


24018 


54386 


A 


24156 


479 


3902 


GQVDEDVSVKMDTVPGVNLSC 

ILNEMRDQDKKLVEKSYKDAK 

GCFFSMGEPSLIDPCLEVCYGT 

QLAQLQGLIRSMEQQLCELCCD 

AEHQDHEHQVLLDVKTRLEQEl 

ATYSRLLEVEDAQQGPIVMRA 

MTSECHWCLAPIRSPDCVCVLR 

QLHTRSGIHKRFCGLKGFLPER 

HNPGQLIHQNQSGCCSRMYPFD 

RKLGISVALNIPGGRSYRDLWC 

LTA VHI H I PG I DH H RLFTLG RM 

DMVENADSLQAQERKD 


24019 


54387 


A 


24157 


780 


983 


QHQSL1GHRYQRSHRSL*AEPE* 
LECHQPDLAEPADGPPLTTRYG 
IVNAEMGLEQLLPKGPSLKEAK 


24020 


54388 


A 


24158 


773 


2016 


DWPTLRENRKEPTLK.YWGLVP 

LISGMPTWFFFFLSACGNLIPSG 

GIRVPMENML/RVFRAVEEHCP 

WFPEKGTLSVEQWDSVGAKFQ 

ELVPTGNYVPITVWGDWALLL 

QFSESGDPLPLPQLSSPTGPSLS 

DQPLPSPTPPPPDDVENSISNSG 

DFGLTLPPGDLILFPEEPLLAAS 

AAPNRTALGHIYAMSSLFKPLQ 

HLPLESANGSGAKLQFTYNSAG 

PSPSSAAPRPPVVSVPQPVTLPS 

TQAASLYPSSHMDTSNHQCTSA 

SSAPPMPLSHTLIPSDETTCNVF 

NYPLKKPTGRELREAKNKGSQP 

KVHEKTNPGNIRCISTEERPHEN 

KGFNHLLEWLAELKTTIHLLDC 

WFIAKDVNREQPDGRDAGDKR 

LCVKFLREIAANTYKTEVGAAK 

VMEILLHSHGATTTIAN 


24021 


54389 


A 


24159 


365 


675 




24022 


54390 


A 


24160 


1 


1 191 





3178 

BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/IJS(H/0863I 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence < X^Unknown, 
*=Stop codon, /='possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


24023 


54391 


A 


24161 


363 


1434 


OQGVCSGEKGGHWAPRQVGV 

YLLPGRVGCVSSRVSPSFPGDG 

LDSGLARRGSAVSALASGLVEE 

PMLGPPFHPTPRFKAVSAKSKE 

DLVSQGFTEFTIEDFHNTFMDLI 

EQVEKQTSVADMLASFNDQST 

SDYLVVYLRLLTSGWLQRESQ 

VLRALHRRVDGTVQRSSAKQE 

VEPMCKESDHHSHHCAGPGPS 

ACPSRVGVHGTAARAAPPIRTS 

F/H * G VPSPK V YLL Y RPGVH YDl 

LYKLGLGSSPLGCPGCPLLARA 

LGHCYRGFSVVVNGPISPPSSCH 

MTPPPCFIKGGAGGEPCVRVPA 

LLPAWLLCLLPPPPRWVPLLFT 

YLLLSFPNRSRFEGPGLLEAPPA 

SLGSASFPS 


24024 


54392 


A 


24162 


2 


888 


vfrsrhqgclkmaaeepqqqn" 

qyplgsdsegvnclaydeaim 

aqqdrjqqeiavqnplvserle 

LS VL Y KE Y A EDDN I YQQKl Q\D 

LHKKYFVHPQDQGLTGTCFYS 

GFRDSPTWEGTCWIDSKELQRF 

QG L VS/SQRSKG KTL VSQGLSL 

EFHNFEGFSTTTFIA^DLIEQVEK 

ADLCRRPCLASFNDQSTSDNYL 

VVYLRLLT/SRAYLQRESKJ^FEH 

FI\EGGRTVKE\FCQQE\VEPMW 

QG E ATTSTSL AL AQALS VSIQ V 

EYMDRGEGGTTNPHIFPEGSEP 

KVYLLYRPGHYDILYK 


24025 


54393 


A 


24163 


3 


819 


EG ATM A APPQP VTH LIFDM DG 

LLLDTERLYSVVFQD1\CHRYD 

KKYSWDVKSLVMGKKALEAA 

QI I IDVLQLPMSKEELVEESQTK 

LKEVFPTAALMPGAEKLIIHLR 

KHGIPFALATSSGSASFDMKTS 

RHKEFFSLFSHIVLGDDPEVQH 

GKPDPDIFLACAKRFSPPPAME 

KCLVFEDAPNGVEAALAAGMQ 

VVMVPDGNLSRDLTTKATLVL 

NSLQDFQPELFGLPSYELEGRA 

SVFRPQPTLMVHTAGGKGKEIS 

NSSIPTCA VILAS 


24026 


54394 


B 


24164 


1 15 


594 




24027 


54395 


A 


24165 


4 


160 


SIIFPAIPVSLK*IKPNCPEPPPDH 
LLQAAWGCVSLGQGLSYSALN 
TLLYFT 



3179 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \==possible nucleotide insertion) 


24028 


54396 


A 


24166 


88 


2280 


VPLYDRMGGETGLLIPSPFRSL 

HAATDAHSCKNRHSLTGKTDS 

L WQQDTKLQTRPKLATQG KG ES 

GGCGPHRPLLLLRTKSTPESKS 

AHDPPVAPAQAGASGCGRGAA 

QKGFGAKAAVDGQGRDRTPG 

VPAAGPPTSSGRGDRGPSSSRR 

TRSQTPESPTGRPGSRQFQAAPP 

PSHHSRPAHAPFPGFQMYRGPL 

YSSSPAPATPNTSAYESPRFCST 

SYISSSPRFCPTSYICSSPRFCSTS 

YICSSPRFCSTSY 


24029 


54397 


A 


24167 


2 


352 


WRTL1VLGM$CLGSYPK*MHLT 
HLIHCS* EARSL VTLHIIPLTICG 
EPRNnKLVGCP*lQWKK**KKI 
MNSRJLSPSFRSRY*TSNLLGLP 
♦ LRGLSP VERELKL WTN RHKLL 


24030 


54398 


A 


24168 


2 


252 


N KSS VF ATSCSL DPI S I MS LM * W 
TSVISCRSKK*SRSLRIRL*HICA 
KELIYPLPVRESMWGYCQLLS 
MSMPIMHAGTGEMTTG 


24031 


54399 


A 


24169 


1505 


1680 


RTSSLVTL*TLHLEPAGT*VLTP 
GSTTGITVSGTVLFLILLSCFLSS 
TPFRLKLACLS 


24032 


54400 


A 


24170 


681 


932 




24033 


54401 


A 


24171 


1740 


1950 


HHHHLLQMSWSAGMQAWHW 
PSFYNVVTGKTLA/LPNLIALQH 
IPLSPAGVIAKRPAPIALPNSCA 
ALLSSQ 


24034 


54402 


A 


24172 


1 


652 


GKLTEARTRCCMQLTSDRHRH 

TALNHTTCSHHCNSGVMAGRL 

GPITVLSGD\GPKGMRALTMW 

HTLARPTG DLEAPRHGRPRRIT 

ATQPDHAPPATSRNRAAHPXHN 

HTP/PH PQTAH/PTATH SHLTYR 

TPRPTPATRTPL/HPHSHQQYPY 

Q/PTQRSPYLHPPPAPPHISLHPS 

TTRATVNAPDTRPTIYARESVPF 

GRLLNLGRQRGMELANILQVH 

GP 


24035 


54403 


A 


24173 


267 


400 


RFLHCGNLAGLLVGFLSFKLGE 
YEGLGPLAALTAGKGLFFLPLE 
SRLRLHRRPKPRSPASFG*VSRH 
THAIHF>J 


24036 


54404 


A 


24174 


422 


452 




24037 


54405 


B 


24175 


131 . 


1047 




24038 


54406 


A 


24176 


2 


199 


LGLRyCARLEARARPPWATVRE 
KLWLFGHPTHMRCSWRGLFQD 
DLGLQKPLSGGSSSAYRGCENL 

NS 



3180 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/ 1] SO 1/08631 



StO in 

NO: 



SKQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ II) NO: 
in IJSSN 
09/540,217 



Nucleotide 
location of First 
codon for peptide 
sequence 



Nucleotide locntion or hist 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( \=Unkno%vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



24039 


54407 


A 


24177 


440 


1746 


RN LQC V FQG RJ KEG 1 P VL A L S/L 

RPSP/RVLHTATKQKNSCQHLE 

EDVD\QTKWRTDTPSMDKILME 

EVKLEEQLKEAVEEDKQALAD 

TEGSEQSSQKLVEEGNMYSIQG 

FCKDSLEVADVLEKATQCVPEE 

EIKDNNPHLKNLCETLTMSEEL 

SQMVDCCRLPQDVSVLGVALH 

WVTPQMLCVPVNEDJPEVSDT 

VLKAITAPPRVPIGRTSGDVTGT 

GVRRRRVSSAMSQHRAFRDVT 

VTVOCLELGCFLLRVFF A<sOFI 

KRPRSPESNEKVPEIEVTVEASA 

KMSHPTLYDATRSPWGMFQSQ 

SVLLSCAHHSLLRGATLDRCGS 

IDESEEWYGMDTFECTGVGVSI 

RRATEPERSSG S A A ALDSH RSM 

H P! VNH ACEGSTLRCP YENLM P 

DALSLSPILSSRSGDASPQAEILP 

VVGPFRMRRCLTVDPPGLDVT 


24040 


54408 


A 


24178 


391 


656 





BNSDOCID: <WO 0175067A3_IA> 



3181 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24041 


54409 


A 


24179 


1 


2150 


MEDSTSPKQEKENQEELGETRR 

PWEGKTAASPQYSEPESSEPLE 

AKQGPETGRQSRSSRPWSPQSR 

AKTPLGGPAGPETSSPAPVSPRE 

PSSSPSPLAPARQDLAAPPQSDR 

TTS V I PE AGTPYPDPLEQSSDKR 

ESTPHHTSQSEGNTFQQSQQPK 

PHLCGRRDVSYNNAKQKELRF 

DVFQEEDSNSDYDLQQPAPGGS 

EVAPSMLEITIQNAKAYLLKTSS 

NSGFNLYDHLSNMLTKILNERP 

ENAVDIFENISQDVKMAHFSKK 

FDALQNENELLPTYEIAEKQKA 

LFLQGHLEGVDQELEDEIAENA 

LPNVMESAFYFEQAGVGLGTD 

ETYRIFLALKQLTDTHPIQRCRF 

WGKILGLEMNYIVAEVEFREGE 

DEEEVEEEDVAEERDNGESEAH 

EDEEDELPKSF YKAPQA I PKEES 

RTGANKYVYFVCNEPGRPWVK 

LPPVIPAQIVIARKIKKFFTGRLD 

APHSYPPFPGNESNYLRAQIARI 

SAGTHVSPLGFYQFGEEEGEEE 

EEAEGGRNSFEENPDFEGIQVID 

LVESLSNWVHHVQHILSQGRC 

NWFNSIQKNEEEEEEEDEEKDD 

SDYIEQEVGLPLLTPISEDLEIQN 

IPPWTTRLSSNLIPQYAIAVLQS 

NLWPGAYAFSNGKKFENFYIG 

WGHKYSPDNYTPPVP\PPVYHE 

YPSVPEMAEMDDPSVEEEQAF 

RAAQEAVLLAAENEESEEDEDE 


24042 


54410 


B 


24180 


1 


489 




24043 


54411 


A 


24181 


39 


423 


RSPTPDAASRSQCSSRRRRGVS 

KEVFVSMARTKADWPANRTG 

G ♦ STPRKPTGPTKSPLRKS AP/A 

PTGGGERNPHRJLQGLVTVAAP* 

NLDGYQKVHSNFLIRKLSLPSV 

WVREIASGLLKQNLRFQERQ 


24044 


54412 


A 


24182 


3 


384 




24045 


54413 


A 


24183 


1 


434 


MLQNVTPARAEWQRKTALQG 

VEDPVPARPPISSPEDLLRSGEC 

STAPTQRQVPQPVHE/SHRPTQ 

DSPGARRKPTSERGHTEQRAAP 

DREARPATRGWGLRPGGQWLG 

GSEHAAAAPGPSDHPRGRCRH 

HTILQRPRLLSGKTES 



3182 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24046 


54414 


A 


24184 


15 


286 


LPSRGAWLGTCSPPCLSLPPPP 

WAPVRPEPPR*APPPAPRRPVPS 

TTQGSLGPHCFYEL*HSPRRSA 

ASLLKPARPRAHQEERTTPDAP 

P*EL*HSP*RSAASLLKPARPRA 

HQEERTTPDAPP 


24047 


54415 


A 


24185 


2 


214 


CLSLPPPPWT)PVRPEPPQ*VPSP 
APQHPVPSTTQGLRSVGARRGT 
GRQLHLQSRCGIHWVKPAGLL 
SLGL 


24048 


54416 


A 


24186 


308 


311 


LPSHGAGLGTCSPPCLSLPAAP 

WAP/RVARASPTSAAPTPQHPV 

PSTTQGPLGSPSTLRKL*SFALC 

NKSCCCSLFGSTLPL*AVTLTA 

KVCSFTPKAXARP 


24049 


54417 


A 


24187 


1 


669 


MMNEGSGISLSGCDLGTALQLL 

SQAIVECLKLFQMLNRSTILGSG 

GQQPSSHSSTKLRPDSGAQLAS 

PSGSCTGAAGGAACQSRTVCSH 

SSALGWSMGLGAVEQGVVLV 

GEAQAAQEPMEGVGGSGMAG 

CRSRALPHGKAAKARRAIEHST 

GGLALLGDPVHSPQPLARVLSP 

SLPRASRAGW/PAPSAGPPSPHP 

PGTPAGPQAPHAAPVPARASPS 

TPPCKL 


24050 


54418 


A 


24188 


157 


395 


RCSSCQREMTPYGK*NVQKRL 
KTTKNGSM*LKSHILSTPEQ\PA 
SPTSS/PPLLQPAAPAPPLMPRPS 
PPPGISVA*YPGM 


24051 


54419 


A 


24189 


2 


287 


CLSLPPPPWAPVRPKPPR*ATPP 
APRRPVPSTTQGLRSAGARRGT 
GRQLHLQPLCGIHWVKPAGLLS 
LVGTWRTFMSSSGIVNTPISTLC 
LAQGL 


24052 


54420 


A 


24190 


500 


724 




24053 


54421 


B 


24191 


1 


2154 




24054 


54422 


A 


24192 


688 


1215 


SRLAPALLSPWVVDGTGRCGA 

VGGAHWGGLGRTGAHGGGGR 

LRHGGLRVPSPAPREGS*GPPR 

YRAQRWWAGT/DWRTQYTLRS 

C\VPGTLPSK*REMTPYGK*NV 

QKRLKTTKNGSM*LKSHILSTP 

EQVPASPTSS/PPLLQPAAPAPPL 

MPRPSPPPGISVA*YPGMPWTC 

PFYWQ 



BNSDOCI D: <WO 0 1 75067A3 JA> 



3183 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24055 


54423 


A 


24193 


308 


1131 


VLQLLRRRTWSCSLRAWSWDL 

IVPPGGLVVSLASGVKLQTFAV 

SVTALKEARLDLFVPPGGLVVS 

LASGVKLQTFAVSVTAHKSSV 

DPKNSGAQLASPSGSRTETAGG 

AACQSRAVRSHSSALGWSMGL 

GAIEQGAALVRGGSGRTG\PME 

WVGGSGMAGCRSRALPRGKA 

AKAQREIEHSAGGPALLGDSVH 

PPQPLARVLSPPLPGASRACWL 

LRVRGPPSPRPPGTPAGPQAPH 

AAPVPARASPSTPPLVHLTNDV 

LRVKVKWAFFFTLHK 


24056 


54424 


A 


24194 


192 


818 


SWCLSRAVVGDSMTSEVIED\E 

KQF\YSKA\KTYWKQ1PPTVDR 

HA WGEG PN KTGTSCA LDCG A G 

IGRJTKRLLLPLFREVDMVDITE 

DFLVQAKTYLGEEGKRVRNYF 

CCGLQDFTP\EPDSYDV1W\IQW 

VIGHLT\DQHLA/ESFLRPCKGQ 

ASAPNGI1VIK\DN1A\QEGVILD 

DWDSSVCRDLDVVRRIIXCSAG 

LSLLAEERQENLPD 


24057 


54425 


A 


24195 


1 


233 


FFFFETESRCVARLECSGAISAH 
CNLCLPGASNSPASASQ/CSWD 
YRCVPSRLANFLYFSTDGISPC 
WPRMVSNLLTS 


24058 


54426 


A 


24196 


240 


476 


LLPQYRRVLLIYSGIQLLPGLGL 
RRRMCPGIYSFLLDFLVYLRRG 
VYSIL*W*FVFVVLVPWFSAPS 
GHLRSSLCCLF 


24059 


54427 


A 


24197 


288 


677 


NLPEDVVPDDKPHQPLLRAVXC 

LFVISKDLFLESPFESPIWRMYP 

NSTVHIQRLELALLC/CHCPRAL 

PASAHSCHSLERGLPICKE**CM 

PCSEYTIASQRPAGGAPAILPEC 

DSRRRTTQATSEPGSHI 


24060 


54428 


A 


24198 


99 


399 


LLCHGFEHPPLAQRSLLLPIV*S 

LLLSTRQSHSPSSFVPLLARSCG 

SWVSPAEAAEPQILQKGKCSCL 

IVPLEALCQRGTRLSLWLPLTFF 

PSFQLWPV 


24061 


54429 


A 


24199 


I 


586 


LSFFKVFSFFAIGSNILFSSEKFIi 

TDHLKPSSPTCQSHSLSSFVPLL 

ARVAFRWGFGVDVLSFVSFPSN 

SQDPQLQVCGVCWRSTPDRLP 

GYHQRGSGGCRTADIIEPQMLR 

LrVRLEVLSQRSTRPQRCQ\SA\L 

LGGASQLGCC/GVRDLLEEAVC 

PFSDL/KLHAGKTTTLFKAVRQ/ 

SHLSLQRLLLSFVCLCPT 



3184 



BNSDOCID: <WO 0176067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iVIel 
hod 


SEQ ID NO: 
in IIS^N 
09/540,217 


Nucleotide 

codon for peptide 
sequence 


Nucleotide location of las 
codon for Isist amino acid 
of peptide sequence 


t Amino acid sequence { X-Unknown, 
*~Stop codon, /^possible nucleotide 
deletion, \»possibie nucleotide insertion) 


24062 


54430 


A 


24200 


i 


822 




24063 


54431 


A 


24201 


1428 


1801 


RSAGIDPE*FFSG/PRRJHTASCL 

PSQRSSNRACSSSVTRIVSILSRF 

IGIITPMNRNPRFWRNSTSWTR 

MNRQTSVNRFTTTLMSFTAAA 

SRVSVMTVKTSDTCSSRRRSQL 

VKYHLSISTQVL 


24064 


54432 


B 


24202 


1 


2040 




24065 


54433 


A 


24203 


176 


564 


AWEPKWYSTTATRTHFWEMRS 

RSIMSTTKAFSTSNSASDSLEEP 

SSRKTRSSSLLQ*KSCNGGSEM 

SSTYRVVGLTGASLSASALNSLI 

DSRSNR*V/FSRNTLANITRRNQ 

LKMLPAPDPDGFSSGSPFQ 


24066 


54434 


A 


24204 


\ 


774 




24067 


54435 


A 


24205 


I 


1807 


MPLRAFNPVSSFRWARGMTIV 

AALMTVFFIMQLVGQVPAALW 

VJFGEDRFRWSATMIGLSLAVF 

GILHALAQAFVTGPATKRFGEK 

QAIIAGMAADALGYVLLAFAT 

RGWMAFPIMILLASGGIGMPAL 

QAMLSRQPNFDHWTADRHGD 

LCRLGEHMERVGMDCRRRPIPC 

LPPRVASRCMEPGHLDLNGSRR 

HLANGFTTPRIGANQFLRRTVN 

AQTNPWQNISIASAISSSRTRRJS 

GSVGSWPRSGNAEVSALHHYV 

PDLHRRMLLATLWNTYICINEA 

LALTLSDFSL VPPH P YRQLFTLT 

TFHNRACSSSVTRIVSILSRFIGII 

TPMNRNPPYTEASVTKQEKTAL 

NMARFIRSQTLTLLEKLNELDA 

DEQADICESLHDHADELYRSCL 

ARFGDDGNSYDHDYAKLACLQ 

VEG RGGGTFAHELL A VE Y AG W 

ISPAFRLKVMHWLMNRMLDAR 

NRDRYKQWKQDFFHDSYNRQS 

AGHILSQCANLAATTSEYFIHKP 

HRLIAAETGYSQSTVVRAFREA 

VNKGILSVEIVIGDHRERRADL 

YRFTPSFLVFAQQAKNALIESKS 

KI\SSAATKVRLLAPISPTSPMG 

KIGLATSGS 


24068 


54436 


A 


24206 


291 


851 




24069 


54437 


A 


24207 


2 


694 




24070 


54438 


A 


24208 


2 


331 


HLSTIEPEDYNLLFRRVSLKLSV 
WLPTWQSKSNGWSKKCLWMH 
LKSNPLNALLPPAGF*SATMPK 
CSAWAKTISSPGCVITEF*SQPV 
NAGTSPNKNTYLVGISPLKKP 


24071 


54439 


A 


24209 


1 


4455 





3185 



BNSDOCID: <WO 01 75067 A3 JA> 



w o 0I/(>75<K»7 



PCT/US01/()8631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24072 


54440 


A 


24210 


698 


1088 


LTSKFIAAVCMRRISLCGKGSA 

QNTDSGIAATPCSCVSD*QNSTS 

SRIRJV1*PWMCPCPM1CRKSAT*N 

ITLRC*RAAPPISSRVRK*/MSM 

Y/NHLQSAECGGHRPFPVPQEE 

SILLLLHLIANRSSACHSIR 


24073 


54441 


A 


2421 1 


1 


1902 




24074 


54442 


A 


24212 




2898 




24075 


54443 


A 


24213 




2604 




24076 


54444 


B 


24214 




1254 




24077 


54445 


A 


24215 




2946 




24078 


54446 


A 


24216 


698 


1285 


RFWRNSTSWTRMNRQTSVNRF 

TTTLMSFTAAASRVSVMTETA 

MTMJTPSLHACRSKAVAAALLP 

MNCSLWSTQAG/CSP/DVSAEG 

KPDIYRLSNRKITTCYSAES/LL 

KLSVWLPTWQSKSNGWSKKCL 

WMHLKSNSLNALLPPAGF* SAT 

MPKCSAWAKTISSPGCVITEF*S 

QPVNAGTSPNKNTYLVGISPLK 

KP 


24079 


54447 


A 


24217 


1 


1986 




24080 


54448 


A 


24218 


1 


2262 




24081 


54449 


B 


24219 


1 


1014 




24082 


54450 


A 


24220 


1 


1 155 




24083 


54451 


A 


2422! 


5 


386 




24084 


54452 


A 


24222 


1922 


2146 


SSSAGISCWSSSPTPGSIPSRVGS 
AAA*GWTTSRSSTGSANPSASR 
KPAAAIRASMPPNCRSGEARWP 
LWSGSL 


24085 


54453 


A 


24223 


1091 


1435 




24086 


54454 


A 


24224 


1 


2919 




24087 


54455 


A 


24225 


1324 


1502 




24088 


54456 


A 


24226 


1 


2901 




24089 


54457 


A 


24227 


5 


253 




24090 


54458 


A 


24228 


1227 


3031 





3186 

BNSDCXID: <WO 0175067A3 IA> 



wo 01/075067 



PCT/USO 1/08631 



SEO It) 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


24091 


54459 


A 


24229 


I 


1940 


MNRQTSVNRFTTTLMSFTAAA 

SRVSVMTVKTSDTCSSRRRSQL 

VCKRMPGADKPVEGRGGGTFA 

HELLAVEYAGWISPAFRLKVN 

QTFIDYRTGRLQPAIPQSLPEAL 

RLAADLAEQKQRLEQKJVILMD 

APKVEFAERVATASGVLIGNYA 

KVLGLGQNYLFTWLRDNGILIA 

TGERRNVPKQEYISRGYFTLKE 

TVIDTSNGSRISFTTRITGKDVV 

RTTSIVMLAKVTFLSCITMSDFT 

FSGYELACFVTHSGLSRSAGHIL 

SQCANLAATTSEYFIHICPHRLIA 

AETGYSQSTVVRAFREAVNKGI 

LSVEIVIGDHRERRANLYRFTPS 

FNLAFAQQAKNALIESKLKISSA 

ATKVKAVLAKTLALFNFLSTPP 

CQNDTPSPCQDDVAIKNKKSQ 

VKKTKRSVSGGAGTTSLKKLTS 

WIAKAKAKADNLRLSKKRTQK 

HEFKQKVEAAARKYAYLKNKR 

SPDIGGISNFDNLPHCMTVNEA 

LNAVLAK.NKDNEQWGAVAGA 

YIADITDGEDRARHFGLMSACF 

GVGMVAGPVAGGLLGAISLHA 

PFLAAAVLNGLNLLLGCFLMQ 

ESHKGERRGELLKIVVLPGDHV 

GQEITAEAIKVLKAISDVRSNV 

KFDFENHLIGGAAIDLQGGGGK 

PRCVSKSLMLHCTR 


24092 


54460 


A 


24230 


1 


1230 




24093 


54461 


A 


24231 


I 


799 


MKPRTYTVSVTAVKDGVSGVC 

SFRCSDVSRVSSFQWVRGLADF 

RSEAADLHNSGAQLASPIGSRT 

GATSGAPCQSRTHAPALLSLW 

AVDGTGRHGAGGSTRRQGSGG 

TQEPMVAGKAQAWRAAGFSG 

SGDGVGVSILVPWGGTCIGSFR 

QANSWISGGAFSDAGCDSDRL 

GKDWNSLEGSEEERKMWESLE 

LPRDLKSSEDRKMWESLELPRD 

L LN G FDQN A D\T1CTM KSRLR W 

SQMEMKNLLGTGVNVTLVML* 

QRDWRHLLLV 


24094 


54462 


A 


24232 


416 


775 




24095 


54463 


A 


24233 


548 


882 


PGGHQYPPCHLEEKETDLPLLY 

TAVEEKGLSYSIIPGSLVEKPLT 

STNSSGTP!QSNITSL*1PLAGIMS 

MAASQN*Af*WPLAPTMQSFTC 

TT*RLS*SHRRSWWHRGCT 


24096 


54464 


A 


24234 


144 


570 





3187 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/11S01/0S63I 



li 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ 11) NO: 
in IJSSN 
09/540,217 


Nucteuiide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=linknou ii, 
'^=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insi-riif»io 


24097 


54465 


A 


24235 


254 


1 117 


LSRMKLRTLVVSVTVLKDVVS 

G VCSFR Y S D VSG V SS FQ) W V KG 

LADFRSEAADLRGLKLQVnvvS 

VTPHKGSVDPKSDQQRDl .1 QK 

VKEQNFRNVKGDPAAIAHJrDD 

VMGTESGAPRKHGDRELODVV 

ITNPHIEAILENKDWIEDASGLM 

SHCIAILKICHTLTEKLVAM TM 

GSGAKMKTSAIVSDMIVVAKVV 

NSPRVDDVVKSMYPPLDPKLI. 

DTGTTTLLLSV\SHLVLV 1 KNA 

CHL\TG\GLDW1\DQSLS\AAEKH 

LEVLREAALUSEPDKGLPGPEG 

FLQEQSAI 


24098 


54466 


A 


24236 


472 


844 


RTDGVLVWMSFLFVSFPSNSQD 

PQLQVCWSLLEVHSRPCLPGYQ 

QWRLLCPHEITGESMSKLIIKOK 

YTSSCCLFKSS\SERGSSTPCPSW 

LGSGEGLSTLHATDFSFSAPMA 

QRGKSSLVSLE 


24099 


54467 


A 


24237 


206 


456 




24100 


54468 


A 


24238 


50 


392 


LG LLPFFHRCPTQRGGI ♦ RGSL A 
TAALLSCGGLCPVGS\SRI ILCl A 
PVRGFCRPTQASVMGDALPPl K 
LECPRSASGCCAGSDNFKPVDL 
SLLSSMGLGSTELDHLAPWLOP 
PFQG 


24101 


54469 


A 


24239 


1 


204 


SFSVQFCSLVGDPLG^SSCDPLE 
EKRCSGFWNIQPFCAGFSPSLVV 
DYLSLVFDVDDLQMRSLSGCli 


24102 


54470 


A 


24240 


1 


375 


MCNAQVLEYMGKSSSLL rSDL 
QLVRDALRSLRNSFSGHDPOnn 
Tl DSLEQG ISSLMERLH V M ETQ 
KKQERKPPLVIPRQT/WV WSG l> 
PANSNRPAAEGPDC* KEN • RDA 
LRSLRNSFSGHDPQHHTIDSLEQ 
GISSLMERLHVMETQKKOERKP 
PLVIPRQTGSGVDLQQTPTDLO 
LRDLT VRRKTNEQ KG I A S A ST K 
RTSTPKPHL 


24103 


54471 


A 


24241 


1 


674 


MVVYACSPSYLEAEVGGSLSI.E 

VEATNPKNSSKKFLDLISi;} CK 

VSGYKISVHKSVALLYTKNDC,) 

AATQIKNLIPFTTAAKQFKYFGI 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQiPKQOONE 

K YQ VPQFDQSTIKN 1 ES A KG LI) 

V WDS WPLQNADGTPPL V 1 PRQ 

T/WVWSGPPANSNRPAAEGPOC 

QKEN*QTERNSINIKKKD1 HTKT 

PLCI 



3188 



BNSDOCID; <WO 01 75067 A3JA> 



wo (M/075067 



PCT/USOl/08631 



NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
lucsition of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V=possibte nucleotide insertion) 


24104 


54472 


A 


24242 


1676 


1768 




24105 


54473 


A 


24243 


270 


471 


PSREYQDANPWLKWIKYSVRT 
LNKSDCYASGYK*ACLLCSVYS 
HGKAAGECTLSAGSKNGLAEVI 
KK 


24106 


54474 


A 


24244 


23 


200 


AQMKj\HGRSRSS*RC\DEEHWR 

ACRAQEPPCSQSQRERSKRTCR 

QGTVASKVKCHSEAR 


24107 


54475 


A 


24245 




270 


ASTSHVPQPICGLDDLAIRHSAV 
RLNRERVHSTAVLP*EYTKQRR 
QGHL*PDPYKKEGAATNEDAL 
LLRWERGRGARLHIPGCKAPQL 


24108 


54476 


A 


24246 


135 


275 




24109 


54477 


A 


24247 


365 


583 




241 10 


54478 


A 


24248 


2906 


3114 




24 111 


54479 


A 


24249 


108 


405 


NLHTPYRPQSLGQGEPLDDYV 

NTQGAS/LFSVTKKELGAGSIEE 

CAAKCEEDKEFTCRYFHCRCTF 

LSIPQVTSSFLCFPLPLPLLKSSK 

LLANRDKYRM 


24112 


54480 


A 


24250 


1 


386 




241 13 


54481 


A 


24251 


1 


808 


MSYSQCVSDPKAHGILPGYHC 

WLFRDQGLLKSQHVINPAKAST 

GFFLQDTLMVLEIKTTIRNYYK 

HLYAHELERLEEMDKFLDTYT 

LRRLSQEVIDSPNRPIMSSKIESV 

KGYTHQQFCHKSTLNKGDRVI 

DNLTCPPYCCVWFPLAGTGPHI 

LYLSRLVSNLELFKRGKGRGEQ 

RKEEVTCGMLRKSLVTSDLPEP 

GGVTSEGCETAKVTACSSLWE 

LCHREVLTPYCPKDTCRKWLE 

TPVRRSCPVRRSRISTCLRKKFG 

HILAEQLSCA*RCL**FL/YGCFY 

FQDHECVLKEESSTSFGRINHV 

LTLKEPLVPE 


24114 


54482 


A 


24252 


833 


1245 


ANMFPAFAAVAAGAATEAAA 

AAAAAPAPLAPARRAAAAARG 

PPLPRLP/WSCAEVMYHPQPYG 

ASQYLPNPMAATTCPTAYY/RA 

GAPTWPAGESPDGQPAGGGGE 

GHREYRSGARRRPAGTRGAED 

ALGSAGASLSRKP 



BNSDOCID: <WO 0175067A3_IA> 



3189 



wo 01/075067 PCT/U SO 1/08631 



SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location ofliist 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=^Stup codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


241 15 


54483 


A 


24253 


145 


766 


TGCIREKFHLPEGSLLIVSSRKH 

LQRLAFQAKVSSMMLPLQGAQ 

MLQMLEKSLR\KSLPRNPLKVY 

G7AVFH1NHG\NPFNLKj\VV\DK 

W\PDFN\TVVV\CPQ\EQDMDRW 

TLDHYTITAYQIYSKDPQNCQEF 

LGSPELINWKQHLQIQSSQPSLN 

E AIQNL A A 1 KSFK VKQ\TQRJ L Y 

MG RLETA KXELTPFL AGNQRI LS 

PXSGWAKPKAM 


241 16 


54484 


A 


24254 


215 


550 


VGFRSCLVMSGRGKGGKGLGK 
GGAKRHRKVLRDNIQGITKPAI 
RRLARRGGVKJ^ISGLIYEETRG 
VLKVFLENV1RDAVT\YTEHAK 
RK TVTA M D VVYAUKRQGRTL 


24117 


54485 


A 


24255 


3 


292 


TLLNLAAAHCSGPCLLWFQLSF 

RSPSTSAVGRCRRPSADFHPSRS 

SRVSAVLLIQ/QRCPLPILIQLKA 

CHCSCTAKWLGSSPKPETFFEII 

HPSPS 


24118 


54486 


A 


24256 


1 


789 




24119 


54487 


A 


24257 


3 


256 


TLLNLATALSSGPCLLRLELSFH 
SPSTTAVCCRHRPAADFPPFGR 
VSSLLLIQ/QRCPLPLLIGLKACQ 
CSCAAKCCVRPNRAEQ 


24120 


54488 


A 


24258 


3 


212 




24121 


54489 


A 


24259 


2 


491 




24122 


54490 


A 


24260 


20 


272 




24123 


54491 


A 


24261 


160 


876 




24124 


54492 


A 


24262 


623 


796 


GANSWNLTGTLAVKAGTVENP 
I*VFATHVESAGPR*LDPRTGSL 
A V RTKG RH WDQG A 


24125 


54493 


A 


24263 


242 


659 


TSNSPPQTRPHVCHGPRQYLLQ 

LSSRDLEFLVQIAVRSCLCPGLR 

IRSPVFAVASTSTFGTLRGKVV 

ICDFGFVFPPPWGQPCLCPVEER 

ALSCQGPVVDSRCPRCGHEGM 

AYHTQQMRSADEGQTVFYTVC 

TNCKFQEK 


24126 


54494 


A 


24264 


66 


238 




24127 


54495 


A 


24265 


2 


278 




24128 


54496 


A 


24266 


168 


565 


TEN F RA LSTG EKG FG YKSSCFH 

RIIPGFMCQGGDFIRHNGTGGK 

SIYGEKFDDENFILKHTGPGML 

SMANAGPNTNGSQFLICTAKTE 

WLDGKLVVFGKVNGMNIVEA 

MECFVSRNGKTGQKITIAXDCG 


24129 


54497 


B 


24267 


20 


88 




24130 


54498 


C 


24268 


183 


254 





3190 



BNSDOCID: <WO_0175067A3_IA> 



wo 01/075067 



PCT/IJSO 1/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for fast amino acid 
of peptide sequence 


t Amino acid sequence ( X-ljnknown« 
*-Slop codon, /=possible nucleotide 
deletion, \'=possibte nucleotide insertion) 


24131 


54499 


A 


24269 


412 


590 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24132 


54500 


A 


24270 


550 


852 




24133 


54501 


A 


24271 


207 


381 




24134 


54502 


A 


24272 


412 


589 


KSGLATQG/GRRRGWVFLAPQ 
KGGEGVETQREGVGVLAPSPE 
KRDLPLRVKDQGRRPCVV 


24135 


54503 


A 


24273 


191 


235 




24136 


54504 


A 


24274 


95 


375 


AEKIWEGVSQRALGQSSRGSGS 

GCQMNPLSGRPQVVCFFTAHM 

LTKKREEGASMLNMPCFQ*KE 

EMIQANLGPIADSSHCLGIEGPP 

WAPLTP 


24137 


54505 


A 


24275 


144 


293 


WQVPLFWQPFPEPLELWPKAL* 
LTPSQIFSD*RLKTDAARSPRKP 
PAPR 


24138 


54506 


C 


24276 


1 


909 




24139 


54507 


A 


24277 


1 


1744 


MGCLGTQRAPRAFLLLPLPLHF 

AQLSNLTQLQAAASLSMVTHR 

SSGGGGERGATAAGTEQGGAC 

LAASLLRGLWDAGEVTPIRVRV 

RPYDPFTLAPLHEHSEAQCVAS 

PSLTVTKEKSLLPKSLLAGSREV 

ARSRALCHGQARPPPRPQVTQQ 

RTQLQGQRILQWRPATEGPHSP 

RRGSDSAKGTHPPTTGTCPPRR 

RQGAGYSRYNSGESRRRLGRQ 

QDLVARSDEQRDPAPATRRED 

KMIEELQPFGEHRPRRSPSQGC 

DTLFQALWFLASPSFQRGGQLQ 

VLALCKAAAGPGAPQAASTAG 

TREHGYAWKLGDTRNHRALK 

RKSQTWLRRFPAGCFDVCSAL 

ADLRAFMGLRGEEVCADWSM 

GGHGSGECRRGTGGQRAVVPK 

SPVQEKGKEPLSLLQYFMVDEK 

ERFLRITSEHEDNDNSNNSSNHS 

SINETKETCFIHEPKTPAPVTDW 

EGSLPLVFNHCRDASLIIHSCFK 

GVRPHRDACLG/RFTLSGK/FPL 

SWGRGKYPSTPSPSPLAASPTFL 

GQGQELVTSARNLTTRPRNAC 

G PGFLLSHVPS V RDPTGNRT VQ 

LTWQPLPEPLELWPKAL 


24140 


54508 


A 


24278 


2 


120 


QSSAAKPRTSGKGSVREPWAR 
VPGALGVAAR*AEQSDFQ 



BNSDOCID: <WO 0175067A3JA> 



3191 



wo 01/075067 PCT/USO 1/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=^Unknown, 
*=Stop codon, /'=possible nucleotide 
deletion, \==possible nucleotide insertion) 


24141 


54509 


A 


24279 


1 135 


1483 


1LTMTGSLSCTPSNAVIEKV*VC 

CSSLSTG*SKV/QVASNTSLCDG 

ED*GVV1QKKVKLWVFC!FYVL 

VQSYYS*R*SQIETVRNGCSHW 

GRFQDIALITGHCKIWTLIVFIQ 

YFNV 


24142 


54510 


A 


24280 


1 


860 


ATTGGTNLRDDIMRLDDTVHV 

VIATPGRILDLIKKGVAKVDHV 

QMIVLDEADKLLSQDFVQIMED 

IILTLPKNRQILLYSATFPLSVQK 

FMNSHLQKPYEINLMEELTLKG 

VTQYYAYVTERQKVHCLNTLF 

SRLQINQSIIFCNSSQRVELLAK 

KISQLGYSCFYIHAKMRQEHRN 

RVFHDFRNGLCRNLVCTDLFTR 

GIDIQAVNVVINFDFPKLAETYL 

HRJGRSGRFGHLGLAINLITYDD 

RFNLKSIEAQL*TE1KPIPSNIDK 

SLYVAEYHSEPVEDEKP 


24143 


54511 


A 


24281 


848 


1218 


PMQRKSMLKISVS/PVSVQKFM 

NSHLQKPYEINLMEELTLKGVT 

QYYACITELQKLAETYLHRIGR 

SGRFGHPGLAINLITYDDHFNL 

KSIEEQLGTEI KPI PSN I DKSLCG 

AEYHSEPVEDEKP 


24144 


54512 


A 


24282 


241 


477 




24145 


54513 


A 


24283 


38 


208 


MTAGAPPPPPPFET\PEGV*GNP 
TCSGG*EDASGSTRSQRHPVGL 
PVSCALRACHLK 


24146 


54514 


A 


24284 


794 


1455 


AQQGGTSKKRRFPQDGQQRAG 

LACSRPPGPGGCGFQAPAGERY 

PNIKPHPTSVAPLVLCICYLM/P 

MLPWAWSYWRGARRPSRHPG 

AFPCSVAHQCPSAARSPTLRQE 

DPEKGSQASSFPTGPSPQSMVD 

RCLKGPQLDVSRKQLSLPQTGL 

RPVLVNQLSKKPTGYPQTQIQW 

VLMRDTGKDTDTEEKEGHAK 

MEAEIGVMYPQEHLEPPESGRA 

KGEIPL 


24147 


54515 


A 


24285 


90 


354 


QSPGVHQLSRFVS*SYSERP*SL 

LVSTRYHTRALH**HYADS1Q* 

ARSSKHTGLIGCTVP*RGFPRTH 

SFYSRKREPRRQTSSFRGIL 


24148 


54516 


A 


24286 


236 


520 


TACFLTHVAIKWVMHSSIPSSN 

GGGIYMIGLKAQVSYMRKWLK 

SPWSPLLLSPSLHRWPHGKFPM 

IS*QRKRRLGPGSQMVLHDMQ 

APPKSGQL 



3192 



BNSDOCIO: <WO ^0175067A3JA> 



wo (M/()75()67 



PCT/US(M/()S631 



SEO ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Llnknown. 
*=Stop codon, /=po.ssihlc nucleotide 
deletion, \=possible nucleotide insertion) 


24149 


54517 


A 


24287 


16 


278 


FAQAMKPHLVQQLQLESPLG* 
AYDNPLSFSKIHLSDLHKPVL*L 
GDSNDVLGTLESMSAQSQCPV 
VPEMSDHLPFPMHSYPGKRPEV 


24150 


54518 


A 


24288 


74 


168 


LGKCLFLHSCP*APPEA1CLQLP 
LLSSPNGP 


24151 


54519 


C 


24289 


92 


564 




24152 


54520 


A 


24290 


1 


876 




24153 


54521 


A 


24291 


71 


282 


PLVTQVVFRLFPTNSSLDLLQ/S 
PSP/GSGPHSNWQPFGSLDKWA 
GVKHPNEECAASKIQTGPPCVV 
PLPWL 


24154 


54522 


A 


24292 


81 


1054 


PRLFSDCFPPTAAWTCCRAFSC 

SGPHSNWQPFGSLDKWAGVKH 

PNEECAASKIQTGPPCVVPLPW 

L*EEPNAAIYPSPVSPVCFLLLA 

HWIQSA*CHQCNGPVWYLVEV 

KSNQVLSK*HYDTKPES*YTPY 

GQEWRKGHLPSQWPHTRYQE 

MY*FAQAMICPHLV*QLQLQSP 

LG*AYNNPLSFSK1HLPSPHGSH 

SEPCL*GPTRTLV*L*L*KQTGM 

LAVAPEENQHYLAWQLPQGRP 

SLLPQAVQGLSPQTKVERLMA 

ASVGEGMLPILGMEKLF/PSGK 

KD*SGFTSSVSPASSGSSHTSPF 

QVAGSHSFPINAFTLTVDTW 


24155 


54523 


A 


24293 


5 


88 




24156 


54524 


A 


24294 


779 


1041 


PPLSSPSGP/DEQSD/LWWQQSIP 
LHQETVKVLH*MGPVPCATQL 
DKIHQQGFSDPYRGAVLLASG 
WCPKRPEIPEEGATTHLCCFPAS 


24157 


54525 


A 


24295 


248 


3714 




24158 


54526 


A 


24296 


4177 


7804 


TFQESRFEQGFQKAIFILELVDA 

EDPPDEEEEEASSIFSSSFHFLFP 

SSSSCFSFSSSSSSLLLRSPGDKD 

MPTAGMPSLLQSSSESPQSYPE 

G EDSQSPLQI PQS SPESDDTL YP 

LQSPQSRSEGEDSSDPLQRPPEG 

KDSQSPLQI PQSSPEGDDTQSPL 

QNSQSSPEGKDSLSPLEISQSPPE 

GEDVQSPLQNPASSFFSSALLSI 

FQSSPESIQSPFEGFPQSVLQIPV 

SAASSSTLVSIFQSSPESTQSP 


24159 


54527 


A 


24297 


145 


219 





3193 

BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 PCT/US(M/08r>31 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
tn USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-Slop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24160 


54528 


A 


24298 


191 


1075 


QPKVSRHCQTSPGSYLYSLQSG 

RWTTGKPLQQTKSVYLRSFHH 

HHFQNHRHYLHHHHLYHHHH 

YHPHPSHHHLHCY\SQHHHHH 

HHHHHHHEHHLCRHQKSTQVE 

YSVFAERENDLGLNGTGDEAL 

HDNGTTERVSGPPAGYLYRAD 

YAIGLQPFMPRLGRRTPGAGGP 

HSRAPELAYLQKLITSPATLPFV 

YLETGGWSPRDAHRVDNFDM 

GPRENMGSVWEKSFLFTRNPSK 

SSYIADKNLIYLYASECIGRQSQ 

KARASKSGVQAEHPYITGAIKD 

DTRAIVKTRDLANRLK 


24161 


54529 


A 


24299 


155 


381 


LICTSFKILSRLFCPSSL*SSSSQG 
ACISKLLSVLTYAHLYFALEKE 
VLTFLSRAIVSSSTLLTHGVAHS 
LTLFH 


24162 


54530 


A 


24300 


1052 


1338 


TGWDGPPANCSSPMEGDSNVH 

CSCVCCCSCFGLLL/CAIHCCCA 

PPGCSACGAATLLYSAPLGSSA 

YGIALLSPFHHVRMMLSTKQEV 

GLHQTLNLP 


24163 


54531 


A 


24301 




723 


MLNVQALVVMVMCFMWASL 

WAPGGHPSAGNISSWVSGLVSF 

PEWSSWELVVSVVGWAGKLW 

LHESLLTLNLSCGLLVVLVALV 

FDEWHPWSGHVAEACSTGYWS 

TGGIWFHE1AAP*DCSSSPAME 

QSWMENDVDELIEVGFRRLVIT 

NFSELKEDVRTHLKEAKNLEKR 

LDEWLTRINSIEKTLNDLMELK 

TMARELRDACTSFSSQFDQVEE 

RVSVIEDQMNEMKREEKFREK 

RVKRNEQSLQEI 


24164 


54532 


C 


24302 


295 


430 





BNSOOCID: <WO_0175067A3JA> 



3194 



wo (M/()75067 



PCT/US(n 70863 1 



NO: 


of peptide 
sequence 


iviei 
hod 


oLQ ll> i\0: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno%vn, 
*=Stop codon, /^'possible nucleotide 
deletion, X^possible nucleotide insertion) 


24165 


54533 


A 


24303 


811 


1947 


QTERNSFNINRNGHQHQNPICRS 

PSSKTKGSIKPQRSGRNQSRKA 

ENSKNQSTSSPPKDCSSSLAMK 

QSWMENDFDELTGAGFRRLVI 

TDFSELKEDVQTHHKEAKNLE 

KKIRQMWTRINSVEKSLKDLM 

ELKTMARELCDACTSFSSRFDQ 

VEERVSV1EDQN4NEMKRKEKF 

REKRVKRNEQSLQVIWDYVKR 

P\NLRLIGIPESDEENGTKLENTL 

QDIIQENFPNIARQANWQIQEIQ 

RTPQRYSSRRATPRHIiVRFTKV 

EMKEK\MLRAARQKGRVTHKG 

KPIRLTADLSAETVQARREWGP 

I FNILKGKNFQPRJS YPAKLSFIS 

EGEIKYFTDKQMLKDFVTTRPA 

LQELLKEALNMERNNWYQPLQ 


24166 


54534 


A 


24304 


1 


2394 




24167 


54535 


A 


24305 


1902 


2413 




24168 


54536 


A 


24306 


2 


610 


WAPPAIHIRCMPEAYNFPRKPL 

SLiPSAIQSNELIlMNGNRALNIQ 

LLKRYQCTLDIRYKQTSMLNC 

YEGTVITPSHIQYPCLSDSYGLY 

DIG I RNTDFLKG ELSMNIRPLHD 

RVIVKRICEVETKSAGGIVLTGS 

AAAKSTRGEVLAVGNGRILEN 

G E VKPLDVK VGDI VI FNDG Y\G 

VKSEKIDYEEVLIMSESDILAIV 


24169 


54537 


A 


24307 


1 


801 




24170 


54538 


A 


24308 


1268 


1579 


TAIWSPSKSALYAAQTSGCSWi 

ALPSISTGSNAWIPRRCRVGARF 

SSTGCSRITSSRISQTTASSRSTIF 

FAALMVVARPRSSSLP*MNGLN 

SSSAIFFGRPH 


24171 


54539 


A 


24309 


583 


796 


IHICDIRFSATPAGGEFWQYIAS 
RQSIFHAIVETGHALIQPSSVPG 
LTPAMKAVATTSH*TVESCFRS 
ASR 


24172 


54540 


A 


24310 


1 


313 


MPNVDVVGEMVNTMSASRSY 

QANVEVLNTEKAMSIAVTTTDP 

TNTGVSTTSSSSLTG\SNAADLQ 

SSFLTLLVAQLKNQDPTNPMEN 

NELTSQLAQISTTLRAY 


24173 


54541 


A 


24311 


54 


323 


SASAQVSALSIHSAAFQNEYLSP 
CPN*RLV\SAFTNSSRQSG*PEK 
SVSQTPVITASAFT*YADiAASV 
RNKILRPGTNVFGDTIGFRVQ 






A ' 

A 


Z43 1 2 


816 


866 




24175 


54543 


B 


24313 


1 


985 




24176 


54544 


A : 


24314 


1828 


2505 




24177 


54545 


A : 


24315 


1 


1938 





3195 



BNSOOCID; <WO_0175067A3JA> 



wo <H/()75067 



PCT/US()1/08631 



SEQID 
INCI: 


SEQ ID NO: 
of peptide 
sequence 


Met 
noo 


SEQ ID NO: 
in Uo^r^ 
09/540,217 


Nucleotide 
location of first 
GOdon for peptide 
sequence 


Nucleotide location of last 
mflnn Tnr luct nminn ncifl 

^tJUUII IVFi 14101 (llllllltF aVIvJ 

of peptide sequence 


Amino acid sequence ( X=Unknown, 
*^Stop codon, /—possible nucleotide 
deletion, \— possible nucleotide insertion) 


24178 


54546 


A 


24316 


4201 


4668 




24179 


54547 


A 


24317 


269 


503 




24180 


54548 


B 


24318 


1 


1702 




24181 


54549 


A 


24319 


829 


1584 




24182 


54550 


A 


24320 


1238 


1926 


IQAAYNRIAPSSSPKFPRACGKP 

CLGERGRIRGPGPSFGL1>JRPST 

PDPTITGVSTT/SSSSLTGSNAAD 

VQS/SFLTLLVAQLKNQDPTNP/ 

MENNELTSQLAQISTVS/GIEKL 

NTTLGSISGQl/DNSQSLQASNLl 

G HG VM/I PGTTVL AGTGSEEG A 

V/ r r n pfg ve\ wdgtl/tdgst 
apngsynvais/asnggtqlva 
qplqfalaaerfcalspgapyr 
ydtwvrqwvasp 


24183 


5455) 


A 


24321 


487 


1509 


FYLQGLRQQPQVRQPLN IG VTA 

QGVNAAACHPHIAEQQLDHRH 

RTNVLRTNGVLRPAEGIQERGS 

FIVSTGFCDVFADFQERVFWRT 

TDVFNH 1 WRV AGN VLFQQ VPH 

AARMLQRGIAFGEAVFVQFISP 

GGFIVLAFFRVVAGEQAIFKAVI 

LTHDQAGGGIGFGVFAVEFFIV 

QQVQQYA*QESNVSTGTNRGIV 

VSYRRRTRKARIDHNQLRAVV 

NFGFHRPAEPDRVSAHHHDEV 

GVLDVDPVVGHRKTFFDIWHD 

DQFIDQRVRRFSGDNRRLQDRE 

QVGLQSANNSPIDKSLFRGINQF 

QLYAAFTAQDVNIDIFKTRQQF 

FAVIGQTTGVQYGK 


24184 


54552 


A 


24322 


377 


749 




24185 


54553 


A 


24323 


140 


298 




24186 


54554 


A 


24324 


342 


1094 


MGAPWLHRPRRALQRWRLGS 

GFSCGSGLGLQENNGGRPVMV 

LALSTLPRRPTRCGCEFYCLIKP 

GFRLGMKSVKMEIRGLWAGGE 

DKIAVPAEPRSAGPERTLSDLH 

NESIF/ITGGGSGLGLALVERF/IE 

EGAQVATLELSAAKV/ASLR/Q 

RFGEHILAVEGN/VTCYADYQR 

AVDQILT/RSGK/LVNTPAETLE 

TGFHELFNVNVLGYLLGAKAC 

APALIASEGSMIFTLSNAAWYPX 

GGGGPLYTASKHAATGR 


24187 


54555 


A 


24325 


1 


1785 




24188 


54556 


A 


24326 


2 


1760 




24189 


54557 


A 


24327 


2437 


2679 


TFQYIGQPHGDEFPHVAPVKHG 
DKLGEGKNHHDKSRHLFHRFN 
H*MR*IRLTSNCAGSDAISQRD 
NKEKKNDQWHDTFNKG 



3196 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 

ui |iL|rtiuc 

sequence 


Met 


SEQ ID NO: 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide se<|ucnce 


Amino acid sequence ( X=Unknu>vn, 
*=Stop codon, /—possible nucleotide 

' |iif9aiuic iiuLiciiiiiJi. iiiscriitinf 


24190 


54558 


A 


24328 


3 


415 




24191 


54559 


A 


24329 


1 


1932 




24192 


54560 


A 


24330 


1932 


2117 


RAISLGRTAAGYLNSDVAQRA 

ASGADPAGDFVVWH**IRKNLS 

GGARYAIPHLYQHLAWHP 


24193 


54561 


A 


24331 


1 


1017 


MRYREPPARGVEPNELHACRSE 

DKLSEDAFDDQCTGANPRYPLI 

SELKQILLDTYYGRDYVEDRLS 

FLLAVATLNGERLDGEMSEGK 

LVMPFRHVSDAFEQTRETIGVR 

GNNAINDMVRQRLLNXRFTSEQ 

AEGNAIYRLTPLGIGITDYYIRQ 

REFSTLRLSMQLSIVAGELKRA 

ADAAEEGGDEFHWHRNVYAPL 

KYSVAEIFDSIDLTQRLMDEQQ 

QQ VKDDI AQLLN K D WR A A 1 SS 

CELLLSETSGTLRELQDTLEAA 

GDKLQANLLRIQDATMTHDDL 

HFVDRLVFDLQSKLDRIISWGQ 

QSIDLWIGYDRHVHKFIRTGID 

MDKKPRPSRRCL 


24194 


54562 


A 


24332 


5 


220 


GLSWLNYC*ASTLT1SLRCATR 
AVPLTRIRCRPRLLPSRRERTAL 
PCIYVKIAVTLLTATCASCVRR 
WIPA 


24195 


54563 


A 


24333 


3 


180 




24196 


54564 


A 


24334 


229 


564 


PGFKPRHSSWQRLPSLGHLPLY 

GSSVFTLLNLATAHSSGPCLLQ 

LELSFHSPSTTAVCRRHRPTADF 

HPSESGRVSHVLLIQ/QRCPLLL 

WIRLKACHCSCTAKCPGSSQLS 


24197 


54565 


A 


24335 


148 


404 




24198 


54566 


A 


24336 


213 


1306 


SCEHSVAHGRGIMDLSLLKALS 

EADAIASSEQEVRQIULEEADR 

LQKEVRVDGLGSVLIRLNESTG 

PKVMICAHMDEVGFMVRSISRE 

GAIDVLPVGNVRMAARQLQPV 

RITTREECKIPGLLDGDRQGND 

VSAMRVDIGARSYDEVMQAGI 

RPGDRVTFDTTFQVLPHQRVM 

GKAFDDRLGCYLLVTQLRELH 

DAELPAEVWLVASSSEEVGLR 

GGQTS\TRAVSPDVA1VLDTAC 

WAKNFDYGAANHRQIGNGPM 

LVLSDKSLIAPPKLTAWVETVA 

A EIG VPLQ ADMFSNGGTDGG A 

VHLTGTGVPTVVMGPATRHGH 

CAASIADCRDILHMQQLLSAFI 

HKSNELGGVLRLRIQICRDGNE 


24199 


54567 


B 


24337 


1 


1075 





3197 



BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 



PCT/US01/()8631 



SEO ll> 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEOII> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V^'possiblc nucleotide insertion) 


24200 


54568 


A 


24338 


438 


1462 


QIVQCLDVPSYTFIWFAVLDPIY 

GDSVSTGLVVAIISUVNAITIPIG 

LYLLNPSSGADGKKNSNLSALl 

SAAKEPVVWAPVLATILVLVG 

VKIPAAWDPTFNLTAKANSGVA 

VFAAGLTLAAHKFEFSAEIAYN 

TFLKLILM PL A LLL VG MACHLN 

SEHLQMI\TLASALPPAFSLKL!Y 

CAA/ARLMCYTRTGTTSLAITLT 

ET VTQKLTG SRPRISS YG RM LM 

WPLAWYKDNGKPHLCSQLETT 

RIHSTAAQGRSSGSLRRGLGAS 

PFYRQHDQARSEGQIPITRIPMG 

LAQRAPKGRAQPRGLTAPFTN 

GALGQPQGRGTSKQASQTRPR 

ASAWPHTPT 


24201 


54569 


A 


24339 


30 


177 


GSGYQRCHNNAASDRLRSYRK 
QPAER/WLAPPIDSITSPPASRRA 
LILLY 


24202 


54570 


A 


24340 


3350 


3430 




24203 


54571 


A 


24341 


425 


824 


SISGSENACFNATVNHSGRYSQY 

GACLTSSSCRKGQLARRGLSYQ 

SPHAPADPAFPAARRSPVFCLS 

DDGGHKSPRDMSPDKPSRHPD 

QVALTRRIPSPPAVALPSVVKR 

TVHEGQGDDDESNPSPLSPDVH 


24204 


54572 


B 


24342 


1 


2118 




24205 


54573 


A 


24343 


1 


888 




24206 


54574 


A 


24344 


730 


1101 




24207 


54575 


B 


24345 


1 


1992 




24208 


54576 


A 


24346 


880 


1103 


TMMRRLISRQPVLPLQKCFSVH 
SNPWRVFGGTGGGNQER/CRY 
AEESVAETRLCP*CRLYAEYDP 
GSGCAGLSL 


24209 


54577 


A 


24347 


I 


952 


M ITLRKLPL A V A V A AG VMS AQ 

A M A VDFHG Y ARSG IG WTGSGG 

EQQCFQTTGAQSKYRLGNECE 

TYAELKLGQEVWKEGDKSFYF 

DTNVAYSVAQQNDWEATDPAF 

REANVQGKNLIEWLPGSTIWA 

GKRFYQRHDVHMIDFYYWDIS 

GPGAGLENIDVGFGKLSLAATR 

SSEAGGSSSFASNHIYDYS/NEN 

ANDA^FDVRLARWDSPGGPLTG 

FPPSALACTSGVSGQKGVPGPP 

EAQVTFATPKKPGKEACSSIQV 

LNRGYRPPTFSYNTGVRRSARD 

YYPRRQRSISTNSPSRRWKGKL 

NSRRCSTGNRPLVGAVS 



3198 



BNSDOCID: <WO 0176067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X—Unknou-n, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


24210 


54578 


A 


24348 


805 


1274 


ASFATTRPVTKLAMRVAIFDSV 

VGQRYWGSAASPEHSRFAVLW 

ILASIFR/DRIASLRVQATVKS*K 

MS*AWYWQGCFRNWKSSPA*Y 

QFFSPARSASSHFAGEPVSLHSP 

lALGYRSSESSSCHTSTASLSVH 

RDYAHLHGLRFDHSSSRRRLCY 

C 


2421 1 


54579 


A 


24349 


275 


490 




24212 


54580 


A 


24350 


1 


696 




24213 


54581 


A 


24351 


1 


735 


MFTPDYRSVSRVLGSGPGYASR 

IVrNQPDVMPDlPGKRFYQRHDV 

HMIDFYYWDISGPGAGLENIDV 

GFGKLSLAATRSSEAGGSSSFA 

SNNIYDYTNETANDVFDVR1.A 

QMEINPGGTLELGVDYGRANL 

RDNYRLGKGLSQGSGVAFDNE 

KFAYNINNNGHMLRILDHGAIS 

MGDNWDMMYVGMYQDIHWD 

Tsi DHG\TK\ W WT\AGIRP\M FK WT 

PIMNTGMKF/GYE/NVESQGPG 

QN1RT1YLAKP*QPDVMPDIPGK 

RF YQRH D VHM 1 DF Y Y WDI SG P 

GAGLENIDVGFGKLSLAATRSS 

EAGGSSSFASNNIYDYTNETAN 

DVFDVRLAQMEINPGGTLELG 

VDYGRANLRDNYRLGKGLSQG 

SGVAFDNEKFAYNINNNGHML 

RILDHGAISMGDNWDMMYVG 

MYQDIHWDNDHGHQVGGPAG 

IRPDVQVDAHHEHRDEIRYEKL 

NPRARDKTFVQFTSQNPDRC 


24214 


54582 


A 


24352 


I 


3414 


MIVQPLAIIGSHFDSIAAGNLAR 

PI A V YGRNEITA I FA SLKTMQQ 

ALRGTVSDVRKGSQEMHIGIAE 

IVAGNNDLSSRTEQQAASLAQT 

AASMEQLTATVGQNADNARQ 

ASELAKNAATTAQAGGVQVST 

MTHTMQEIATSSQKIGDIISVID 

GIAFQTNILALNAAVEAARAGE 

QGRGFAVVAGEVRNLASRSAQ 

AAKEIKGLIEESVNRVQQGSKL 

VNNAAATMIDIVSSVTRVNDIM 

GEIASASEEQQRGIE 


24215 


54583 


A 


24353 


1 


2493 





BNSDOCID: <WO ^0175067A3JA> 



3199 



wo 0I/(>75(>67 



PCT/US0I/0S63I 



SEOII> 

NO: 


SEO II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
locnrion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^iJnknuwn. 
*-Stop codon, /^possible nucleotide 
deletion, \=po.ssible nucleotide ioNrriioio 


24216 


54584 


A 


24354 


1 


1201 


MQPALLIVLNKVRQEARRRAk 

ACRIRJIASGIVQFGKVRRQLAA 

VELRQRQTPERFVLLRGT[<CX>A 

TGQRIVKTEQRVIIITQRSI RRPC, 

EGRRINDHFRFPAHLPSIRPIGK 

HQTPFGISGHHFNFFTVAIGODI 

AQLDRJGANQSVLKGFNKIVV 

Q Y ATDS MTSQG KG LSQG SG V A 

FDNEKFAYNI/SFNGHMLRII.DII 

G\IN WDNDNGTK WWT VG 1 R PM 

YKWTPIMSTVMEIGYDNVESQ 

RTGDKNNQYKITLAQQWOAG 

DSIWSRPAIRVFATYAKWDLK 

WRYDYTGNADNNAMFGKAV!» 

ADFNGGSFGXRGDSDEWTFGAQ 

MEIWGLSRASGTLVTRAWRYK 

TTPTRHCLLIvrN H Y A G E A A M R 

WKN YLKSTQKVQLQN F A N W P 

KYSLSTLFHFPFSKSC 


24217 


54585 


A 


24355 


188 


406 


FIRSFDPSFVPS VLDRFF VLSTV \ 
HSSSIFLVVIDRPSCVGEPSI.F^V 
GGSCPTNSLYRCSGLAWYl-MR 
SMD 


24218 


54586 


A 


24356 


1 


1798 




24219 


54587 


B 


24357 


1465 


7841 




24220 


54588 


A 


24358 


174 


3762 


TLNDAMRREKCLARINR 1 AKS 
GVVMPKLVTWMNNQRVGEL I 
KLANGAHTFKYAPE\V1.ASRYA 
RPLSLSLPLQRGN ITS D A V FN Fl 
DNLLPDRTIVRDRIVKRYIIAKS 
RQPFDLLSElGRDSVGAVTl.lPi: 
DETQHHYESLTITDEGEFVVFV 
GPSGCGKSTLLRMIAGLL rriTG 
DLFIGEKRMNDTPPA ERG VG M 
VFQSYALYPHLSVAENMSFGH 
ATGLAQHKEVAEVLPSRRICWI 
ANRKRSPVVSVSVWRL 


24221 


54589 


A 


24359 


364 


845 


RPLLDHGSSPRLNFLRFVVYVVH 
AHTLMRMTEGWAGFDU-RPYR 
WRRVIAFVVAFYFRHLIALLVV 
QMHFK^VKGNVDVVFTAOLID 

STVQLIDSTTTVTQFTHIQTOl.M 
IQRAGTKCRKEDFRHWFVm IP 
WVL/MSPPSVTLYALFPDRSHR 
PRRDGSPDA 


24222 


54590 


A 


24360 


781 


1275 





BNSOCKIO: <WO_017S0e7A3JA> 



3200 



wo 01/075067 



PCT/USOl/08631 



SKQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24223 


54591 


A 


24361 


1 


1185 


MDKFDANRRKLLALGGVALG 

AAILPTPAFATLSTPRPRILTLNN 

LHTGESIKAEFFDGRGYIQEELA 

KLNHFFRDYRANKIKSIDPGLF 

DQL YRLQG LLGTRKPSCG YVT 

TAPAARSYRLTSKFIAVGQKAL 

SSLNIIHIAAPHLEALIIGESDTK 

NFASHDHAILIYKLEPTTGMLR 

TRAYIGQHMPLYCSAMGKIYM 

AFGHPDYVKSYWESHQHEIQPL 

TRNTITELPAMFDELAHIRESGR 

TMDREENELGVSCIAVPVFDIH 

GRVPYAVSISLSTSRLKQ/PRQH 

RFRLRERQPAGGTPPAGTNSVT 

GGASLHHARCQRRK*KPYRPER 

A/ESFLPARGKICWP*AGTLTVC 

IMASASRLISGCTPDSTCWSTA 

H APICRRRG RAIN RCHCSS 


24224 


54592 


A 


24362 


1 


801 




24225 


54593 


A 


24363 


1523 


1950 


LLPA/AQKRRVDFLRATDFNAL 

MPGVVEIDGKNIYTQIIDLTTRE 

AVVNRPEVHRRYIDIQFLAWGE 

EKIGIAIDTGNNKVSESLLEQRN 

IIFYHDSEHESFIEMIPGSYAIFFP 

QDVH RPGCIMQTASEI RKI V V K 

VALTALN 


24226 


54594 


A 


24364 


281 


997 


LTFARLKGITRKIGRLQSRRRKR 

CKAMGVDVNRVYSLDELVRG 

NDILFSATGVTGGELVNGIQQT 

ANGVRTQTLLIGGADQTPMAT 

LTEDDVLEQLDAQDNLFNSFMK 

TAHTILLQGIRQFLPSLFVDNDE 

EIVEYAVKPLLAQSGQIDDIDV 

ALRLIYALGKMDKWLYADITH 

FSQFWHYLNEQDETPGFADDM 

TWDFISNVNSITRNAMLYDALK 

AMKFADFS V WSEARFSGM V KT 



BNSDOCID: <WO 0175067A3. IA> 



3201 



wo 0I/075(K>7 PCT/US(M/08631 



SEQID 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
ill DSSN 
»y/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locurion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'Unknown, 
*~Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24227 


54595 


A 


24365 


263 


1410 


AMISRRRFLQATAATJATSSGFG 

YMHY/CLNSDAIALGIEQRPDLI 

LLGGDYVLFDMSLNSSAYSDV 

LSPLAECAPTFACFGNHDRPVG 

TEKNHLIGETLKSAVITGMLNQ 

ATVIAYANRPFELVGTGDLWS 

GQCKSASASETNLSRLVLAFTNS 

CSKEVMRDEPCDLMLGSHTHR 

WQLSVPMAGEPFCHVADERYV 

LGLNAFCERHIYTIPRGGKRIPQ 

TFAADLPGKGITVNPVQSTITEE 

TFQTLLVSRALEKLGYTVNKPS 

EVDYNVGYTSLASGDATFTAV 

NWTPLHDNMYEAAGGDKKFY 

REGVFVNGAAQGYLIDKKTAD 

QYKITNIRQLEDPEIAKLVDTNG 

DGKADLTGCNPGLGFEGAINH 

QLGAYELTNTVTHN 


24228 


54596 


B 


24366 


1 


2872 




24229 


54597 


B 


24367 


] 


1704 




24230 


54598 


B 


24368 


1 


1470 




24231 


54599 


B 


24369 


1 


2301 




24232 


54600 


B 


24370 


1 


900 




24233 


54601 


B 


24371 


26 


856 




24234 


54602 


B 


24372 


1 


1743 




24235 


54603 


B 


24373 


1 


1410 




24236 


54604 


B 


24374 


1 


957 




24237 


54605 


B 


24375 




2742 




24238 


54606 


B 


24376 


755 


1816 




24239 


54607 


B 


24377 


1 


1968 




24240 


54608 


B 


24378 


926 


6441 





BNSDOCIO: <WO_017S067A3JA> 



3202 



wo <M/075067 



PCT/llS()l/i»S631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkn4mn. 
*=Stop codon, /=possible nucleotide 
deletion, \=|)ossible nucleotide insertion) 


24241 


54609 


A 


24379 


1 


1739 


MTWTHEAVTvJRREPLRGCCPNW 

DVDVKPAGCMISRRNELPY I LG 

LRIDMLVDLGTPASLMGQSSVY 

NTTDRHSTHRMDGLEQLMQQA 

DFAADIAVVAPWDNWSP lAGR 

FGLIRLLDEQTAPYAWYTSPMH 

LMDEKCSCHRQRPVIGLNQI»0 

YQSGTIEVDNVSFAYRDDYLVL 

KNINLSVPSRNFVALVGH TCiSG 

KSTLASLLMGYYPLTEGEIRLD 

GRPLSSLSHSALRQGVAMVQO 

DPVVLADTFLANVTLGRDISEE 

RVWQALETVQLAELARSMSDG 

lYTPLGEQGNMLSVGOKOl.LAL 

arvlvetpqilildeatasidsg 
teqaiqhalrrdcsplidhcda 
dtilvlhrgqaveqgthqqll 
aaqgrywqmyqlqlagei:la 
asvqplpnsdrrgsmklvtvii 
kpfkledvrealssigiqgltvt 

EVKGFGRQKGHAELYRGAHYS 

VNFLPKAAYTGKIGDG/KIFVAE 

LQRVIRJRTGEADEAALYLWMT 

ATERDGPFRNFTAGAFRASL.PH 

PARHGRRPILAAPFMPVNPSRl.P 

PRRRHLASGRSLRFNCCTAGDE 

TCSARSGERRSLVF 


24242 


54610 


A 


24380 


547 


684 





BNSDOCID; <WO 0175067A3JA> 



3203 



wo 01/075067 



PCT/l]S(M/08631 



SEO ID 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in LISSN 
09/540,217 


Nucleotide 
locution or first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for l:ist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24243 


5461 1 


A 


24381 


1 


2208 


MLLVSASVNAMSISGQAGKEY 

TN IG VG FGTETTGL A LSG N WTH 

NDDDGDVAGVGLGLNLPLGPL 

MATVGGKGVYTNPNYGDEGY 

AAAVGGGLQWKIGNSFRLFGE 

YYYSPDSLSSGIQSYEEANAGA 

RYTICVQVFVVVMLIRNQLFTP 

VNTAIDGFATNYAIMPAYAVG 

EGVATHGLOFELMRTTGGNTQ 

HVFHHPLPLFAMWRYAAEMFP 

YQQMCQFVRYHFFNKSFTVFQ 

QQNGIEANFIAFQPGRSGGGSA 

LG RN VFG FRYQPQCQQDKQ Y V 

QSRIHPEGVGVTQRVEHGQERC 

ANDHVQSSGTELMQEGVMSAS 

LKNQQGFSLPEVMLAMVLMV 

M 1 VTA LSG FQRTLMTN^ SL ASRNQ 

YQQLWRHGWQQTQLRAISPPA 

NWQSGAAMLRVYHSNRLDVL 

EALMEFIVERERLDDPFEPEMIL 

VQSTGMAQWLQMTLSQKFGIA 

AN 1 DFPLPASFI VVnDMFVRVLPEI 

PKESAFNKQSMSV/KLMTLLPQ 

LLEREDFTLLRHYLTDDSDKRK 

LFQLSSKAADLFDQYLVYRPD 

WLAQWETGHLVEGLGEAQAW 

QAPLWKALVEYTHQLGQPRW 

HRANLYQRFIETLESATTCPPG 

YLRASLYAAIQHALASVREHTT 

LVVIAHRLSTIVDADTILVLHRG 

QAVEQGTHQQLLAAQGRYWQ 

MYQLQLAGEELAASKGHAELY 


24244 


54612 


A 


24382 


2 


729 


DCSPLIDHCDADTILVLHRGQA 

VEQGTHQQLLAAQGRYWQMY 

QLQLAGEELAASVQPLPNSDRR 

GSMKLVTVIIKPFKLEDVREAL 

SSIGIQGLTVTEVKGFGRQKGH 

AELYRGAEYSVNFLPKAAYTG 

KIGDG/KlFVAELQRViRIRTGEA 

DEAALYLWHTATERDGPFRNF 

TAG AFRA SLPHPA RHG RRPI LA 

APFMPVNPSRLPPRRRHLASGR 

SLRFNCCTAGDETCSARSGERR 


24245 


54613 


A 


24383 


683 


1161 


RTGHCH/SAFSFSTVLTSCSLSRP 

SFLAHRLQYLLRVAEPLPNSDR 

RGSMKLVTVIIKPFKLEDVREA 

LSSIGIQGLTVTEVKGFGRQKG 

HAELYRGAEYSV^JFLPKVKIDV 

AIADDQLDEVIDIVSKAAYTGKI 

GDGKIFVAELQRVIRJRTGEADE 



3204 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/LSO 1/08631 



SEQ ID 

NO: 


SEQ ID i\'0: 
of peptide 
sequence 


Met 
hu(i 


StQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion* \==possiblc nucleotide insertion) 


24246 


54614 


A 


24384 


631 


1 149 


FFGIKEQVITANNANSNRNKTD 

RCCRNWLEDHADNHCHKHSEV 

MPCLRRHTVGDRDKKHDTHH 

HQWGQ*FPYIIFWLVSPLJA]SRS 

KVSTHGLRQRDFILLREASQSF 

RFVLRVYDVADHIAGKFTVHD 

LQFIGYHGGQAQLVAQVFSKES 

KAAGGNRHFPAQRFQLEHQLR 


24247 


54615 


A 


24385 


833 


1264 




24248 


54616 


A 


24386 


1 


1632 




24249 


54617 


A 


24387 


2078 


2371 




24250 


54618 


A 


24388 


1 


159 




24251 


54619 


A 


24389 


530 


811 


RPGTGTAAQVLNRRIKISRST+L 

TVVMGYWSHPSVSLLKWDRJl 

KSPKCSSALRVNISNTLLSTARR 

RKRYLIVIPALLVVRRCRPRGPS 

ACG 


24252 


54620 


A 


24390 


1806 


2115 


A AFQE I EL AFQDPQC VG LLTAP 
MLMPLFLDQLILQCFFW/W/TN 
LERA*TSFSALFIDLQPPGYRTT 
TSKHKVSSSLIKGHVLLDHSFH 
DLNTQL W 1 STN A FRFGN 


24253 


54621 


A 


24391 


1476 


1751 


ALLLVSFASQRFISA/TVGNQNA 

GVDLLNLTLLVGGIFVLNNAGN 

FAVFTGDTSITGRIIQFHRQQTN 

ATLRFSITQTLECFDRDQRHVA 

VEH 


24254 


54622 


A 


24392 


606 


4519 


EEVVRAISAKRNEPEWMLEFRL 

N A YRA WLEMEEPH WLKAH YD 

KLNYQDYSYYSAPSCGNCDDT 

CASEPGAVQQTGANAFLSKEV 

EAAFEQLGVPVREGKEVAVDAI 

FDSVSVATTYREKLAEQGIIFCS 

FGEAIHDHPELVRKYLGTVVPG 

NDNFFAALNAAVASDGTFIYVP 

KGVRCPMELSTYFRINAEKTGQ 

FERTILVADEDSYAAKRLTDYP 

HQLSGGERQRVMIAMALLTRP 

ELLIADEPTTALDVSVQ 


24255 


54623 


A 


24393 


129 


256 





BNSDOCID: <WO 01 75067 A3JA> 



3205 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loc:itiun of last 
codon for last iiinino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24256 


54624 


A 


24394 


1 


1082 


MAMSKVKSITRESWILSTFPEW 

GSWLNEEIEQEQVAPGTFAMW 

WLGCTG I WLKSEGGTN VC VDF 

WCGTGKQSHGNPLMKQGHQM 

QRMAGVKKLQPNLRTTPFVLD 

PFAIRQIDAVLATHDKNDHIDV 

NVAAAVMQNCADDVPFIGPKT 

CVDSWIGWGVPKERCIVVKPG 

DVVQVTALEIHAPDAFDRTAPI 

TWL ADQKRRRTVKG RTTRPCN 

RSVTVRPRRRDAVIGRFYRHQS 

ITQKGLLLMVMPGCAFPLWIDS 

ELNLTFIDALFEGVSGITTTGAT 

VIDDVSSLPRAYLYYRSQLNFIG 

GLGVIVLAVAVLPLLGIGGAKL 

YQSEMP/AAI*G*QTHSPPGRYV 

TDTVDNLFFIRCRT 


24257 


54625 


A 


24395 


49 


281 


ASDHRYLCSQSVPLRGIPACYL 
LQAPLTRWR/RIPPSRRICAAIDS 
AISRSPQRWLTAVCCGTVNFTN 
TCLLPDGVCA 


24258 


54626 


A 


24396 


737 


1419 


CIWRMYSHRLVAWRRCVKRR/ 

RYLTRFAKTRGVAIVMVGHVT 

KDGSLAGPKVLEHCIDCSVLLD 

GDADSRFRTLRSHKNRFGAVN 

ELGVFAMTEQGLREVSNPRGR 

GKRKFl SPKKTPA LAKFRRNLL 

PPKVPGNGTSVRFRHSRICWMN 

PLPGAAWNCILTLKKPISPGVQ 

VFPESFTPARLEAFAGRSQACL 

VPAQNILHQKSQAWLFDFPEQE 

KELRELSAWMAGA 


24259 


54627 


A 


24397 


526 


1693 


STTGIRS1AMS1MPILSWRRVRA\ 

LCVICETRQIVRDPSSWLIAVVtP 

LLLLFIFGYGINLDSSKLRVGIFL 

EQRSEAALDF\THTMTGSPYIDA 

TISDNRQELIAKMQAGKIRGLV 

VIPVDFAEQMERANATA PIQ VI 

TDGSEPNTANFVQGYVEGIWQI 

WQMQRAEDNGQTFEPLIDVQT 

RYWFNPAAISQHFIIPGAVTIIM 

TVIGAILTSLVVAREWERGTME 

ALLSTEITRTAELLLCKLIPXYYFV 

LGMLAMU.LCM\LVSVFILGVP 

YRGSVLILFFISSLFLLSTLGMG 

LLISTITRNQFNAAQVALNAAF 

LPSIMLSGFIFQIDSMPAVIRAVT 

Yl 1 PA R YF VSTLQSLFL A GN I P V 

VLVVNVLFLIASAVMFIGLTWL 

KTKRRLD 



3206 



BNSCXDCID: <WO_017S0e7A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peplide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=:Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24260 


54628 


A 


24398 


655 


915 


1AVNVTLAFNGGKQLR*STSLL 
CCQEGLAFAVNLRQHFRVQTIS 
FFFLPVLRFWRPGIQQAKKCHP 
APRTAKGIPQQVIRAMRLLFK 


24261 


54629 


A 


24399 


549 


827 




24262 


54630 


A 


24400 


472 


626 


WRFFRPRKDN [RRTLFADGHQI 

AAQPGLNLSCTRTIF*IKRJNTFP 

GRWRK 


24263 


54631 


A 


24401 


333 


617 


SDQSETDYRFADGERHLENQPH 
AGQTGRGGAGPGCTLYQRFAQ 
LCEVSEVERSGCRTLSAQHVEQ 
NLPAAICGGDDADGAVVHLWT 
TA*RTRIGTLRSGPKMNDSAIS!I 
TATDSGWKILLHMLS 


24264 


54632 


A 


24402 


74 


265 




24265 


54633 


A 


24403 


1 


1005 




24266 


54634 


A 


24404 


1068 


1185 


SVAIRQASTGNRCQCLCPACA 
WA*VNADVK*SARVSRL 


24267 


54635 


A 


24405 


1 


2292 




24268 


54636 


A 


24406 


720 


2496 


RRAGYRKAADAMTTIVPEKLS 

REVGSHFHALDRTTAVHRQPVl 

SATTTVHEFLRCHQFPLVVCDG 

GRMTPRAMFLFSSAHILMPLNY 

HNSHINTLFPVAGTLMVEPTES 

ESKVELDRFFDAMLAIRAEIDQ 

VKAGVWPLEDNPLVNAPHIQS 

ELVAEWAHPYSREVAVFPAAL 

VTGGSRGIGRATALLLAQEGYT 

VAVNYQQNLHAAQEVMNLITQ 

AGGKAFVLQADISDENQVVAM 

FTAIDQHDEPLAALVNNAGILF 

TQCTVENLTAERINRVLSTNVT 

GYFLCCREAVKRMALKNGGSG 

GAIVNVSSVASRLGSPGEYVDY 

AASKGAIDTLTTGLSLEVAAQG 

IRVNCVRPGFIYTEMHASGGEA\ 

GRVDRVKSNIPMQRGGQAEEF 

AVQTFPVWRVAQHCAVRPFRQ 

RIGQLRDIFHLKGDQFTNPRKT 

GVTPQPPCSTYPDPSPPPVPAAG 

HIDRPALAPTFTPPIMCSKATVK 

PLSPSPPGTPDPASVLPFREQRA 

AVHRLRTVVTRHLLALRRDPF 

ANRHRQQDQRNGGFHHRQRHL 

HTGKTRSLHHHQFAALRQHPK 

TKQRRKQSRHREEDLHIFRHAQ 


24269 


54637 


C 


24407 


49 


186 




24270 


54638 


A 


24408 


470 


Sll 




24271 


54639 


A : 


24409 


1 


1006 




24272 


54640 


B : 


24410 




2793 





3207 



BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \«=possible nucleotide insertion) 


24273 


54641 


A 


2441 1 


463 


1258 


CCRSSWCNSDSETGLQIVASYF 

EDRNGDSXLALRPEGTAGCVRA 

G I EHG L L YNQEQRLWY I G PM F R 

HERPQKGRYRQFHQLGCEVFG 

LQGPDIDAELIMLTARWXWKAL 

GISEHVTLELNSIGSLEARANYR 

DALVAFLEQHKEKLDEDCKRR 

MYTNPLRVLDSKNPEVQALLN 

DAPALGDYLDEESREHFAGLC 

KLLESAGIAYTVNQRLLNYRLS 

ANLIENNLSLFDGEGIYRFYHPK 

PTKNAERENRQCRNDLFFRCGF 


24274 


54642 


A 


24412 


221 


832 


TMAENQSTVENAKEKLDRWLK 

DGITTPGGKLPSERELGELLGIK 

RMTLRQALLNLEAESKIFRKDR 

KGWFVTHPRFNYSPELSASFQR 

AAIEQGREPFWVGFTEKNRTSDl 

PETLAPLIAVTPSTELYRITGWG 

ALEGHKVFYHETYINPEVAPGF 

lEQLENHSFSAVWEKCYQKEPV 

VKKLIFKPVRMPGDISKYLGGS 

AGMP 


24275 


54643 


A 


24413 


158 


481 




24276 


54644 


A 


24414 


2201 


2350 




24277 


54645 


A 


24415 


621 


1830 


AGWKRGGAGEPDQGLQA\EME 

VLENLQELKDLNQRQAHAESKI 

FRKDRKGWFVTQPRFNYSPELS 

ASFQRAAIEQGREPSWGFTEKN 

RTSDIPETLAPLIAVTPSTELYRI 

TG WG ALEG HK VF YH ETY 1>4PE 

VAPGFIEQLENHSFSAVWEKCY 

QKETVVKKLIFKPVRMPGDISK 

YLGGSAGMPAILIEKHRADQQG 

NIVQIDIEYWRFEAVDLIINLCF 

MVTINNARKILQRVDTLPLYLH 

AYAFHLNMRLERVLPADLLDIA 

SENNLRGVKIHVLDGERFSLGN 

MDDKELSAFGDKARRLNLDIHI 

ETSASDKASIDEAVAIALKTGA 

SSVRFYPRYESNLRDVLSIIAND 

lAYVRETYQDSRLTFNIEWGKS 

SCCSPY VHP W AKLAA I Y YRLQP 

HINDAF 


24278 


54646 


A 


24416 


83 


502 




24279 


54647 


A 


24417 


15 


95 




24280 


54648 


A 


24418 


500 


786 


LTQRFGTVPLLLQVAYLYSAFFF 

TPEFLRPAPPLFSAAVLPEQRQR 

AQGIGGLVIRPTVELHQALQLF 

FGHQPKIQSLHALLRGSTGFQA 

SFRLPL 



3208 



BNSOOCIO: <WO_017S067A3JA> 
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PCT/USOl/08631 



SEO ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X'^linknown, 
*-Stop codon, A^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24281 


54649 


A 


24419 


1 


2914 


MYYSHASCVADQYACGMHRT 

PSRTGRPRIHAPRQARLKPQVK 

VASKKRNARDKMQPPNEQQKT 

RAHACTPSSRFRAVVRTLTCPV 

VANVTRIFPRYFSNTRVLRRRR 

KQARGTWWRLRHLHLYVQPH 

KHTSYYIYRLYRVTYVMSAQV 

VDTGIYEFTTRKHDIGTIELPNS 

EIRYHGNPAMSRPRKTPTPPNSP 

ASERATGPTTLLPPIRQRRYAA 

RHTSTIAYTNSTSDIFEAPYNKA 

APIMRYTSVYCSLFSP 


24282 


54650 


A 


24420 


2 


420 


CPYPENRWRGKILARPLLFRAA 
♦ASRFAGAGMPGRLIPTVRPRN 
SNSGRLVSASRCAKESLTVTTC 
TPLPGSAVREASN 


24283 


54651 


A 


24421 


212 


497 




24284 


54652 


A 


24422 


1 


1149 




24285 


54653 


A 


24423 


535 


589 




24286 


54654 


A 


24424 


1 


1458 


MFDPETLRTFIAVAETGSFSKA 

AERLCKTTATISYRIKLLEENTG 

VALFFRTTRSVTLTAVGEHLLS 

QARDWLSWLESMPERAATVW 

MFVPTPLSVASGLQRIGRAGHQ 

VGGVSKGLFFPRTRRDLVDSAV 

IVECMFAGRLENLTPPHNPLDV 

LAQQTVAAAAMDALQVDEWY 

SRVRRAAPWKDLPRRVFDATL 

DMLSGRYPSGDFSAFRPKLVW 

NRETGILTARPAAFAADSDIAD 

GQTQRFDFSILQSMAHDLSQTA 

WR/GIQYDAEKSLWHNVE\NRQ 

LDAQFFHMGMGFRRRVRMFSV 

DPATHLAREIHFRPELFKYNDA 

GVDTKQLEGQSDLGFAGFRVF 

KAPELARRDVVSFLGASYFRAV 

DDTYQYGLSARGLA IDTYTDSK 

EEFPDFTAFWFDTVKPGATTFT 

VYALLDSASITGAYKFTIHCEKS 

QVIMDVENHLYARKDIKQLGIA 

PMTSMFMPRKNASRLSKRCYDI 

RERDGREERK 


24287 


54655 


A 


24425 


157 


650 


PIRASTCLFKPLITQCFRQFGSE 

GVNDHLLGILLIDPARAQIEYLF 

IINTPHRRAVAAFHlICiDFQLRF 

RIHFRQFAHQQIVVGHLTIRFDG 

VLRDVDQTVKYRAAFVADDSF 

VQLSAVTKTFIVFQPGTGITHLV 

FHRHRQAQ*PFKVPFSRRLR>4G1 

HTHC 


24288 


54656 


A 


24426 


269 


2024 





3209 



BNSDCXJID: <WO 0175067A3_IA> 



wo 01/075(»67 



PCT/USOl/08631 



SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleolide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24289 


54657 


A 


24427 


1 


3548 


MPRSNYFSERCKGEIFLKFENM 

QRTGSFKIRGAFNKJLSSLTDAE 

KRKGVVACSAGNHAQGVSLSC 

AMLGIDGKVVMPKGAPKSKVA 

ATCDYSAEVVLHGDNFNDTIA 

KVSEIVEMEARIFIPPYDDPKVI 

AGQGTIGLEIMEDLYDVDNVIV 

PIGGGGLIAGIAVAIKSINPTIRVI 

GVQSENVHGMAASFHSGEITTH 

RTTGTL A DGCD V SRPGN LTY E I 

VRELVDDIVLVSEDEIRNSMIAL 

IQRNKVVTEGA 


24290 


54658 


B 


24428 


1 


2691 




24291 


54659 


A 


24429 


2174 


3315 


NLPKPDWARSAPHPASANYKS 

NTRRLPFAREQ/QDQHTLLAGT 

LFI AKI L 1 PMQl AQS A A YRRRCP 

DAQLHFLPLQLAPRGHRYKRV 

CQVRYPPIIALIPVVFRLMNDAN 

GLSQPADAGLAHHEMRNFLDF 

ASSNVAASRRRCVAALPCATG 

KG RQ ANEQA EN KCSKDPQTH R 

TDNKETKTPPARPirri QPHTK 

EEEPLSTPTQTKHPPTHVTGTGP 

HPTPASGQTEKHERKRPTQQKS 

N A RQIM SKDICRTPN KSKTTKPN 

RGYNQHPAGEPTMSTHEKVKP 

HQQNRKIQAPPKRQKTDHRHT 

FTNTHPHPFHRAASTTTQAAPPP 

RRATRSGTSATAHNNTEPHGTR 

HTQPGDHKRAEEHDRTADEPT 

PPEHTLPSHTQLGP 


24292 


54660 


A 


24430 


1 


2925 




24293 


54661 


A 


24431 


341 


689 


RPLAFRQRCTFYWR\PGSANCR 

LV*GASGTDPRLYSPCAAAADD 

CGRRQNAGRRRRATSGD*SPHR 

RWENALLFDSRHRHCPRRAKN 

AGGEYRQRGIAGSDLQQRFTA 

AEKDHSRS 



3210 

BNSDOCIO: <WO_0175067A3.IA> 



wo 01/075067 PCT/US01/08r,31 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24294 


54662 


A 


24432 


1 


1931 


MGTLLGTLTVLTLVAEELPAET 

DVAADPAASPTCTAVlvjQTIGRA 

IVAADFFIIFQLWQNTVRQLVT 

HFKPHGQSEMSDTPELINRARY 

LTYL YCRQPA KA I R£LSEQEL A 

WKKQATHEYQVLVTRCKQTL 

HQVEPLREIEPGRKRLVFDENL 

RPKQNPIPHLLDTCWPLTVDEH 

ANRSSIG^fNN!SFVVNRAVVTN 

VLNTMRTACNSQATIQIYNADI 

ARDFGTRGIFSINSGFSTVIRGG 

VVTVDLSAGAAIGDSALAFVID 

DGLVAVNLDTDGLRJGDGHGA 

LVIHRCAVAGDINTVTAAADM 

DLEDPRHSARFGVPRTQVRTW 

VALYEKHGEKGLIPKPKGVSAD 

PECVLGRESCDRAAHVPYQAA 

AHFMLAGSGSVARWLKVYEER 

GEAGLRALKIGTKRNTAISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

A AEl PRSTFY YHLKALSKPDK Y 

ADVKKRJSEIYHENRARYGYRR 

VTLSLH REGKQIN H KA VQRLM 

GPSHLKQRLRSSDTA LTEERDF 

KATRPNEKWVTDVTEFAVNGR 

KLYLSPVIDLFNNEVISYSLSER 

PVMNMRRSRPG VG YFY A LTP V 

YLANRLQALLGVEQ/HHPDGEL 

FLTGYVADGGYHS 


24295 


54663 


A 


24433 


3 


158 




24296 


54664 


A 


24434 


1 


3432 





3211 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/IJS01/0X63I 



SKQID 

NO: 


SEQ lU NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location offlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linkno>vn. 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertmn) 


24297 


54665 


A 


24435 


1298 


2649 


TF ITRPTSNGTSl FKLMN R R R L E 

GGNVATLR/RLTIGMIFQDIIHI. 

LMDRTVYDNVAIPLIIAGASGD 

DIRRRVSAALDKVGLLDKAKN 

FPIQLSGGEQQRVGIARAVVNK 

PAVLLADEPTGNLDDALSICilL 

RJLFEEFNRVGVTVLMATHDINL 

iSRRSYRMLTLSDGHLHGGFGC; 

RLDRFRKSVGGSGDGGRNAPK 

R A K SS PKP VNRKTN V F N F( ;> V R 

YAFHGALQDLKSKPFATFL rv 

M VI A ISLTLPS VC YM V Y K N V NQ 

AATQYYPSPQITVYLQKTIJ3DD 

A AAGDPDRPSLQLRWR V 1 PC i FS 

I A V Al YFLNESLG RPL M I TG Y S A 

ECSLL A WP V RSG L RK A P M K TF 1> 

LQSLTIIEAQQKQFALVDSICRH 

FPGSEFLTGGDLGLTPATFI.KPR 

RLPSGVEQVLADAFHAQAAAL 

VQGAGTGAIRAGLAALLKPGQ 

RLLVHDAPVYPTTR 


24298 


54666 


A 


24436 


546 


707 




24299 


54667 


A 


24437 


428 


1464 


RNSRSLAEISRLRGQTRSG I . PM 

LLNLQSMGAS/WYLSPVIDLFN 

NEVISYSLSERPVIVTNMDHHLL 

MDRTVYDNVAIPL1IAGASGDI> 

IRRRVSAALDKVGLLDKAKNFP 

IQLSGACWHCRAVVNKPAVLL 

ADEPTGNLDDALSEGILRLFRKF 

NR VG VT VLM A TH DINLISRRSY 

RMLTLSDGHLHGGFGGRLDRF 

RKSVGGSGDGGRNAPKRAKSS 

PKPVNRKTNVFNEQVRYAFHG 

ALQDLKSKPF ATFLT V M V 1 A 1 SL 

TLPTSCYMVYNIAKSERISDIST 

QLNAFPGCEVA VSDAPSGOLI V 

V VEAEDSETLIQTI ES V RN V EG V 

LA VSL V YHQQEEQG EETP 


24300 


54668 


A 


24438 


1 


429 




24301 


54669 


A 


24439 


307 


424 




24302 


54670 


A 


24440 


300 


468 




24303 


54671 


A 


24441 


946 


1558 


KGCVSIPFFSFSWAVMSNL l YL 

QGYPEQLLSQVRTLINEQRLGD 

VLAKRYPGTHDYATDKALWO 

YTQDLKNQFLRN A PPI N K V M Y 

DNKIHVLKNALGLHTAVSRVO 

GGKLKAKVEMRVATVFRNAPE 

PFLRMIVVHELAHLKEKEIINK 

AFYQLCCHMEPQYHQLEFD FR 

LCNRJRLNGHDHFRRRYALFRV 

NTGRTASPVIQP 



3212 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/(»75(K>7 



PCT/USOl/08631 



SCQ ll> 

NO: 


SEQ ID NO: 
ol* peptide 
sequence 


iMet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X^Dnknown, 
'^=Stup codon, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 


24304 


54672 


A 


24442 


1 


774 




24305 


54673 


A 


24443 


1 


452 


MELKJCLMEHISllPDYRQAWKV 

EHKLSDILLLTICAVISGAEGWE 

DIEDFGETHPDFLKQYGDFENG 

JPVHDTIARVVSCICPAKFHESFF 

NWMLDYHSSDDKD/DHRN*W 

KNTPAFL*QESP*GSDSCH*CVL 

NNAQSGHRTDQDG*EIQ 


24306 


54674 


A 


24444 


486 


572 




24307 


54675 


A 


24445 


1 


683 


MHSLVIGQIKTDKKSNEITAIPE 

LLNMLDIKGKIIKTDAMGCQKD 

lAEKIQKQGGAVMNLQRFDDST 

LIRIFALHELHRLKEHGLTRGAL 

LDYHSRYKLVFLVAHPQPESRK 

LGPFWADIHQWQNLDDYSPQY 

RQRVVVLLSHPANARDHTNVL 

MHVQGYFRPHIDSTERQQLRAL 

I DS YRKGEQPLL APLMRIKH YM 

ALYPDAWLSGQRYFELWPRVI 

NLRHSGVL 


24308 


54676 


A 


24446 


896 


1066 


WRLSPSSR*LMPKVPR]QAYFT 

T*YCS*VIQRSPC*FHCYSRSIPW 

AWGAGKQSLT 


24309 


54677 


A 


24447 


1 


3660 




24310 


54678 


A 


24448 


1 


1530 




2431 1 


54679 


A 


24449 


1 


1890 




24312 


54680 


A 


24450 


746 


1872 


KHWRGSLISLSTPARFNGGPFW 

GANQGGDPKGRGGSQRALFRR 

KNNRGGETVSGAEDACIVNNN 

AAAVLLMLAATASGKEVVVSR 

GELVEIGGAFRIPDVMRQAGCT 

LHEVGTTNRTHANDYRQAVNE 

NTALLMKVHTSNYSIQGFTKAI 

DEAELVALGKELDVPVVTDLG 

SGSLVDLSQYGLPKEPXMPHELI 

AAGVSLVSFSGDKLLGGPQAGI 

IVGKKEMIARLQSHPLKRALRA 

DKMTLAALEATLRLYLHPEALS 

EKLPTLRLLTRSAEVIQIQAQRL 

QDPLAAHYGAEFAVQVMPCLS 

QrGSGSLPVDRLPSAALTYTPH 

DGRGSQLESLADRWRELPVPVI 

GRIYDERLWLDLRCLEDEQRFL 


24313 


54681 


A 


24451 


1358 


1419 





BNSDOCID: <WO 0176067A3„IA> 



3213 



wo 01/075067 PCT/lJSOl/08631 



SEQ ID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino :icid sequence ( X=lJnkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


24314 


54682 


A 


24452 


1 


1568 


MKGRNiDAQEIQKRYGMVGDP 

VIIGVVLGLIFGLAAGEGFKGC 

ASLMITVAAIMVLFPRMIRLIVE 

GLLPISDGARKFFQKYFKGREV 

YIGLDTAVTLGHPTTIAVGLLLI 

PIMLILASILPGNKVLPLADLPV 

APFFICMATVIHRGDLVRTLISG 

VIVMITVLLIATQFAPYFTEMAL 

KGGFSFAGESAQISALSVGNMF 

GWSISELMSLGIIGRVVAVGIVA 

SVVLFLRVLSMSWLKEVIGTEK 

AVIAMCHLRALPGDPSFDAQLG 

MNWVIDKAWDDLMALQNGG 

VDAVMFSNEFSLPYLTKVRPET 

TAAMARIIGQLMSDIRIPFGVNV 

LWDPVASFDLAMATGAICFIREI 

FTGAYASDFGVWDTNVGETIR 

HQHRiGAGEVKTLFNIVPEAAV 

YLGNRDICSIAKSTVFNNHPDA 

LCVSGLTAGTRTDSALLKRVKE 

TV PDTVV VL ANTG VCLEN VE EQ 

LSIADGCVTATTFKKDGVFANF 

VDQARSNNPSAIPAAFVKSIDG 

DRYQINPNRHGVNDG 


24315 


54683 


B 


24453 


I 


3352 




24316 


54684 


B 


24454 


60 


2284 




24317 


54685 


B 


24455 


1 


2475 




24318 


54686 


B 


24456 


1 


2890 




24319 


54687 


A 


24457 


1065 


1139 




24320 


54688 


A 


24458 


282 


615 




24321 


54689 


A 


24459 


2657 


2919 




24322 


54690 


A 


24460 


1 


835 




24323 


54691 


A 


24461 


167 


338 




24324 


54692 


A 


24462 


834 


1515 


LRWCSMPCCRWSKDRAAPSPA 

YSRLSSHVIIAGYVGGGVARG\ 

HSWVFVALTLVLTAVLFSLAGL 

LNGVFAKTFDDISLVPTFVLTPL 

TYLGGVFYSLTLLPPFWQGLSH 

LNPIVYMISGFRYGFPWLNHNR 

PGVAVDINRLLLPRKQEKLGIK 

LDKDQLIAGVQDAFADKSICLS 

DQEIEQTLQAFEARVKSSAQAK 

MEKDAADNEAKGKEYREKFR 

QIPSVSSCQKQ 


24325 


54693 


A 


24463 


3 


557 




24326 


54694 


A 


24464 


255 


693 




24327 


54695 


A 


24465 


3 


242 


QKAPVLANQRQPRRPTGALLLE 
/S LPL V A ESSDG * EPMTN ATEPH 
SRPLP 



3214 



BNSOOCID: <WO 017S067A3JA> 



WO(ll/(»75»67 PCT/lJS(tl/0S631 



StQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SI:Q id NO: 
in USSN 
09/540*217 


Nuclcc»lide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkn<»\VM, 
*-Stop codon« /=po$$ibic nuclciMide 
deletion, \-possiblc nucleotide inNcriion) 


24328 


54696 


A 


24466 


I 


2636 


MKNHRTPETHPLTWRLRDDKO 
PVWLDEYRSKNGYEGAKK.ALT 
GLSPDEIVNQVKDAGLKGRGG 
AGFSTGRKWILMPKDESMNIRY 
LLCNADEMEPGTYKDRLLMEO 
LPHLLVEGMLISAFA LK A Y RG Y 
IFLRGEYIEA A VNLRR A 1 A ETTE 
AGLLGKNIMGTGFDFELF VI HG 
AGRYICGEETPPLLKPO IGVWQ 
RHSCWKLQELAMNDRDFMKY 
SRQILLDDIALDGQQKLLDSQV 
LIIGLGGLGTPAALYLA 


24329 


54697 


A 


24467 


506 


673 




24330 


54698 


C 


24468 


1 


341 1 




2433 J 


54699 


A 


24469 


2455 


2694 




24332 


54700 


A 


24470 


1 


1081 


MGGLRDPWLHKLRSLWGLCR 
YGHKEQYDHIRI ELN LA PG 1 ) IT 
LVPTGLAIHIADPSL A A M M LPR 
SGLGHKJ^GI VLGNL VG LI DSDY 
QGQLMISVWNRGQDSFTIQPGE 
RJ AQM 1 F V P V VQ A E FN L V E DY D 
ATDRGEGGFGHSGRVFCNMAE 
KQTAKRNRREEILQSLALMLES 
SDGSQRITTAKLAASVGVSEAA 
LYRHFPSKTRMFDSLIEFIEDSLI 
TRJNLI LKDEK DTT A R L R L 1 V L L 
LLGFGERNPGLTRILTGHALMF 
EQDRLQGRJNQLFER 1 E A Ql . RQ 
VLREKRMREGEGYTTDETLLA 
SQILAFCEGMLSRFVRSEFKYRP 
TDDFDARWPLIAANSCSNMTPD 


24333 


54701 


A 


24471 


93 


475 


RCKCADAATRGKSRRDLPDVQ 

NSARQYG/Wl/GCATH A RSG ♦ H 1 

VEAVQSGA'PPQPLRPRGTSRKV 

STDRYWRAASQLPAOYODLTSI 

YDVYTVPDRVAKRAFKSPPDD 

GPVMWRMGHQPHLIPRNVLAO 


24334 


54702 


A 


24472 


254 


1150 


RFLTCRYGPGMAEDMQSLVGG 
TVTRSG*LSVVVNNNGF7LLAK 
ELSVQVGIRPEYLDRLLHAFSG 

gqrqriaiaralssqpdvivlde 

ptsa ldi s vqaq] ln l l vi lqe n 

hgltyvlishnvsvirhmsdrv 

avmylgqivelgdaqoeiaqa 

lrrtpapmvyignlgrelsi,pa 

anlklesklaimeqyvgkkvid 

avivgpkvdvsavkerivioev 

leasdipyrhdrqllhn a lek a 

lqalggLeviqlyrjidsnlvpg 

QLLKTSEMGKTRLYAADSRLIA 

akgspiqptldslk 



3215 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/US01/0863I 



SKQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=ljn known, 
^^'Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24335 


54703 


A 


24473 


1874 


2927 


KEDQVKGGMVCPKKLLCQGTR 

*RGGVVGGISQASVTSViGYSA 

SCQPTPAIMQLHL/ANAASRJU- 

QPDRNRPNPGWHRPPIHAFTTP 

GLVSVSFLGYPCSTPTCLPFSES 

SVGESVNLWPQSNENLRRTLV 

GEGNLLLTFIGNGKHEIIASIFFA 

FSEGISAQSHWQPRYISPASVCT 

LVTEIDIKANKITFSIFDENAGA 

WLPPFCKAVVPGWVYKPNLGH 

EI AC VDH WLMPNRLl EN LCDIM 

LPIWVLTKFNDCCAGCVPCCVII 

VDDALHGAPKRMCCCTTRGMR 

LLKLSVHAA1 RSTLQQASHGH 

CAWSAPGWLDTSGMDGDRLW 

WTLHEVLRDLCTSHGNIVESAR 


24336 


54704 


B 


24474 


1 


672 




24337 


54705 


B 


24475 


1 


2496 




24338 


54706 


A 


24476 


3260 


3363 


RPDSGGP^RQRRYLRCADHRRR 
AVRNQQQLTACA 


24339 


54707 


A 


24477 


112 


224 




24340 


54708 


A 


24478 


1614 


2326 


CTYSRKCRPDKRSASGNFALSS 

LKSSPLTKNRRYWKVSPTHLLL 

SKRPKISLNAYFGACSLVRPVL 

AAASDWTLQGAWSPTRAKALP 

ICESWRIPYADSLSSLAASCDAV 

FVHSSTASHFDVVSTLLNAGVH 

ICVDICPLAENLRDAERLVEGVM 

REWREERGQGVVHKPIPGWQS 

TLEQRGFVGCARHFIECVQNQT 

VPQTAGEQAVLAQRIVDKICSS 

FNVVRVAPLGDPIQSKPVV 


24341 


54709 


A 


24479 


19 


885 




24342 


54710 


B 


24480 


1 


1704 




24343 


54711 


A 


24481 


974 


1156 





BNSDOCID: <WO 0175067A3JA> 



3216 



wo 01/075067 PCT/IJS(M/0S631 



SKQ ll> 

NO: 


SKQ II) NO: 
of peptide 
sequcnci' 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location (»f Ihs( 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


24344 


54712 


A 


24482 


162 


1602 


HRRKRARGTPfCATTTRKPARTI 

ETLSPLLAILAFAPKLAICTRSPL 

L/DDMTPFTQCTNAYSHSGIRNP 

TAISSAAYPRRJTGY/KLGPTGE 

ERTVYGIYGISESNLAECEKGV 

KSAVALTPALQPIDGVAVSYID 

AAVALGNTINEMDKYYTQENY 

K.DDAFAKGKTLHQTFLKNLEA 

FEPVAESYHAAIQEINDKRQLA 

ELKNIEEREGKTFHYYSLAVMI 

SAKQINNLISQDKFDAEAAMKK 

VSELETLVAQAKEADKGGMNF 

SFINSAGQYQLEAKKYVRRIRD 

KVPYSDWDKEQLQDANSSWM 

VEDSFPRALREYNEMLMTRIGG 

GAGDQDMVNDFSYSPQLVGRG 

WFNDQVATGCTRDSTFNQQQV 

ALSVNAYYVVNRFGKIDWKPM 

YAEADKLLAKPNMRFKSDKLV 

GDLSIGDQQMVEIAKVLSYESK 

VIIMDEPTDALTDTEAESLFRVI 

REMKSQAPRYCLYLPPHENNL 


24345 


54713 


B 


24483 


1 


1263 




24346 


54714 


B 


24484 


148 


894 




24347 


54715 


B 


24485 


1 


1071 




24348 


54716 


B 


24486 


168 


1088 




24349 


54717 


B 


24487 


1 


1236 




24350 


54718 


B 


24488 


1 


849 




24351 


54719 


B 


24489 


1 


1548 




24352 


54720 


B 


24490 


1 


1372 




24353 


54721 


B 


24491 


1 


2469 




24354 


54722 


B 


24492 




1917 




24355 


54723 


B 


24493 




1159 




24356 


54724 


B 


24494 




2294 




24357 


54725 


B 


24495 


217 


2476 




24358 


54726 


A 


24496 


477 


916 


SLPECEDRVQYRRSLFADPSYR 
YGLARHGDPRRAGRLRDV*PL 
HE^YRHWHDQS/RLLIASVLPQ 
VWHGACNAMTSSCIARQVS*N 
TALIIRMRKGDLSAVMSSQTGL 
INIVRRGLLLSCFRLTAMKISTV 
SPFRPQMPSIVRSVWC 


24359 


54727 


A 


24497 


1136 


1317 




24360 


54728 


A 


24498 


3 


317 




24361 


54729 


A 


24499 




1245 





3217 

BNSDCXIID: <WO 01 75067 A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SCO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino. acid sequence ( X=lJnknown, 
*=Stop codon« /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24362 


54730 


A 


24500 


85 


1293 


I TV ATTQHQAG LTLRRAG IRQP 

DM A VQRDHLPFR V AG VI RH 1 M 

LMLHSQRRTGLLITAKNRLLFF 

QRRSVPKFHSKLNQAYCLIAAT 

DCPRRLLLICRYPHHFLHQLIIL 

AIGIGSAVFEPHQIIGVSRCCPR 

HLGVERVLFLFLNDFIEQVIIRC 

HVVCQSAPAAANIQYAHPWF* 

LQFFTNHFELRLLGRFQIIGiFPV 

SAGILHEGIKHAAEQVITQIVML 

FADYPGTFFTL/RD*RDERRQY 

AACL*NDGGVGSRDLRVRLC* 

KTYPVGHIPTSHPYN/CSPNPKE 

PSCRTRLKKSGFFTRISAGAEPL 

MAIPARLSNSLACGARDSAAKE 

vllv/frfvlllkqtllnwttk 

nvtslwrtlgspvgvkevraw 

tipva^snraagsgqnpy*f*k:r 


24363 


54731 


A 


24501 


2794 


3531 


SPRDSPTFWTKGGPGGSRGKAL 

RLVVGTDFHQAADNIPDHMMY 

KSIRFNIYHHIRTVTRDINMHNV 

APRGSGLALHRTERGEIILAQQ 

ALRSPMHPFSVQRFVKMGYPFT 

QYRRAQPMIVDDVAITASRGA 

KSGM KIIRYSFNPTHSDVTR* IRI 

YAQGPRRVFAQRGCFEMHNLP 

GTVYPCVSTPGAEDGDGFVRH 

LGERLFQLLLHTADFVLPLPAVI 

LTGGVLNAQRNFINRRLLPYVE 


24364 


54732 


A 


24502 


1 


1767 




24365 


54733 


A 


24503 


1 


1275 


SNPTAIGGRPRRPYQAEDRSLD 

FVDTALNRKILKDSIFHALQTIM 

VGIKDFLRLTQVFFDLATRIPRH 

LYHPVDITTHYGRFCRHRRHHF 

QLLQLCFRFLFCLFRHLRRVDF 

ALQGFVFVRRVVHFTEFFLNSF 

HLLVQIVLTLGFLHLLFNAVAN 

AFLNLQQIDFRFHHCHQIFQTFV 

N VG H LQNRHRKIG I V IFRSD VL 

EHPHRNNTIKLV VQ VTI 1 LQQN 

GDIQAFTAFLSHFLLFGRNGDA 

HHAYVIIRCHVVCQSAPAAANl 

Q Y A H P WF* LQFFTNHFELRLLG 

RFQIIGIFPVSAGILHEGIKHAAE 

QVITQIVMLFADYPGTFFTLQIE 

ETSAGNTQRVFEMMGELVLET 

RLRSPAGFTQWIPHQGCRWSCL 

PVPRGTLALLSPWVVDGTGRR 

GAGGGTPQGGSSCTGAHGGGG 


24366 


54734 


A 


24504 


1 


2052 





3218 



BNSDOCID: <WO 0176067A3JA> 



wo (H/(>75067 PCT/U.S(I1/(»S631 



SKO ID 
NO: 


SEQ II> NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24367 


54735 


A 


24505 


1 


1060 


MNARQQVAALRVPGVEKATIV 

YRRSLQEMPAWREEYEEALHD 

GFRFLNNPERFDADGTLTLRVM 

SLGEPDEKGRRRPVETNETVTL 

LVDSLITAIGEQQDTEALNAMG 

VPLDKNGWPDVDHNGETRLTD 

VFMIGDVQRGPSSIVAAVGTAR 

RATDAILSRENIRSHQNDKYWN 

NVNPAEIYQRKGDISITLVNSDD 

RDAFVAQEAARCLECNYVCSK 

CV\DVCPNRANVSIAVPGFQNR 

FQTLH\LEA\YCNECGNCAQFCP 

WNGKPYKDKITVFSLAQDFDN 

SSNPGFLVEDCRWVPHRGLYH 

RLYREPTWRSEWPRRHICPEGS 

TFPERHCDHLSANNSRNKLLPL 

QKPGFIN 


24368 


54736 


A 


24506 


1316 


2678 




24369 


54737 


A 


24507 


2172 


5242 


lYFSERLPALCTPDAHYREPCQ 

YNCTRLDYDSALNIRELKKVAL 

EKGWDEYKQRWHKPAGSGSR 

HPVAVIGAGPAGLAAGYFLAR 

AGHPVTLFEREANAGGVVKNI 

VPQFRIPAELIQHDIDFVAAHGV 

KFEYGCSPDLTIEQLKNQGFHY 

VLIATGTDKNSGVKLAGDNQN 

VWKSLPFLREYNKGTALKLGK 

HVVVVGAGNTAMDCARAALR 

VPGVEKATIVYRRSLQEMPAW 

REE YEE A LHDG VEFRFLNIM PE 


24370 


54738 


A 


24508 


192 


484 


RGLVHRGRYRWRQKWSAGSP 
ARHPV/SQSTTDTPATHALSTKl I 
SPIPNAP1SALARTTATRL*RSM 
NQPPVKRPTVI PR VKPA * ISEPE 
VGPIILGP 


24371 


54739 


A 


24509 


1 


1713 




24372 


54740 


A 


24510 


1 


651 




24373 


54741 


A 


24511 


3 


783 


PVLSKTPLTAICAIDAAQPQDKP 

YKLTDSLTPGLFLLVHPNGSKY 

WRFRYWLNiCREFLQAlGVYPLI 

TLKEARRRATESRSLIANGINPV 

EQARKEKAIDALNMAAGFKKV 

AEDWFATRVGG WSESY AKQV 

RSALEKDVYPVLGKRSIVDITA 

RD VL A L LQKKERTA PEQ ARN V\ 

AGASVRSSSLPLSPNWGGWLA 

RAAFPHHITIAARMTKHPPCW 

WCTILACRQASLAVRGSTHYSL 

ELLIRRHILSLLRSPICASPLTV 



3219 

BNSDOCID: <WO 01 75067 A3 J A> 



WO 01/075067 PCT/USO 1/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /=possibie nucleotide 
deletion, \=possible nucleotide insertion) 


24374 


54742 


A 


24512 


746 


2387 


WTALPARLKQIRSGRXLPLTVM 

PALRETDTFDTFMESSWYYAR 

YTCPQYKEGMLDSEAANYWLP 

VDIYIGGIEHAIMHLLYFRFFHK 

LMRDASMTNPSSVPRAGGPAL 

LFENPKGYSMPVLCNLFGTPKR 

V AMG MGQED VSALRE VGKJLL 

AFLKEPEPPKGFRDLFDKLPQF 

KQVLNMPTKRLRGAPCQQKIV 

SGDDVDLNRIPIMTCWPEDAAP 

LITWGLTVTRGPHKERQNLGIY 

RQQL1GKNKL1MRWLSHRGG\A 

LDYQEWCAAHPGERFPWSVAL 

GAVPAT1LGAVTPVP\DTLSEYA 

FAGLLRGTKTEVVKCISNDLEV 

PASAEIVLEGYIEQGETAPEGPY 

GDHTG Y YN E V DSFPVFTVTHIT 

QREDAIYHSTYTGRPPDEPAVL 

G V ALNEVFVPI LQKQFPEI VDFY 

LPPEGCSYRLAVVTIKKQYAGH 

AKRVMMGVWSFLRQFMYTKF 

VIVCDDDVNARDWNDVIWAIT 

TRMDPARDTVLVENTPIDYLDF 

ASPVSGLGSKMGLDATNKWPG 

ETQREWGRPIKKDPDVVAHIDA 


24375 


54743 


A 


24513 


576 


878 


NLGSVWHYFRRSPEPATHHDA 

ANLERSPAA*RLSGARYR1LAV 

♦ADQSQTGSGDGSPDLQTGRV 

GDEARHRKRGLHVPQPRSEPPV 

GARGFPYRFATRWR 


24376 


54744 


A 


24514 


2 


878 




24377 


54745 


A 


24515 


1 


735 




24378 


54746 


A 


24516 


1 


1992 




24379 


54747 


A 


24517 


721 


1239 





3220 

■ BNSDCXSID: <WO__017S0e7A3JA> 



wo 01/075067 PCT/IJS(H/<>8631 V 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24380 


54748 


A 


24518 


1 


1954 


RQLNGVQLAFRESFHTVTRVTE 

QHAAGAVAIHQHRNQLLTGAL 

GIFAVAVCCLQQRLDILLADHL 

AEHVQFVIAQFVTCQQHGNGV 

RNRTIIFLLFNELRKIVETVRVQ 

QTQTGEVAFHPQLFRGRVVYG 

PDLNARRGNGVINCSTLEDPQF 

GLILFVYTIGIQVGPGFFASLRV 

SGLRLNLFAVLIVIIGGLVTAIL 

HKLFDIPLPVVLGIFSGAVTNTP 

ALGAGQQILRDLGTPMEMVDQ 

MGMSYAMAYPFGICGILFTMW 

MLRVIFRVNVETEAQQHESSRT 

NGGALIKTINIRVENPNLHDLAI 

KDVPILNGDKITCSRLKREETLK 

VPSPDTIIQLGDLLHLDSRGSPL 

DTQDIDLQINSSVEKQFGDAIRT 

TILDVLARYNVRGVQLNVDDK 

GALDCILRARLEALLARASGLP 

MISASLQQRKTRTRRSMLFVPG 

ANAAMVNNSFIYPADALMFDL 

EDSVALREKDTARRMVYHALQ 

HPLYRDIETIVRV>JALDSEWGV 

NDLEAVVRGGADVVRJLTKTDT 

AQDVLDIEKXEILRIEKACGREP 

G STG LL A A I ESPLG ITRA VET AH 

ASERLIGIALGAEDYVRNLRTE 

RSPEGTELLSARCPIWQAARSA 

GIQAFDTVYSDANNEAGFL/QE 


24381 


54749 


A 


24519 


5121 


5492 




24382 


54750 


A 


24520 


2520 


3525 




24383 


54751 


A 


24521 


1 


1263 


MAINSPLNIAAQPGKTRJLRKSL 

KLWQVVMMGLAYLTPMTVFD 

TFGIVSGISDGHVPASYLLALAG 

VLFTAISYGKLVRQFPEAGSAY 

TYAQKSINPHVGFMVGWSSLL 

DCLLAVVIIAAIYVGFSLAGFHV 

YIGMLFVPGANAAMVSNSFIYP 

ADALMFDLEDSVALREKDTAR 

RMVYHALQHPLYRDIETIVRVN 

ALDSEWGVNDLEAVVRGGAD 

VVRLPKTDTAQDVLDIEKEILRI 

EKACGREPGSTGLLAAIESPLGI 

TRAVEIAHASERLIGIALGAEDY 

VRNLRTERSPEGTELLFARCSIL 

QAARSAGIQAFDTVYSDANNE 

AGFLQEAAHIKQLGFDGKSLIN 

PRQIDLLfTNLYAPTQKEVDHAR 

RVVEAAEAAAR£G\LGVVSLN 

GKMVDGPVIDRARLVLSRAELS 


24384 


54752 


B 


24522 


62 


405 





3221 



BNSDOCID: <WO 0175067A3_IA> 



■ WO(»l/(>75(»67 PCT/US01/(»8631 



SEQ II> 

NO: 


SEQ ID NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasC 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24385 


54753 


A 


24523 


89! 


3240 


RYRKSPGSWR/CMSCILTSWITT 

MFP!*RLGQWC*NPCVTMAL/L 

APIDVHLMVKPVDRIVPDFAAA 

GASIITFHPEASEHVDRTLQLIK 

ENGCKACiLVFNPATPLSYLDY 

VMDKLLDVILLMSVNPGFGGQS 

FlPQTLDKLREVRRRIDESGFDl 

RLEVDGGVKVNNIGEIAAAGA 

DMFVAGSAIFDQPDYKKVIDE 

MRSELAKFEDIRGVAFDLDGTL 

VDSAPGLAAAVDMALYALELP 

VAGEERVITWIGNGADVLMER 

ALTWARQERATQRKTMGKPPV 

DDDIPAEEQVRILRKLFDRYYG 

EVAEEGTFLFPHVADTLGALQA 

KGLPLGLVTNKPTPFVAPLLEA 

LDIAKYFSVVIGGDDVQNKKPH 

PDPLLLVAERMGIAPQQMLFVG 

DSRNDIQAAKAAGLDAQARRK 

NAGYYYYLRLAKRQMRAGVA 

EALRDDLLAAKLNVKLVNAGD 

YKFKQIASEKJLLIVVTSTQGEGE 

PPEEAVALHKFLFSKKAPKLEN 

TAFAVFSLGDSSYEFFCQSGKD 

FDSKL AELGG ERLLDR VDA D V 

EYQAAASEWRARVVDALKSRA 

PVAAPSQSVATGAVNEIHTSPY 

SKDAPLVAWRLPNVEGRARAG 

GASSFLADRVEEEGEVRVFIEH 

NDNFRLPANPETPVIMIGPGTGI 

APFRAFMQQRAADEAPGKNWL 

FFGNPHFTEDFLYQVEWQRYV 


24386 


54754 


A 


24524 


950 


2124 


MSLISSVIAATWLHVKSYRLSC 

GFYACQSLVLVS/IFPTLSCLFA 

AEQLLIWSASAFITKVLLVPLIM 

TYAARNIPQNIPEKALFGPAMM 

ALLAALIVLLCAFVVQPVKLPM 

ATGLKPALAVALGHFLLGLLCI 

VSQRNILRQIFGYCLMENGSHL 

VLALLAWRAPELVEIGIATDAIF 

AVIVMVLLARKIWRTHGTLDL 

TPLLFSLLCFACRKRRLSATRTV 

TVLHSLGITLLLILALWVVQTA 

ADAGEIFAAGLWLHIDGLGGLF 

LAILGVIGFLTGIYSIGYMRHEV 

AHGELSPVTLCDYYGFFHLFLF 

TMLLVVTSNNLIVMWAAIEAT 

TLSSAFLVGIYGQRSSLEAAWK 

YIIICTVRVAFGLFGTVLVYANA 

ASVMPQAEMAIFWSE 



3222 



BNSCOCID: <WO 0175067A3. IA> 



wo (H/075()67 PCT/US01/(»8631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or las 
codon Tor last amino acid 
of peptide sequence 


r Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24387 


54755 


A 


24525 


! 


757 


RWRLPGVPPFNGFFSKFPLFAP 

GFALSVEYWILLPAMILLMIESV 

ASFAWFIRWFGRVVPGKPSEAV 

ADAAPLPGSMRLVLIVLIVMSLI 

SSVIAATWLHVKSYRLSCGFYA 

CQSLVLVSIFATLSCLFAAEQLL 

IWSASAFITKVLLVPLIMTYAAR 

NIPQNXIPEKALFGPAMMALLA 

ALIVLLCAFVVQPVKLPMATGL 

KPAL/AGLATDAIFAVIVMVLL 

ARHMWRTHGTLDVNNLHALK 

GIMSCSYSS 


24388 


54756 


A 


24526 


249 


3943 




24389 


54757 


A 


24527 


I 


1278 




24390 


54758 


B 


24528 


48 


144 




24391 


54759 


B 


24529 


27 


239 




24392 


54760 


A 


24530 


I 


551 




24393 


54761 


A 


24531 


3 


258 


lVILFDEPTSALYPEMIN*VLDVlvf 
VELANEGMTMMVVTHEMGFA 
RKEANRVIFMDEGKIVEYSPKD 
AFFDDPKSDRAKDFLAKILH 


24394 


54762 


A 


24532 


2 


979 




24395 


54763 


A 


24533 


1 


4116 




24396 


54764 


A 


24534 


I 


1195 


MLIAEGLMTAKNITVITNSLPA 

AFALSENKDITLVVCGGTVRHK 

TRSMHGSIAERSLQDTNADLMF 

VGADGIDAVNGITTFNEGYSIS 

GAMVTAANKVIAVLDSSKFNR 

RGFNQVLPIEKIDIIITDDAVSEV 

DKLALQKTRDTSLVYVLSLADF 

FRTASTIGERDGTQVEMILFAGF 

VYLVISLSASLLVLTDCSTEVK 

KGEVVVVCGPSGSGKSTLIKTV 

NGLEPVQQGEITVDGIVVNDKK 

TDLAKLRSRVGMVFQHFELFPH 

LSIIENLTLAQVKVLKRDKAPA 

REKALKLLERA^SGFFAHANKR 

PAQLSGGQQQRVAIARALCMD 

PIAMLFDEPTSALDPEMINEVLD 

VMVELANEGMTMMVVTHEM 

G F ARKVANRKHTTRSTI ALQSL 

ATCT 


24397 


54765 


A 


24535 


383 


962 

] 


TDNDRPGLGTDMKKASAIVTN 

VAVVLSGRYRRERASGEWAAL 

SFLRPHTLTVFVIPHIQWDDPQ 

MSRPVSGRHLFRCRTVQRKHAL 

QVVEKFRPFFPSDRYRYGAPGD 

YAQSFGGQIDDVVKAIQTPSKF 

RRFLRVSFD*IRLPILHSGKSPLR 

RMPNLMRRHSHTARHYPALGT 

RGPQPTDRQERPAVASGQ 



3223 

BNSDOCiD: <WO 017S067A3_IA> 



wo 01/075067 PCT/IJS01/0S631 



SKQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO in NO: 
in iJooiN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for Issl Amino sicid 
of peptide sequence 


Amino acid sequence ( X=linkno\vn, 
*~^top codon, /^possible nucleotide 
deletion, \^possible nucleotide insertion) 


24398 


54766 


A 


24536 


1477 


2387 




24399 


54767 


A 


24537 


1 


1560 




24400 


54768 


A 


24538 


305 


718 




24401 


54769 


A 


24539 


1 


2161 


jVTNDVDRVGGKNASLGEMITNL 

SGMGVSVPNGFATTADAFNOF 

LDQSGVNQRJYELLDKTDIDDV 

TQLAKAGAQIRQWIID1 PrOHEL 

ENAIREAYAQLSADDENASFAV 

RSSATAEDMPDASFAACTLVPG 

QNLSTSNKDVIELPDNQYDLDK 

MVNIYPVTPGLIDQLRAKPIiVlS 

QAMPELEQQIANYEYRIGIGDV 

LMVTVWDHPELTTPAGQYRSA 

SDTGN WVN A DG A I FY P Y 1 G R L K 

VAGKTLTQVRNEITA RLDS V 1 E 

SPQVDVSVAAFRXSQKA Y V\ TA 

E VSKSGQQPiTN I PLT 1 M D A 1 N A 

AGGLTADADWRNVVLTQNGV 

KTKVNLYALMQRGDLRQNKLL 

HPGDILFIPRNDDLKVFVMGEV 

GKQSTLKMDRSGMTLAEALGN 

AEGMNQDVADATG I F VI R A I 0 

NKQNGKIANIYQLNAKDASAM 

ILGTEFQLEPYDIVYV ITAPLAR 

WNRVISLLKKLERLTS 1 A HLPG I 

IDTENG 1 VHRMPFYEDVKEM PL 

GEALEQHTGVPGEAKGLVGAP 

PGARDVIQVVSIPNVGRAVIPN 

GHLLPQGSSSLVEIAHTQGGPL 

MGKRCYCGNHGCLETIASVDSI 

LELAQLRLNQSMSSMLMGQPL 

TVDSLCQAALRGDLLARDIITG 

VGAHVGRILAIMVNLFNPQKILl 

GSPLSKAADILFPVISDSIRQOA 

LPAYSQHISVESTQFSNQGTMA 


24402 


54770 


C 


24540 


1 


1389 




24403 


54771 


A 


24541 


405 


576 


CEMGAPPWPGCWLS\LFDVfXi 

RFVLAWMLFQGSYLAGALGDQ 

PVHIHLGQLLALWRPL 



BNSDOCID: <WO 0175067A3JA> 



3224 



wo (H/075067 



PCT/USOl/08631 



SEO ID 
NO: 


SK.Q lU NO: 
uf peptide 

sequence 


Met 
hod 


SKQIDNO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Sfop codon, /-possible nucleotide 
deletion, \-po$5ible nucleotide insertion) 


24404 


54772 


A 


24542 


1 


1127 


MARTLAHELIDFGEIKRGLLGIK 

GTEMSADIAKAFNLDVQRGAF 

VSEVLPGSGSAKAGVKAGDirT 

SLNGKPLNSFAELRSRJATTEPG 

TKVKLGLLRNGKPLEVEVTLDT 

STSSSASAEMITPALEGATLSDG 

QLKDGGKGfKlDEVVKGSPAAQ 

AGLQKDDVIIGVNRDRVMSIAE 

MRKVLAAKPAIIALQIFPVDHR 

GAIGGQTTDlPPDPSGrNHDRC 

MKGLSFAGEMVTYTNTAHRRA 

FTNQPRDFMSVAWLGKGIAILP 

SVGEVRSPVAGRIASLFATLHAl 

GIESDDGVEILIHVGIDTVKLDG 

QIFSAHVNGEAGLKRVVKKEH 

ADA/^QRHAESV*RRGQAQGTD 

GIRRQDNRVQPGCERCTHQLLR 


24405 


54773 


A 


24543 


95 


599 


QIMRMLNGSSTPNTSLPTPQAF 

DRSLPFNATSARPSSTSTRHSAE 

SS1SRDCVSNVS/HSGG*TGG1K 

G*CHAHPADLTACHEADSRGSP 

SPIAVAAVALHVID/GWYLGDQ 

TAAYATGSAVSCPSSGNQFSRP 

SAAGRFSAVSAPQGAQRHPGR 

ARRRPRRRRTAGGCRR 


24406 


54774 


A 


24544 


640 


890 


LANAQLGSNEISIFQCFAAIQRFI 
KLHRDASVINHPLAE/TRK*YPV 
SVYHLRHPPAIIR*PAIRDNA**I 
LPVTPGYSCSRHQ 


24407 


54775 


A 


24545 


3 


257 


ETDIFICDSREFFHHFAKASVHl* 
PVVSIANFAIQSGKILALGAENl 
ATTSDRRAQRQKAVCKAHDAS 
SVSFRTLSVRPTNDCP 


24408 


54776 


A 


24546 


332 


1047 


RTRPYCPGMGNEPMTGWMAA 

A V VTLMI RMCFS V YTMLSESC 

QRMVIVGYGRCFADRQNLMVC 

LRSMPNVFTGSCARMRCCLSEN 

LLYRHRNGHIQAEWP*KKAISD 

VKQYRTSCWERWNAASATIFR/ 

LSPVEWLTDNGSCYRANETRQ 

FARMLGLEPKNTAVRSPESNGI 

AESFVKTIKRDYISIMPKPDGLT 

AAKNLAEAFEHYNEWHPHSAL 

GYRSPREYLRQRACNGLSDNR 

CLEI 


24409 


54777 


A 


24547 


1200 


1544 


LTGVADGNVDKPCYKFARLW 

YWIYPAFPPIRRVKVAYREYRP 

PTTPRVRQVRDLTFCHRPAIPDR 

MHRY*SSHRALPGCWSKVPAQ 

KSSRTVSGTD*VDLLSPRAQRA 

PSPLQG 



3225 



BNSDOCID: <WO 017S067A3.IA> 



wo (M/(»75067 PCT/IJSO 1/0863 1 



S£Q ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon fur lust Amino acid 
of peptide sequence 


Amino acid sequence ( X=l}nkno\vn, 
^— Stop codon* /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


24410 


54778 


A 


24548 


263 


625 




24411 


54779 


A 


24549 


742 


851 


VSAQQRVILNKIAVLNRK*RYG 
CWRLWICPYISRHLLSLNPLQA 
RCRRYSRGER 


24412 


54780 


A 


24550 


I 


532 


MKTLLflDANLGTRLYGEDPAG 

AAARKAKLEHDNPNDAEMAIV 

LGDSIPNDSALNGKNVWLGDIS 

RAVAHPELFLSERKGHAKPYTA 

PVAATAPVGASGPKRVVAVTA 

CPTGVAHTFMALKPLKPKRKN 

VAGIPDTGQYCETVQTSCW/AA 

VETPLRQRSS V V SSG V A DG * WF 

MLPG 


24413 


54781 


B 


24551 


1 


888 




24414 


54782 


A 


24552 


1 


2283 




24415 


54783 


A 


24553 


992 


1662 


KKAISDGALTGSSSAVITERDC 

VSRSRWTAVIVRHCTGRSLPAA 

STVKQYRTSCWERWTvIAASATI 

FR/LSPVEWLTDNGSCYRANET 

RQFARMLGLEPKNTAVRSPESN 

GIAESFVKTIKRDYISIMPKPDG 

LTAAKNLAEAFEHYlNJEWHPHS 

ALGYRSPREYLRHGLVSFISSLQ 

KFINDFAFEDGLFSGYDAEKRQ 

YEKSSWNYQLDENGYAKRDET 

LTHPRC 


24416 


54784 


A 


24554 


1 


2262 




24417 


54785 


A 


24555 


158 


410 




24418 


54786 


B 


24556 


1 


2607 




24419 


54787 


A 


24557 


715 


1016 


KSAAVPRSGASSQSDSAHFAQP 
EY AAFSRFPRGSFRH PRA A ♦ YF 
GRLNHHVRSERGrNP*YHRFNL 
HWRYVADAISADGAFRTVSGG 
GGRRSGAGRVDWQ 


24420 


54788 


A 


24558 


652 


1214 


RTDHCVSRSRWTAVIVRHCTG 

RSLPAASTVKQYRTSCWDRWN 

AASATIFR/LSPVEWLTDNGSCY 

RAN ETRQFARMLG L E PKNTA V 

RSPESNGIAESFVKTIKRDYISIM 

PKPDGLTAAKNLAEAFEHYNE 

WHPPSALGYRSPREYLGQRACT 

GHAIGSGPSSAFFGAPVRRVSRT 

SVTAKACPRGLL 


24421 


54789 


A 


24559 


647 


1976 




24422 


54790 


A 


24560 


289 


574 


ETPASSPTLRTSIPSISWMTRGSL 
RRVMLLCPFPSESGTVSEKAWP 
EWSSFSSSPPSCRTSASSPPSHLR 
/NIDVSPKHVVFATIPRNYTMSF 
LPR 


24423 


5479! 


A 


24561 


816 


1375 





3226 



BNSDOCID: <WO 0175067A3_IA> 



wo 



(n/075067 



PCT/US(M/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in IJSSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknoun, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion | 


24424 


54792 


A 


24562 


1 


3993 


MSQKLKVVTIGGGSSYTPi:i,LK 
GFIKRYHELPVSELWLVDVEGG 
KPKLDllFDLCQRMIDNAGVPM 
KLYKTLDRREALKDADI V riQ 
LRVGQLPARELDERI PLSHG YL 
GQETNGAGGLFKGLRTIPVIKDI 
VKDVEELCPNAWVINFTNPACi 
MVTEAVYRHTGFKRFIGVCNIS 
IGMKILKTRTLDTTGSTS IGDTl, 
LTQSLLMELSALCRVEVEEGl.A 
LVALfGNDLSKACGVGKEVI G 
VLEPFNIRMICYGA 


24425 


54793 


A 


24563 


1136 


3608 


KKAISDGALTGSSSAVH ERDC 

VSRSRWTAVIVRHCTGRSI.PAA 

STVKQYRTSCWERWNAASATI 

FR/LSPVEWLTDNGSCYRANFT 

RQFARMLGLEPKNTAVRSI'ESN 

GIAESFVKTIKRDYISIMPKPDG 

LTAAKNLAEAFEHYNEWUPIIS 

ALGYRSPREYLRQRACNGLSD 

NRCLEI YGQIQLGTGELNin G V 

V VTARDTHI ALNFQK R R FIG LA 

TQSRQRCQNRRR VM G K 1 V 1 Y R D 

AIRFTTQLQTATSINKRTQRVSG 

ICRRYTNMASRCNRHQAIVHIM 

FAYQRPFHFAHFFAIQQNFPFGS 

IGGQLFRLPVTLLTHQLLLAPA 

AHRHGLFQVDVIFRPDN l ALPR 

NDTHQMVELFLDRFQVVKDIG 

VIELKVVEDQRTRAVMNKFRA 

FVEKGAVILIRFDKKKDII LQYR 

FHTRISTGHGVANTMHQIRl.RLL 

LAGIVPLNQLNPLPLNSVPMINl 

MNGGENADNNVDIOEFMIQPV 

GAKTVKEAIRMGSEVFHHLAK 

VLKAKGMNTAVGDEGGYAPN 

LGSNAEALAVIAEAVKAAGYE 

LGKDITLAMDCAASEFYKDGK 

YVLAGEGNKAFTSEEF1 HFLEL 

LTKQYPIVSIEDGLDESDWDGF 

AYQTKVLGDKIQLVGDDLFVT 

NTKILKEGIEKGIANSILIKFKAO 
HAGLLHMYTCAMLGVGCiQCW 
RYCMSQAFKEDRFAQDORVAV 


24426 


54794 


B 


24564 


83 


2851 




24427 


54795 


B 


24565 


1 


1578 




24428 


54796 


A 


24566 


574 


753 




24429 


54797 


A 


24567 


1 


21 12 




24430 


54798 


B 


24568 


27 


969 




24431 


54799 


A 


24569 


1 


1773 





3227 



BNSDOCID: <WO 0176067A3JA> 



wo 01/075067 



PCT/IJS0I/0K63I 



SEQin 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in liSSN 
09/540,217 


Niiclc(»tide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X-|Jnkno\vn, 
*=Stop codon, /=possibic nucleotide 
deletion, \-possible nucleotide insertion) 


24432 


54800 


A 


24570 


822 


984 


PSALCGCHSL*CSNASARFFAA 

VNPSGAFGCRADHPDGELFLTG 

YVADGGYHS 


24433 


54801 


A 


24571 


1 


4287 




24434 


54802 


A 


24572 


1 


2384 




24435 


54803 


A 


24573 


3 


3682 


ACSARPSEAELLELIDTLNADN 

TIDGILVQLPLPAGIDNVKVLER 

1 H PDKD VDGFHPYN VGRLCQR 

APRLRPCTPRGIVTLLERYNIDT 

FGLNAVVIGASNIVGRPMSMEL 

LLAGCTTTVTHRFTKNLRHHVE 

NADLLIVAVGKPGFIPGDWIKE 

GAIVIDVGINRLENGKVVGDVV 

FEDAAKRASYITPVPGGVGPMT 

VATLIENTLQAMSNMATFSLGK 

HPHVELCDLLKLEGWSESGAQ 

AKIAIAEGQVKVD 


24436 


54804 


A 


24574 


1 


1382 


MLRGVNVLADAVKVTLGPKG 
RNVVLDKSFGAPTITKDGVSVA 
REIELEDKFENMGAQMVKEVA 
SKANDAAGDGTTTATVLAQAll 

teglkavaagnfnpmdlkras 
rsrkgygparirqelnqkgisr 
eatekamrecdidwca**rf*s 
dk:hhhrt*rq/ptrhrypdesv 
pgshnhrsahalssaqgyillp 

RAVLSGWRFENVHPTPGYPAG 
SGSVFVPPPMTSRRLPAPDNFA 
APHRYRVLKTGLLSPGCHVRN 
ADTL 


24437 


54805 


A 


24575 


466 


1215 




24438 


54806 


A 


24576 


1104 


1923 


LAIPMKDFITEAWLRANHTLSE 

GAEIHLPADSRLTPSARELLESR 

HLRIKFIDEQG RLFVDDEQQQP 

QPVHGLTSSDEHPQACCELCRQ 

PVAKKVPDTLTHLSAEKMVAKS 

DPRLGFRAVLDSTIALAVWLQI 

elaepwqpwladirsrlgnimr 

adalgeplgcqaivglsdedlh 

rlshqplryldhdhlvpeashg 

rdaallnllrtkvretaetvaa 

q\vfitrsf\evlrp\dilqalnrl 

sstv yvmm 1 ls vtkqpltvkqi 

qqrlgetq 


24439 


54807 


A 


24577 


243 


644 


hagsvcpslyrcqrtakrsgfy 
lllkrlwsfsgni*ihsgqqnpg 

RNQQLG LPRSRKGESSRA H PSC 
QRRPQVWPHPLAGSRPPRPWA 

acarlgpiaparqiperwpgqv 
pvladahvlpclagslrpalyd 

F 



3228 

BNSDOCID: <WO 01 75067 A3 J A> 



wo 01/(^75067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


Sh:Q ID NO: 
in IISSN 
09/540,217 


Nucleotide 
locHtiun of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-linknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \==possible nucleotide insertion) 


24440 


54808 


A 


24578 


237 


454 


RSRLPEGVPVCWCNHSVR*RDC 
RFPVGKLHRLWL/LALPGVRLIF 
RASTKRITGYINARSASIASASA 
RNRLV 


24441 


54809 


A 


24579 


377 


1155 


KAYSFATMKSLAISCRWQNA*S 

HVSTFVMVRW/LKGVQFRNHEI 

IGDIVPLAKRYAEEGADELVFY 

DITASSDGRVYPTLITRLADRFG 

VQCIVVGIDTWYDARNLKDISV 

VGLLGAQVPSVRAGMPQSRRQ 

TEGAQGMVRNEEGGSLRLSHH 

QACKATHTQQWTLEVTAQSSY 

NLFPEQWVKLFWGIRQGDLPL 

AFSQKLSRQTFQQQQTQTPRPl 

VGQAPKDLQTGTGTPQTHAVH 

SGDHAAGEQSCKSCKAPIYPLT 

AQFSLETRSFWGSEWGYSTHG 

ELRRRDKGRRRFY 


24442 


54810 


A 


24580 


1107 


1458 


RTFWWTTCNSLAPCAGGYPST 

GAALPVSRKLPGRGLLLSGWG 

EHNARYRAGTFLWALFCAAAV 

AYWRRC\WGQYGMWFLRIRRG 

TLGDGTIRRVFVGSLWAAVVIV 

EIGVEHIGVFKA 


24443 


54811 


A 


24581 


171 


352 


PPAPPAESDGLPAHTTRARTTA 
DDLRNKRRQHVGC*YRTRGSP 
RPNRTWWRVCRYRSPHR 


24444 


54812 


A 


24582 


5 


226 




24445 


54813 


A 


24583 


476 


1939 


RPESQHNTAKPAMKVLEQARR 

FLGIRWLSAPASLAN/PVILLVV 

GNILNIVLDVWLVMGLHMNVQ 

GAALATVIAEYATLLIGLLMVR 

KILKJLRGISGEMLKTAWRGNFR 

RLLALNRDIMLRSLLLQLCFGAI 

TVLGARLGSDIIAVNAVLMTLL 

TFTAYALDGFAYAVEAHSGQA 

YGARDGSQLLDVWRAACRQSG 

IVALLFSVVYLLAGEHIIALLTS 

LTQIQQLADRYLIWQVILPVVG 

VWCYLLDGMFIGATRATEMRN 

SMAVAAAGFALTLLTLPWLGN 

HALWLALTVFLALRGLSLAAI 

WRRHWRNGRPGTGCLNTKGS 

QQQHRHDSTTQHIHLQLLVIRV 

KTTTTNNSQQTPQYPCQQYHT 

DSRQHRQQNRMVCQRJPHALPS 

PRFRQISRGSTAKVPCAKARAF 

LRVKSDPTLITRLADRFGVQCIV 

VGIDTWYDAETGKYHVNQYTG 

DESRTRVTQWETLDWVQEVQK 

RGAGEIVLAYVSE 



3229 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'^ofop couon, /'~pos9iDic nucictiiiue 
deletion, \-possible nucleotide insertion) 


24446 


54814 


A 


24584 


I 


50 




24447 


54815 


A 


24585 


354 


456 


HLFSEACCSPGVLRELCRPF*SP 
GTDRNLVMHGH 


24448 


54816 


A 


24586 


494 


835 


ITWLPGFRPPFQGSEQFCLAGVP 

GATGGSESVLHTRNSYKMLEV 

RREVAALISALKVSAKCRNCGS 

SHALTEP/ASSPCWRETSTRPTG 

APAPTIPPPAASPSPGPMCVQPH 

GED 


24449 


54817 


A 


24587 




726 




24450 


54818 


A 


24588 




1635 




24451 


54819 


A 


24589 


1614 


2454 


RTTHAPASTPNTGTMLCRPYPC 

CWRRKTP\iIFRATPQWFVSN4D 

QKGLRAQSLKEIKGVQWIPDW 

GQARIESMVANRPDWCISRQRT 

WGVPMSLFVHKDTEELHPRTL 

ELMEEVAKRVEVDGIQAWWD 

LDAKEILGDEADQYVKVPDTL 

DVWFDSGSTHSSVVDVRPEFA 

GHAADMYLEGSDQHRGWFMS 

SLMISTAMKGKAPYRQVLTHG 

FTVDGQGRKMSKSIGNTVSPQD 

VMNKLGADILRLWVASNDYTG 

EIAGSDENLKRACHYNACSISL 

ARRRH 


24452 


54820 


A 


24590 


362 


517 


TKSLISSMSSISSPPVVLICRNSS 

PEV**RK1*LGTELEFVIMVIAVS 

AWP 


24453 


54821 


A 


24591 


250 


930 




24454 


54822 


A 


24592 


1388 


1912 


VCPAAMTGFAGSPFCTAVVTFP 
DITPLL WILMC* L A I LM AESEPK 
AISPPT1SVVP*YAAESLLRVRIP 
VPSFVTSPLPLILCVIAQLRSVE 
MVSRPLLITEASPRFFCSLTLSA 
LPVSMLNCPTKRLLSPSNSTSVL 
A VALTIPFPLM LLRSSPVTFFS V 
NRPSWAIFPLPNP 


24455 


54823 


B 


24593 


1 


6018 




24456 


54824 


A 


24594 


510 


1003 


VALQADQKHKHERPLPPPIPTM 

FQLAQPGVQLHAKPVYQVP/V 

MMQATEPTGI*VR1PVLSISTNA 

PSITSI WPLFVRKI S V LTLAS V V 

AASHAASSPRQCAIRCKIWGRW 

AGSLRRDDGFGVRSRGSRYGA 

SVSISNFSAGINGKSSRSSSPRRS 

SQTQPVMPl 



BNSDOCID: <VW3_01 75067 A3_IA> 



3230 



wo 01/075067 PCT/l)S0I/0863l 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=^lJnkno\vn, 
*=Stop codon, /=pos5ible nucleotide 
deletion, \=possible nucleotide insertion) 


24457 


54825 


A 


24595 


197 


4314 


RASTELSLRCCAPSLQ/ALLHFL 

YLACFTWMLLEGLHLFLTVRN 

LKVANYTSTGRFKKRFMYPVG 

YG 1 PA V 11 A VS A 1 VG PQN YGTFT 

HCWLKLDKGFIWSFMGPVAVII 

LINLVFYFQVLWILRSKLSSLNK 

EVSTIQDTRVMTFKAISQLFILG 

CSWGLGFFMVEEVGKTIGSIIA 

YSFTirNTLQGVLLFVVHCLLNR 

QINSLLLTWTLWILRQRLSSVN 

AEVSTLKDTRLLTFKAFAQLFIL 

GCSWVLGIF 


24458 


54826 


A 


24596 


1409 


1573 




24459 


54827 


A 


24597 


1283 


1563 




24460 


54828 


A 


24598 


281 


839 


CVPTTDLVVQSQI*PRWRNWPR 

CSCSHVSMKAASSPERTFTYCS 

GIYWLISGSGIGVSVPLLISIGES 

VINLAVRPVIAHAIRVAITTRQT 

TRVAVTVVVALPVFRAVEHHV 

FQHLTQTRTGFRWHQFFFNRRQ 

REQSFTQGEGQRWANFQNGKV 

VNHQLAQRLRRLIIGRVRFENQ 

RFVVFDHLA 


24461 


54829 


B 


24599 


1 


5652 




24462 


54830 


A 


24600 


559 


1665 


RVERKATIEMKSQRTTSDSWLII 

LAKQTGIIRAAKICGKKTFILHD 

GPPYANGSIHIGHSVNKILKDII 

VKSKGLSGYDSPYVPGWDCHG 

LPIELKVEQEYGKPGEKFTAAE 

FRAKCREYAATQVDGQRKDFI 

RLGVLGDWSHPYLTMDFKTEA 

NIIRALGKIIGNGHLHKGAKPV 

H WC VDCRS A L AE A E VE Y Y\DK 

TSPSIDV/AHPFMGFDVPAILGD 

HVTLDAGTGAVHTAPGHGPDD 

YVIGQKYGLETANPVGPDGTY 

LPGTYPTLDGVNVFKANDIVVA 

LLQEKGALLHVEKMQHSYPCC 

WRHKTPIIFRATPQWFVSMDQK 

GCDIGFHASSNGKRRADDSTDN 

HVRRLCARQRGQPHPHQFQRT 



BNSDOCID; <WO 01 75067 A3_IA> 



3231 



wo ()l/()75<)67 



PCT/USO 1/08631 



SEO lO 
NO: 


SEO ID NO: 
of peptide 
sequence 


iVIct 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locutiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tJnknown, 
*=Stop codon, /=p(>ssible nucleotide 
deletion, \-possible nucleotide insertion) 


24463 


54831 


A 


24601 


1 


1190 


MTDFRESDTMSLFDKKHLVSP 

ADALPGRNTPMPVATLHAVNG 

HSMTNVPDGMEIAIFAMGCFW 

GVERLFWQLPGVYSTAAGYTG 

GYTPNPTYREVCSGDTGHAEA 

VRIVYDPSVISYEQLLRKYRCV 

AVALLGYFKCKPILLNPSYKSM 

QDDLAFIARFHFKDLKFRRFSL 

KADQKSRIYERVLSIAGVNSWK 

DKQHQPRLVEHLLVCAESWVA 

PRALFDAAIEYLAHQKIAIPAYL 

VAFLVLGPLVLSLIPSQMLPSLT 

WSSITYSIVVIVEAGYQYHSRLR 

RFGRVEVNEQIEYLIHNPIRTRA 

RAVNFVDNNNRLQAPRILRQDS 

WWITRPLPGLTWAIIGSPGILPQ 

VVKSARVMKQAVAYLEPFIEA 

SKEQGKTNGKMVIATVKGDVH 

DIGKNIVGVVLQCNNYEIVDLG 

VMVPAEKILR*KLGGTPRTL*R 

SNRVPGPPEDRHSCLFGCVA^W 

FLVP*CCLSSLRRCCRR*RGQAS 

RJQ*LLSSKLAISTIL/GLRRFGR 

VE VN EQIE YLl FfN PI R/I ARQGG 

QLC**QQSASGPTDITAGFMVD 

HQTFTGADVGDNRVARNPATG 

GQIGARHETGGGLPRTVY*SQQ 

RAGQNQRQDGDRHREGRRPRH 



BNSDC3CID: <WO 0175067A3JA> 



3232 



wo 01/075067 



PCT/USOl 70863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
'^'s'Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24464 


54832 


A 


24602 


1 


1591 


MGILVSPLLAPLlGGLLDTMWnvJ 

WRACYLFLLVLCAGVTFSMAR 

WMPETRPVDAPRTRLLTSYKTL 

FGNSGFNCYLLMLIGGLAGIAA 

FEACSGVLMGAVLGLSSMTVSI 

LFFLPiPAAFFGAWFAGRPNKRF 

STLMWQSVICCLLAGLLMWIP 

DWFGVMNVWTLLVPAALFFFG 

AGMLFPLATSGAMEPFPFLAGT 

AGALVGGLQNIGSGVLASLSA 

MLPQTGQGSLGLLMTLMGLLI 

VLCWLPLARGYRLSSWTSTTAS 

EDIDCEEGDGEGNETHGLQLAV 

EPEG LQPN Y MG RGKl RFRDTCL 

LFCTQSRGSQWGFARTELVALL 

PPFLSGAADYRAGLALWLARG 

ADCDVDERHRADRQSNLARSS 

GGFIALAAGAKSDRRLRELNQS 

LQKELARNQHLAERLLETEESV 

RRDVARELHDDIGQTITAIRTQ 

AGIVQRLAADNASVKQSGQLIE 

QLSLGVYDAVRRLLGRLRPRQ 

LDDLTLEQAIRSLMREMELEGR 

G1VSHLEW\QSMNQR*AKTSA* 

RCFVSARKG 


24465 


54833 


A 


24603 


1 


1752 




24466 


54834 


A 


24604 


1 


699 




24467 


54835 


A 


24605 


965 


5516 




24468 


54836 


A 


24606 


84 


3760 




24469 


54837 


A 


24607 


27 


278 





3233 

BNSDCXIID: <WO 01 75067 A3JA> 



wo <» 1/075(167 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ II) NO: 
uf peptide 
sequence 


Mec 
hod 


SEQIDNO: 
m USSN 
09/540.217 


Nucleotide 
tocatiun of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=:Stop codon, /^possible nucleotide 
deletion, \='pDssible nucleotide insertion) 


24470 


54838 


A 


24608 


311 


2529 


REWGSTRRCERRISLSRNIARW 

RTIWRITRPCRRCVFRFIASTLR 

LHLHLIMNDLPLEEYPCVRDLV 

PGRFLKFL/HRDPKGTTLVLASD 

LPGRIPVDPRSIIVMLFLAVRWL 

QRQLAGQELLETRATRILNGER 

GSNVLGTIYEWPPRTSSALDTL 

LREIQNAREQHSRLDTLIRSYA 

AQDVKTGLNNRLFFDNQLATL 

LEDQEK VGTHG 1 V MM I RLPDFN 

MLSDTWGHSQVEEQFFTLTNL 

LSTFMMRYPGALLARYHRSDF 

AALLPHRTLKEAESIAVFRALS 

RLPDLWHRSIGTLTEALPQTDK 

RQEQIAVALTSYSGLYGLGYGS 

KJEIQLTYSGTAGDLISPGLSAIH 

GRCILNTLVFIVKLRWMENTLH 

RFGTHHGCSAVRSSHLDSGSPR 

RSSWHMARARNHIHVLEENMA 

LLMEQAIANEGLFYRLLYLQRS 

LTA ASSLDDMLM RFH R WARDL 

GLAELLVVLPEAKAVGSVAMS 

MLGSDADWGVVLFTSRDASHY 

QQGQGTQLLHEIALMLPELLER 

WIERGWEQQVWRYGFLRYVAF 

LTGWSAQNELKANPAKGVSAP 

KAPRHLPKNIDVDDMNRLLDID 

INDPLAVRDLMYGAGLRLSELV 

GLDIKHLDLESGEVWVMGKGS 

KERRLPIGRN A V A WIEH WLDL 

RDLFGSERERRQHAGTNVLQT 

ADQRASRARQEGERLHRAAGR 


24471 


54839 


A 


24609 


1 


1749 




24472 


54840 


A 


24610 




2911 


MNIDAKILNKILANRIQQHIKKL 

IHHNQVSFIPGMQGWFNIHKSM 

KVIQHINRTKDKNYMIISIDAEK 

AFDKIQQPFMLKTLKKLVAGM 

MAVAAPDDPPPPSVSSSKPSTV 

APPGRISPSGRALCTSLPSALSSS 

SKFSLLRIFQVPAKLGMVAVAA 

AAGVNAMLRKVAVAAASKPH 

VEI RQDG DQF YIKTSTT V RTTEI 

NFKVGEGFEEETVDGRKCRVR 

PQSHYSVPVSPLGAHGPLLLEE 

PVSPFAACGAPS 


24473 


54841 


A 


2461 1 


249 


609 


QIEVCVRIKPKAGTVLAYS*RSR 
QERPPAPGMTSLSLAAVSSDNP 
VSGDEH I RLARASGRFGIGRV A 
QPKRJQRRSSTPRA ATDLG N PG 
HRPCTVRKSALLVVSVCRRHSS 
RSLRFRSC 



3234 



BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 


SEQ ID NO: 
ot peptide 
sequence 


Met 
nod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24474 


54842 


A 


24612 


942 


112! 




24475 


54843 


A 


24613 


1010 


1658 


EISSSKRSRTVCKRRAPMFSVDS 

FTCHAASAMRLIPESVNSIFTPS 

VAISALYCTVIEAFGSVRIRSKS 

LVVSACSSTRIG\DDLAVPGSGQ 

TVSQSGTRQKR*TECGQF*PSR 

VWWKRCNLLPAAAGHAERLH 

EKHPDRKTRRVRLVWLAGPPT 

RLLGTMGAGTLVLGACCLPWP 

REGAHNVATAACGGWRARCD 

LRFRLSCKLGLSRQFFGWNA 


24476 


54844 


A 


24614 


I 


1995 




24477 


54845 


A 


24615 


1 


2853 




24478 


54846 


A 


24616 


1 


1755 




24479 


54847 


A 


24617 


2942 


3454 


SVPDWLMCTAFLSLSRTNSPRL 

LKAELLLTSSIPVLLPSLLLPRFQ 

VPSLFATAVPVSAAPLIJAPSV*L 

LKTPP ADII RPVTLPLLLNTPAFC 

TILLMVPVLFTNELSAPAFMVIC 

AVISPALLRIPPLTSTLFVITPAF 

LMTAPLSSFTKLLMMPPLVFSR 

RPLDTVI 


24480 


54848 


A 


24618 


1 


2959 


MKRYRPREILPWKVPPGNYTPK 

IFKIKGTGHNPMSAIENFDAHTP 

M MQQ YLRLKAQHPEI LLF YRM 

G DF YELFYDD AKRASQLLDISL 

TKRGASAGEPIPMAGIPYHAVE 

NYLAKLVNQGESVAICEQIGDP 

ATSKGCCRSGNRNGGRKIVAVS 

LKKVSGAAKPCGHFRSTRYRV 

AYSTIINNKAGIWSAFEGVSAT 

RPNPTPRASPAVRTLSRGTPEPR 

KISTDADNLAQGSLKERLPAWL 

WGKKENSKWEVLD 


24481 


54849 


A 


24619 


441 


1425 




24482 


54850 


A 


24620 


1 


2574 




24483 


54851 


B 


24621 


1 


1725 




24484 


54852 


A 


24622 


160 


390 




24485 


54853 


A 


24623 


892 


1183 




24486 


54854 


A 


24624 


1 


2493 




24487 


54855 


A 


24625 


435 


829 


ASDVLVSEGCR/YRGASALTST 

SVICINTDKALRKIIRLPLNGLR 

KPLNAMTPLPGITWPLCITTEKE 

DLSISDRLSTCIVKFSHPEPEMS 

VRKFVPPAILLCSVCLRFSCPTR 

HQKAPAKWI LKSCS A WMR 


24488 


54856 


A 


24626 


763 


1863 




24489 


54857 


A 


24627 


1423 


1712 






3235 



BNSDCXJD: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IJS01/0S63I 



SiilQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tbr peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=lInkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide iuberlioo) 


24490 


54858 


A 


24628 


1 


2792 


MTYLSAQDHELIQVVONGHLQ 

MCGKSETGNEASPVKCIVLOVL 

RGLQYLHRNFIIHSQEQTI1M)PSI 

SDQQETPLLAGDMAQRGRRGCJ 

FYYVTAYIYVDKKAPVHMRTA 

AQGLITLCCQGFGSLLGYRLGCi 

VMMEKMFAYQEPVNGLIT N W 

SGMWTFGAVMIAIIAVLFMIFF 

RESDNEiTAIKVMEDSMSSA rr 

LTTPQEQVDSLIMQIAEENGI L 

VLDQLSQLPEGASAVGESSVRS 

QEDQLSRSFICLMAMM 


24491 


54859 


C 


24629 


213 


345 




24492 


54860 


A 


24630 


1 


474 


MHQTTAKTPH rSYPNNYERMN 

RRANRSKNYDRIRHTTIILKR FN 

PAQTITNLLKSRFNRYNYVQPR 

SCRSIFIHIPGERDLNLCIAPNPP 

AIFPTSIGYLGPDLNNi.PTYAPFI 

TTNLTGPAPTTTHPVGNLG TFG 

NPEPGGCGILIVWCCVNWACL 

WDSVVAAPREPYMPAGLLRHR 

RHYRHRREDLIAVPAAROTDE 

NRRPALCHEYAVGHRKIKTNV 

EHTEPYILPLITHSQPLNRGAFF 

CPG VRFLVVSVLDFEICRL* ♦ RR 

WRRSPAGI*GSRGAATTLSORQ 
AQLTQHQTIRIPHPPGSGLPVVP 
KFPTGCVVVGAGPVRFVVING 


24493 


54861 


A 


24631 


1 


924 




24494 


54862 


B 


24632 


177 


468 




24495 


54863 


B 


24633 


592 


883 





3236 

BNSDOCID: <WO 0175067A3JA> 



wo OI/075(K»7 



PCT/USO 1/08631 



SEO Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcr 
hod 


SKQ ID NO: 
ill USSN 
«y/540,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknovvn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possib1e nucleotide insertion) 


24496 


54864 


A 


24634 


1 


1926 


MATAKANQEIQEWLGFCYGTAR 

VKLNVDKDFSLKDSSLEMLYPl 

YDTPTNMLFTQGAIHRTDDRTQ 

SNIGFGWRHFSGNDWMAAVIT 

FIDHDLSRSHTRJGVGAEYWRD 

YLKLSANGYIRASGWKKSPDIE 

DYQERPANGWDIRAEGYLPAW 

PQLGASLMYEQYYGDEVGLFG 

KDKRQKDPHAISAEHSPEFRSE 

ALKLVNASVLLPQPVNSACMN 

HMSTTGAVNSKISRRLLNVNW 

RCLPRLHVSNASWQNGMKSWL 

SSKRPRHTSEAPEMKYVFIEKH 

QAEFSIKAMCRVLRVARSGWY 

TWCQRRTRINIAVVRRADGSRT 

SFVYTSYLAKVNEEWKNNVGT 

GSTVKWPIGLGGKGNDGIAAF 

VQRLPGAIGYVEYAYAKQNNL 

AYTKLISA*NEVCLY*KTSG*V 

QHQSNVPR/RSGWPAAAGIRGV 

SGGQG*TLL*YAAQMAPELPSS 

TPATWRK*TKSGKTTLV/HGST 

VKWPIGLGGKGNDGIAAFVQR 

LPGAIGYVEYAYAKQNNLAYT 

KLISADGKPVSPTEENFANAAK 

GADWSKTFAQDLTNQKGEDA 

WPITSTTFILIHKDQKKPEQGTE 

VLKFFDWAYKTGAKQANDLD 

YASLPDSVVEQVRAAWKTNIK 

DSSVNFDMANVFFRVTPGNFL 

VNREASHQRRVFAVRAGVDFI 

YRASSDGLRRCRDRRTRFKRIN 


24497 


54865 


A 


24635 


1387 


1639 


ESKPLNLGRGSGFLLTRALSAQ 
PLWQSPDQHLTPQAGLRSRL*A 
QRQA*QKTASRVV*PKPLWAL 
VKATSEDISVVL*ESACQC 


24498 


54866 


A 


24636 


1570 


2516 


lEVAMSIVVKNNIHWVGQRDW 

EVRDFHGTEYKTLRGSSYNSYF 

IREEKN V L 1 DTVDHKFSREF VQ 

NLRNEIDLADIDYfVINHAEEDH 

AGALTELMAQIPDTPIYCTANAl 

DSINGHHHHPEWNFNVVKTGD 

TLDIGNG KQLIF VETPM LH WPD 

SMMTYLTGDAVLFNYDAFGQH 

YCDEHLFNDEVDQTELFEQCQ 

RYYANILTPFSRLVTPKITEILGF 

NLPVDMIATSHGVVWRDNPTQ 

IVELYLKWAADYQEDRITIFYD 

TMVNNTPMMADAIAQGIAXETG 

PRJLAGENFNVXARNDKHEDPDL 

LSFRSERGA 



3237 

BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 



PCT/ljS01/0S631 



SEO ll> 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
nod 


SEQ ID NO; 

in 1 IC^iV 

in 

09/540,217 


Nucleotide 
lociition of first 
codon Tor peptide 
sequence 


Nucleotide localiun of last 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=v^lQp i^odon, /~possiblc nucleotide 
deletion, \=pos$ible nucleotide insertion) 


24499 


54867 


A 


24637 


24 


363 




24500 


54868 


A 


24638 


2 


366 


RATPRHIIVRFTKVEMKEKMLR 

AAREKGRVTLKGKPIRLTADLS 

AETLQARREW*QNLSAFACL*R 

ILFLLHL*SLVWLDMKCWVENS 

FL*EC*ILAPTLFWLVGFLPRDP 

LLV*WASL*G*PDLSLWLPLAF 

FPSFQLW*I*OLCVLELL 


24501 


54869 


A 


24639 


232 


292 




24502 


54870 


A 


24640 


4 


911 




24503 


54871 


A 


24641 


2795 


3226 


SWWISFLMCCWIWFASILLRJFA 

SMFIFCDIGLKFPFLVVSLPGFGI 

RMMLAS*>JELGRrPSFSIGWNSF 

RRNGTSSSLYLW*NSAVNPSGP 

GLFLVGKLLVIASISEPVIGLFTD 

STSSWFSLGRVYVSRNLSISSRF 

SSLFA 


24504 


54872 


A 


24642 


1 


3285 




24505 


54873 


A 


24643 


1 


4368 




24506 


54874 


A 


24644 


200 


335 


YALLNKDSSPWYPFSVPVLASN 

TRYLWPLSST**GSLSVWLSPD 

V 


24507 


54875 


A 


24645 


174 


263 




24508 


54876 


A 


24646 


1244 


1354 





3238 

BNSDCXIID: -tWO 0176067A3JA> 



wo 01/075067 PCT/US01/0S63I 



SEQ ll> 

NO: 


SEO in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \==IJnknown. 
*=$lop codon« /—possible nucleotide 
deletion, \=possihle nucleotide insertion^ 


24509 


54877 


A 


24647 


194 


2481 


GMFRMNLMEPLTQCINAGHI-M 

TKAIAIAQFNDDSPEARKITRR 

WRJGEAADLVGVSSQAIRDAEK 

AGRLPHPDMEIRGRVEQRVGY 

TIEQrNHMRDVFGTRLRRAEDV 

FPPVIG VAAHKGG V YKTS VSVH 

LAQDLALKGLRVLLVEGNDPO 

GTASMYHGWVPDLHIHAHD TL 

LPFYLGEKDDVTYAIKPTCWPG 

LDIIPSCLALHRIETELMGKFDL 

GICLPTDPHLMLRLAIETV Al IDY 

DVIVINDSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALOFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEOIRDA 

WGSM V\IKN VVRETN E VG KA A 

PMVDSLIARVGVMARGNAH LP 

VCGRDVKFTLEVLRGDSVRKTS 

RV WSGN ERDQELLTED A L DU L 1 

PSFLLTGQQTPAFG RR VSG V 1 E 1 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRP r 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRKIITRCINTAKLP 

KS V V ALFSHPGELS A RSG D A LQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMVLNLDSPQSFSPGAGDHA 

NSPQSSSPSTGVHINSPQLSSLS 

AG VHTISPQSSNPS VG VTA LSU P 

DLV WVFTLTAHSRPVLVWVF T 


24510 


54878 


A 


24648 


1361 


1694 




24511 


54879 


A 


24649 


1 


3852 


MKLMETLNHCINAGHEM TKAV 

AIAQFNDDSPEARKI TRRWRIG 

EAADLVGVSSOAIRDAEKj\GR 

LPHPDMEIRGRVEQRVGYTIEQI 

N HMRD VFGTRLRRA ED V FPP V 1 

GVAAHKGGVYKTSVSVHRAQ 

DLALKGLRVLLVEGNAPOGTA 

SVYHGWVPDLHIHAEAALLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALPRIEPELMGK/FDEGRS 

FMPGPP/HHHPLGRSSQ*OVSNS 

LDRAAKGN*KPLCHC 



BNSDCX^ID: <WO 01 75067 A3_IA> 



3239 



WO(n/075()67 



PCT/US(M/0S(i31 



SKQ ID 

NO: 


SKO ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location uf first 
codoii for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24512 


54880 


A 


24650 


1 


1720 


MEKLLLENDSLSKDVSRLETVF 

VPPEKHEKEIIALKSNIVELKKQ 

LSELKKKCGEDQEKIHALTSEN 

TNLKKMMSNQYVPVKTHEEV 

KMTLNDTLAKTNRELLDVKKK 

FEDINQEFVKIKDKNEILKRNLE 

NTQNQIKAEYISLAEHEAKMSS 

LSQSMRKVQDSNAEILANYRK 

GQEEIVTLHAEIKAQKKELDTIQ 

ECIKIMKRAPVIPKHTLNTQPVE 

DTSLSTPAAPMVDSLIARVGVM 

ARGNAITLPVCGRDVKFTLEVL 

RGDSVEKTSRVWSGNERDQEL 

LTED A LDDLI PSFLLTGQQTPAF 

GRRVSGVIEIADGSRRRKAAAL 

TESDYRVLVGELDDEQMAALS 

RLGN D YRPTS A Y ERGQR Y ATR 

PQNEFAGNISAMADAENISRKII 

TRCINTAKLPKSVVALFSHPGE 

LSARSVIDSAPNLGIGTINVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRDLLKNVDLKGFEPDVRILL 

TKYTNINASQSPVWMREKFGMA 

WESMVLKNVVRETDEVGKGQI 

RMRADFVXQAIDQRSSTGAWRN 

ALSIWEPVCNEIFDRLIKPRSEIT 


24513 


54881 


A 


24651 


1094 


2271 


APFHRPHTKQSLQEQTDVVSIN 

EFLKQMAF*AQKLKE/WRTSAA 

SDITPAGFCSCRAIKDAEKPGRL 

PH PDXMEFRDR V DQ\R VVSPFGQ 

n\HMRNVFGPRLPRAKDVFPPV 

IGVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGN\DP\QGT 

ASMVSREGDPALHIWQEAPFLP 

FYLGEKDDVTYAIKPTCCPGLN 

I IPSCL ALPRI ETELMGKFDEG K 

LPTDPHLMLRLAIETVAHAHDY 

DVIVIDSAPNLGIGTINVVCAAD 

V\LIVLTPVE\MFDYTSARQFFD 

MLRDLLKNA\DLKGFEPEVR!L 

LTKYSNSNGSQFPW/MEEQIRD 

AWGSMVLKNVVRETGVEVGKG 

VQIRMR'nVFEQAlDQRSSTDTSL 

STPAAPMVDSLIARVGVMASR 


24514 


54882 


A 


24652 


1 


1415 





3240 

BNSDCXIID: <WO 017S0B7A3_IA> 



wo 01/075067 



PCT/U SO 1/08631 



SKQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location ol* first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Linknowut 
*=$top codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24515 


54883 


A 


24653 


3008 


8165 


ILIPFFIGLQNRFTQFRLSETKEIT 

NPYAMRLYESLFQSSKTNGSGI 

VSLKIDWIIERYQLPQSYQRMP 

DFRRRFLQVCVNEINSRTPMRL 

SYIEKKKGRQTTHIAIRDAEKA 

GRLPHPDMEIRGRVEQRVGYTl 

EQrNHMRDVFGTRLRRAEDVFP 

PVIGVAAHKGGVYKTSVSVHL 

AQDLALKGLRVLLVEGNDPQG 

TAXSMYHEWVQNLHIHAEDTLL 

PFYLGKKDDVTYAIKPTCWPGL 

DIIPSCLALHRI 


24516 


54884 


A 


24654 


1 


848 




24517 


54885 


A 


24655 


2354 


3640 


NVICNQELVYSSRHQFAPGATV 

LYKGDKMVLNLDRSRVPTEYR 

YGVFLNVLLPATKYFQLHDPSL 

RNMELNYSLASEDLVLKGLRV 

LLVEGNDPQGTASMYHGWVP 

DLHIHAEDTLLPFYLGEKDDVT 

YAIKPTCWPGLDIIPSCLALHRI 

ETHLMGKFDEGKLPTDPHLML 

RLAIETVAHDYDVIVIDSAPNL 

GIGT[NVVCAADVLIVPTPVE\L 

FDYASARQFFHMLRPLLKNVD 

LKGFEPDVRILLTKYSNSNGSQ 

SPWMEEQIRDAWGSMVLKNV 

KEFAGNISALADAENISRKIITR 

CINTAKLPKSVVVFFLTPVNYL 

PGDALQKAFTDKEELLKQQAS 

NLHEQKKAGVIFEAEEVITLLTS 

VLKTSSASRTSLSSRHQFAPGA 

TVLYKGDKMVLNLDRSRVPTE 

CIEKIEAILKELEKPAP 


24518 


54886 


A 


24656 


667 


870 


QIVSSEPKYTDFLSKIPFEQRVR 
DVQRNGDHTEGAVR*LSIAFFS 
ALLKLLAFFTEEVRAAAVVRFV 


24519 


54887 


B 


24657 


1 


1086 




24520 


54888 


A 


24658 


2 


250 


WRTKSLDIPPLIYPNGIVKNILR 
HLSQLLNVPITRPFSWILRPF*RP 
♦RICISTSFIRPLFTFLPA**MLIRS 
SVWQ*KTVSW 



BNSDOCIO: <WO 017S067A3JA> 



3241 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'Unknown, 
*=Stop codon, ^possible nucleotide 
deletion* \=pos5ible nucleotide insertion) 


24521 


54889 


A 


24659 


1 


1608 


MAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLLYMTYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRM 

PDFRRRFLQCINAGHEMTKAIAI 

AQFNDDSPEARKITRRWRIGEA 

ADLLGVSSQAIRDAEKAGPLPH 

PDMENRGRVEQRGGYTIEPNN 

HMRDGVGTRWRRAEDVF\PPLl 

G\VAGHKGGR\YKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIICPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTrNVVCAADVLI 

VPTPAELFDYTSALQFFDMLPD 

LVKNRDLKGVEPDMRKQRHR 

KAKDLLAQDPTAMTTDELLKE 

ATRCPICTAYLEKPMSLECECV 

FCLSCTNSLQKEPQGEGVLCPF 

CLEASQKNNIRLNRQLGRLVSH 

IKELEPICLKKILKM>JFKDAEVP 

RFSSPKPCSSFFSTCYLSKNCSN 

HPCYSPYPGSGWG 


24522 


54890 


A 


24660 


1 


1128 




24523 


54891 


A 


24661 


1035 


1208 


SLIDRIEALG1FRFAAV*GSAAY 
HGV*YERRRTFLCMLFGYFLSR 
RLESLLLPEVQS 


24524 


54892 


A 


24662 


I 


1316 


MEIRGRVEQRVGYTIEQINHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGGVYKTSVSVHLAQDLALK 

GLRVLLVEGNDPQGTASMYHG 

WVPDLHIHAEDTLLPFYLGEKD 

DVT Y A IKPTC WPG LDIIPSC L A L 

HRIETELMG K FDEG KLPTDPH L 

MLRLAIETVAHDYDVIVIDSAP 

NLGIGTINVALQNFQRYTGIQH 

VHRIGMAERMWCDRNRERHT 

VSSSGGNRLPNPGPDRSDLALK 

GLRVLLVEGNDPQGTASMYHG 

WVPDLHIHAEDTLLPFYLGEKD 

DVTYAIKPTCWPGLDIIPSCLAL 

HRIETELMGKFDEGKLPTDPHL 

MLRLAIETVAHDYDVIVIDSAP 

NLVFRICFVIWAQERIDIKGFEP 

DVRILLTKYSNSNGSQSPWMEE 

QIRHAWGSMVLKNA/VRETDE 

VGKDTGVRSKSIWCHRNSRWE 



3242 



BNSDCXID: <WO_0175067A3JA> 



wo (M/0 75067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in IISSN 
09/540,217 


Nucleotide 
localion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=possihle nucleotide 
deletion, \=possibte nucleotide insertion) 


24525 


54893 


A 


24663 


504 


1254 


SYVKYFPHQPAQKYFQQIHSAI 

GLHNADHVHKHLLGDNRYPIW 

IMQPSAHHPARQPEHDIAFGKC 

SSSVSVMLAQDLALKGLRVLLV 

EGNDPQGTASMYHGWVPDLHI 

H A EDTL L P F Y\DPHLM LRL A I ET 

VAHDYDVIVIDSAPNLGIGTINV 

VCAADVLIVPTPAELFDYTSAL 

QFFDMLRDLLKNVDLKGFEPD 

VRILVVRVSQRMVVAGCIIAFID 

KLLNVLICFPFSVKNRFVIFHSV 

DFECVIRF 


24526 


54894 


A 


24664 


1 


3216 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPG 

FG DFADFGTTI KQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLA^KRAPTC 

WPGLDllPSaLALPRIETELMGK 

FDEGKLPTDPHLMLRLAIETVA 

HDYDVIVIDSAPNLG 


24527 


54895 


A 


24665 


1 


419 


MSSSDKLDFDFSVANMVNFFAP 

VFPMGKYYTQADKVLIPLAIQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE/ 

VGCRR*KRL*IFSLVYQTCAQSI 

QRALQCTYQPISHSLLYRVTEP 

VYAVSA 


24528 


54896 


A 


24666 


1 


2598 





BNSDOCiD: <WO 0175067A3_IA> 



3243 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, N'^possihle nucleotide insertion) 


24529 


54897 


A 


24667 


1 


2027 


MRGHREKAAACKPRTRASEGT 

TPASTFILDFQPPNCNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFNKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNT VTDE 1 ER AN VFKMN 

GKWYLFTDSRGSKMTIDGINSN 

DIYMLGYVSNSLTGPYKPLNKT 

GLVLQMGLDPNDVTFTYSHFA 

VPQAKGILCEEDNYTAGDNHM 

MRAPHCEEDRAHKFVVFDANA 

GTESGHQGESSLFNRACGGGGT 

FFFSKJESQKLQQSAKKRDCFNA 

GHEMTKAIAIAQFNDDSPEARK 

ITRRWRIGEAADLVGVSSQAIR 

DAEKAGRLPHPDMEI RGRVEQ 

RVGYTIEQINHMRDVFGTRLKR 

AEDVFPPVIGVAAHKGGVYKT 

SVSVHLAQDLALKGSLLLPKND 

FLFKLGLEGHLPLGKIHSPPTGA 

DVARGSSGLPKSELFLPERNTQ 

ELQQDSEEGPLALQVLQSNLM 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VICRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQNNDGIC 

EIHVAKYVEIFGLTSAEASKDIR 

QALKSFAGKLVVFYRPE/VGCR 

R* KRL* IFSL V YQTCAQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


24530 


54898 


A 


24668 


1 


989 


PWISAPVPVDVVEGAMDSVTV 

LSFGGLMLYFCAGWPPARRWC 

FPESISCGSMERDQWWGLQVA 

KRAGLAGGQSGRTVLRERVRJE 

lASTHIALAARHSDWRCCRNGR 

YPARGPA ALQNFQRYTG IQH V 

HRJGMAERMWCDRNRERHTVS 

SSGGNRLPNPGPDRSCDNLKTC 

HTSHGSVMAETAVINHKKRKN 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DI RQA LKSF AG K E V VF YRPEA/^ 

GCRR*[CRL*1FSLVYQTCAQSIQ 

RALQCTYQPISHSLLYRVTEPV 



BNSDOCID: <WO 0175067A3_IA> 



3244 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-Stop codon, /==possible nucleotide 
deletion, \=p0S5iblc nucleotide insertion) 


24531 


54899 


A 


24669 


350 


1203 


LLTARLTWVSARLMSDFADFG 

TTIKQDFRLLGQTSVDRLLQLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQD/LALKGLRVLLVEGNDPQG 

TASMYHGWVPDLHIHAEDTLL 

PFYLGEKDDVTYAIKPTCWPGL 

DIIPSCLALHRJETELMGKFDEG 

KLPTDPHLMLRLAIETVAHDYD 

VIVIDSAPNLGIGTINVVCAADV 

LIVPTPAELFDYTSALQFFDMLR 

DLLKNVDLKGFEPDVRILLTKY 

SNSNGSQSPWMEEQIRDAEGSR 


24532 


54900 


A 


24670 


I 


936 




24533 


54901 


A 


24671 


1070 


1324 


LGTPGGCSRMTCALVPLIPNDD 
TPTRRTRPLLGQG V FS V RS ♦ T VP 
ADQSTSGDGDSTCNVRGSCPCR 
lAlTILITPATPAAACV 


24534 


54902 


A 


24672 


1 


1212 




24535 


54903 


A 


24673 


2373 


3381 


FKRGQYGQLLRPRFHHGQILYA 

RRQGADAAGDSGIW/HGIWTEP 

MTM*KKDER*PSPTQAS*DNW 

KSIRGSCWQALSITRN/CKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

SVHINPYLIPFFIGLQNRFTQFRL 

SETKEITNPYAMRLYESLCQYR 

KPDGSGIVSLKIDWIIERYQLPQ 

SYQRMPDFRRRFLQHIFVLRER 

PETVLIDLIQRTKDAVRELDNL 

QYRKMKKLLFQEAHNGPAVEA 

QEEEEDD 


24536 


54904 


A 


24674 


31 


81] 


RRGLLGTRLRLSEDVFPPVLGV 

AAHKGGVDKTSVSVHLAQDLA 

LKGLRVLLVEGNDPQGTASMY 

HGWVPELHIHAEDTLLPFYLGE 

KDDVTYAIKPTCWPGLDIIPSCL 

ALHRIETELMGKFDEGKLPTDP 

HLMLRLAIETVAHDYDVIVIDS 

APNLGIGTINVVCAADVLIVPTP 

AELFDYTSALQFFDMLRDLLKN 

VDLKGFEPDVRJLLTKYSNSNG 

SQSPWMEEQIRDAWG\SIV1VLK 

NVVAFQNLEFLFILLRIWL 


24537 


54905 


A 


24675 


1004 


1105 





3245 



BNSEOCID: <WO ^0175067A3JA> 



wo 01/075(167 PCT/USO 1/08631 



SKQ ID 

NO: 


S£QID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


24538 


54906 


A 


24676 


1 


1139 


MEKKITGYTTVDISQWHRKEHF 

EAFQS V AQCTYNQTVQLDI KK 

KLKTVICKNICHKFYPAFIHILAR 

LMMAHPEFRMAMKDVAEYNG 

YHVVFALAGSPKDADDTSIYM 

FYQKVGDNSIDSWKNAGRVFK 

DSDKFDANDPILKDQTQEWSGS 

ATFTSDGKIRLFYTDYSGFCHYG 

KQSLTTAQVNVSKSDDTLKI>4G 

VEDHKTIFDGDGKTYQNVQQFI 

DEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTASSIRKSDG 

TLQEHDGICElHVAKYAEiFGLT 

SAEASKDIRQALKSFAGKEVVF 

YRPE/VGCRR*KRL*IFSLVYQT 

CAQSIQRALQCTYQPISHSLLYR 

VTEPVYAVSA 


24539 


54907 


A 


24677 


1 


930 




24540 


54908 


A 


24678 


1 


2486 


MIMMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKAYKETY 

GVSHiTRHDMLQIPKQQQNEKY 

Q VPQFDQSTIKN 1 ES AKGLD V W 

DKWPLANADGTVAEYNGYNV 

VDKFDANDPILKDQTQEWSGS 

ATFTCDGKIRLFYTDYSGKHYG 

KQSLTTAQVNVLKSDDTLKrNG 

VEDHKAIFDGDGKTYQNVQQL 

IDEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTNFFRKESQK 

LQQSAKKRDAELANGALGIIEL 

NNDYTLKKVMKPLITSNTVTDE 

lERANVFKMNGKWYLFTDSRG 

SKMTIDGINSNDIYMLGYVSNS 

LTGPYKPLNKTGLVLQMGLDP 

NDVTFTYSHFAVPQAKGNNVV 

ITSYMTNRGFFEDKKATFAPSF 

LMNIKGNKTSVVKNSILEQGQL 

TWLQVAKRAGLGGGQSGRTVL 

RERLPNYKNFKGTIQELGQNQY 

AVSGEIFVVDRNTVEITELPVRT 

WTQVYKEQVLEPMLNGTDKTP 

ALISDYKEYHTDTTVKFVVKM 

TEEKLAQAEAAGLHKVFKLQT 

TLTCNSMVLFDHMGCLKKYET 

VQDILKEFFDLRLSYYGLRKEW 

LVGMLGAESTKLNNQARFILEK 

IQGKITIENRSKKDLIQMLVQRG 

YESDPVKAWKEAQEKCDNLKT 

CHTSHGSVMAETAVINHKKRK 



3246 



BNSDOCID: <WO 01 75067 A3_IA> 



wo <M/075()67 PCT/US01/(>8631 



SEQ ll> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
locarion oF first 
codon for peptide 
sequence 


Nucleotide localion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^'lJnknovvn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24541 


54909 


A 


24679 


5 


253 


SAPKVWRGLRQQGAGISVLP*V 
CAQP/VQVAKAPELILNFDLPK 
KYFDKL/R/DTHFFSPHTGKFPT 
VKILMAPFANSASRGVALC 


24542 


54910 


A 


24680 


334 


842 


PDKEGNEIWVDMYTVKPSGWT 

VRTFDKPRKRFIAFFIAGILFRAI 

KNHFLPRETLQCLPYILTGFRRG 

QSEYFSIFSNMDLADTVMFLVG 

GHKIFVFHCHTELRMSIHQAGK 

NVNKGRIKLVLIFLYGL*/QRP* 

YPAERSGYRYIEQLTEMPQNVL 

YDAIGIYQRWYIQ 


24543 


5491 ! 


A 


24681 


676 


1169 


DNLKTCHTSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRKSDGT 

LQEHDGICEIHVAKYAEIFGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPEA^GCRR*KRL*IFSLVYQTC 

AQSIQRALQCTYQPISHSLLYRV 

TEPVYAVSA 


24544 


54912 


A 


24682 


1 


783 




24545 


54913 


A 


24683 


1 


1884 




24546 


54914 


A 


24684 


I 


1131 




24547 


54915 


A 


24685 


1 


2856 




24548 


54916 


A 


24686 


528 


725 




24549 


54917 


A 


24687 


1 


898 




24550 


54918 


A 


24688 


1879 


2343 




24551 


54919 


A 


24689 


1 


1254 




24552 


54920 


A 


24690 


1 


1113 




24553 


54921 


B 


24691 


1 


1156 




24554 


54922 


B 


24692 


1 


1980 




24555 


54923 


B 


24693 




1932 




24556 


54924 


A 


24694 




663 




24557 


54925 


A 


24695 


1123 


1764 




24558 


54926 


A 


24696 


2 


1772 




24559 


54927 


A 


24697 


1 


1040 


MELKTKARELREECRSLRSRCN 

QLEERVSAMEDEIvrNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDVENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSGRETPRHIIVRFT 

KVEMKEKMLRAAERKCDNLK 

TCHTSHGSVN4AETAVrNHKKR 

KNSPRIVQSNDLTEAAYSLSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICEIHVAKYAEiFGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDEKSYEQPSKDIRQALKS 

FAGKEV VFYRPEA^GCRR* KRL 

♦ i FSLVYQTCAQSIQRALQCTYQ 

PISHSLLYRVTEPVYAVSA 



3247 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/LSO 1/0863 1 



SEO in 

NO: 


SKQIDNO: 
of peptide 
.sequence 


Met 
liod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnk»ovvn. 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide inseriiiiti) 


24560 


54928 


A 


24698 


1683 


4289 


RVFKDSDKFDANDPILKDQ rot 

WSGSATFTSDGKIRLFYTDYSr. 

KHYGKQSLTTAQVNVSKSDDI 

LKINGVEDHKTIFDGDGKTYON 

VQQFIDEGNYTSGDNHl LKDn 1 

YVEDKGHKYLVFEANTG i UNG 

YQGEESLFNKAYYGGG'lTslFl K 

KESQK LQQS AKK RD A E I , A NG A 

LGIIELNNDYTLKKVMKPLn SN 

TVTDEIERANVFKMNGKVVHSK 

ILVSGTHRARTEVEVTDPIHQO 

RMGCCFTVGAGEICEKP I GCFF 

TPLPNCNCQWTGSAILDRRSMS 

HPHSPASGSWVKVVTGSYQLI 

HSPGIGLRDFADFGTPHQ I GI SP 

AGANQRGPLVATLSGPGGECiQ 

S A V A RLTG EKKN M PG A Q Y A N R 

LSPRVGRFIN A AGTTG FPTG K R 

AVSATQLMHFKILVSRAIIRARI 

ELEVTDPGSSAENGLLFPVVLL 

LRKARKTLMPPHSTCFIKRSAP 

TQSTAGKTRPRVLKDSDKFDA 

NDPILKDQTQEWSGSAPn SDG 

KIRLFYTDYSGKHYGKOSLTIA 

QVNVSKSDDTLKINGVEDUK'H 

FDGDGKTYQNVQQFIDEGNYT 

SGDNHTLRDPHYVEDKGHKYL 

VFEANTGTENGYQGEESLFNKS 

VLRRRHELLPDFADFGPTIKQD 

FRLLGQTSVDRLLQLSOGQAV 

KGNQLLPVSLVKRKTTLAPN I Q 

TASPRALADSLMQLAr<OVSRLE 


24561 


54929 


B 


24699 


1 


2034 




24562 


54930 


A 


24700 


1 


1038 




24563 


54931 


A 


24701 


1 


1149 




24564 


54932 


A 


24702 


2 


823 


WPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKOSLT 

TAQCDNLKTCHTSHGSVMAET 

A VI>JHKKRKNSPR1V0SNDL IE 

AAYSLSRDQKRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEK/MLMFSL 

VYQTCAQSIQRALQCTYQPISH 

SLLYRVTEPGYAVSA 


24565 


54933 


B 


24703 


1 


1206 




24566 


54934 


A 


24704 


2 


1037 




24567 


54935 


B 


24705 


1 


1389 





3248 



BNSDOCID: <WO Ol75067A3JA> 



WO(H/075067 PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in l/SSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possibIe nucleotide insertion) 


24568 


54936 


A 


24706 


1 


602 


MGTGDFICISMTGGAPWGFRLQ 

GGKEQKQPLQVAKWANLKPGP 

PSHGSVMAETAVINHKKRKNSP 

RIVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAEIFGLTSAEASKDIR 

QALKSFAGKEVVFYRPEA/GCR 

R* KRL* IFSL V YQTC AQSIQRAL 

QCTYQPISHSLLYRVTEPVYAV 


24569 


54937 


A 


24707 


1 


774 




24570 


54938 


A 


24708 


1479 


1947 




24571 


54939 


A 


24709 


■j 


696 




24572 


54940 


A 


24710 




1773 




24573 


54941 


A 


24711 


1 


1509 




24574 


54942 


A 


24712 


1 


891 




24575 


54943 


A 


24713 


156 


242 


VAGRGIGYRLSPNKGL*TWSAL 
CKPIAE 


24576 


54944 


A 


24714 


1441 


1866 




24577 


54945 


A 


24715 


1 


1098 




24578 


54946 


A 


24716 


I 


1989 




24579 


54947 


B 


24717 


126 


848 




24580 


54948 


B 


24718 


58 


688 




24581 


54949 


A 


24719 




542 




24582 


54950 


A 


24720 




675 




24583 


54951 


A 


24721 




1209 


MKMPEKHDLLAAILAAKEQG 1 

GAILAFAMAYLRGRYNGVLEA 

RSLKSRCQQSHALAEGSRGGPP 

VTGRFKSTFTADSWNRYSLPSL 

TGGGNILHSRTHRRTVSRLLGR 

RWQELLRDVFGTRLRRAEDVF 

PPVIGVAAHKGGVYKTSVSVH 

LAQDLALKGLRVLLVEGNDPQ 

GTASMYHGWVPDLHIHAEDTL 

LPFYLGEKDDVTYAIKPTCWPA 

LDIIPSCLALHRIETELMGKFDE 

GKLPTDPHLMLRLAIETVAHDY 

DVIVIDSAPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRILLT/ 

KYSNSNGSQSPWMEEQMRDAW 

GSMGLKNVA^RETDEIGVKGQIR 

MRTVFETAMDKRLLTGAWEK 

AFFFLEPGFEEKSNR 



3249 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IIS01/0S63I 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locniion of first 
codon for peptide 
!>cqueiice 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l In known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24584 


54952 


A 


24722 


I 


743 


MIGMELPGLEGTELEGCHEREV 

VYDRVRVFEKRGEARHVEARS 

PGGGSEKRGWGGARHQRMCR 

KGADNGGAGRARRVARLRQL 

ASRAIGRRKGAVLYQTPVINHK 

KRKNSPRIVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVAKYAEIFGLTL 

WREASKDIRQALKSFAGKEVV 

FYRPEA^GCRR*KRL*IFSLVYQ 

TCAQSIQRALQCTYQPISHSLLY 

RVTEPVYAVSA 


24585 


54953 


A 


24723 


1157 


1471 




24586 


54954 


A 


24724 


1 


824 


MEENERDLEINMINMSKELKVE 

NIKKHIGMLEKDEIEIIVTKSILI 

EIEIPTQCLRNLNTLHLAASAGN 

HMSNTACWYGCEDFTSVSTFA 

HQGVGSWDAYEPAASLLLSCD 

NLKTCHTSHGSVMAETAVINH 

KKRKNSPRIVQSNDLTEAAYSL 

SRDQKRMLYLFVDQIRKSDGTL 

QEHDGICEIHVANYAEIYGLTS 

AEASKDIRQALKSFAGKEVVFY 

RPE/VGCRR*KRL*IFSLVYQTC 

AQSIQE^LQCTYQPISHSLLYRV 

TEPVYAVSA 


24587 


54955 


A 


24725 


996 


1169 


SLIDRIEALGIFRFAAV*GSAAY 
HGV*YERJIRTFLCMLFGYFLSR 
RLESLLLPEVQS 



8NSDCX:iD: •«WO_0176067A3_IA> 



3250 



wo 01/075067 



PCT/IJS01/0S63I 



SEQ II> 

NO: 


SEQ ID jNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( X-Unkiiown. 
*=Slop codon, /=possible nucleotidr 
deletion, \=possible nucleotide inserliim) 


24588 


54956 


A 


24726 


3 


1743 


DSPEVARKITRRWRIGEAADLV 

GVSSQAIRDAEKAGRLPHPDMl; 

I RG R VEQR VG YTI EQIN H M R D V 

FGTRLRRAEDVFPPVIGVAAUK 

GNDPQGTASMYHGWVPDLMIH 

AEDTLLPFYLGEKDDVTYAIKP 

TCWPGLDIIPSCLALHRIETEI.M 

GKFDEAQPNLGIGTINVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLFCNVDLKGFEPDVRILI.T 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKNVVRETDEVGKGOIR 

MRTVFEQAIDQRSSTD rSLS I P 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFG R R VSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

KYFLRWLMRKIFHIITRCIN l AK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLl IE 

QKKAGVIFEAEEVITLLTSVLK T 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECIEKI 

EAILKELEKPAP 


24589 


54957 


A 


24727 


1 


1623 




24590 


54958 


A 


24728 


1 


1863 




24591 


54959 


A 


24729 


1 


2622 




24592 


54960 


A 


24730 


I 


1338 





BNSDCXJID; <WO 0175067A3JA> 



3251 



wo 1)1/075067 



PCT/USO 1/0863 1 



SKQ ID 
NO: 


SKQ II) NO: 
uf peptide 
sequence 


Met 
hod 


SKQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
locHliun ofTirst 
codon for peptide 
sequence 


Nucleotide locsition of last 
coduii for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknu>vn, 
*-Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24593 


54961 


A 


24731 


1 


1823 


N4N MN 1 KKI VKQ AT V LTFTTA LL 

AGGATQAFAKENNQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DS WPLQN A DGT V A E YNG YH V 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TS DG K I RLF YTD YSG KH YG KQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

SAKKRDAELANGALGIIELNND 

YTLKKVMKPLITSNTVFIRDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRCDNLKTCHTS 

HGSVMAETAVINHKKRKNSPRI 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQIRKSDGTLQEHDGICEI 

HVAKYAEIFGLTSAEASKDIRQ 

ALKSFAGKEVVF Y RPE/VGCRR 

*KRL*1FSLVYQTCAQSIQRALQ 

CTYQPISHSLLYRVTEPVYAVS 


24594 


54962 


A 


24732 


1476 


2221 





BNSDCXID: <WO 0175067A3JA> 



3252 



WO(M/(I75067 



PCT/IJS(n/(>S631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


24595 


54963 


A 


24733 


I 


815 


MRVGRICAVGAIWWSSKQELFQ 

QLFLRTELEDIGPGIVKRELGRE 

GSKDTGSSDDWEQLPDWKTKR 

VGNERDQELLIEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRfCAAALTESDYRVLVGEL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIITRCINTAKLPKSV 

VALFSHPGELSARSGDALQKAF 

TDKEELLKQQASNLHEQKJCAG 

VIFEAEEVITLLTSVLKTVQSKN 

LSHFTWICHAETAVINHKKRKN 

SPRJVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKHWVTISP 

QTSAYERGQRYASRCKNEFAG 

NISALADAENISRKHTRCINTAK 

LPKSVVALFSHPGELSARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMVLNLDRSRVPTECKRK 

LRPF* SGQRTDTA Y VFDPG RD Y 



3253 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/U SO 1/08631 



SCO ID 
NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


24596 


54964 


A 


24734 


2 


1249 


DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRXTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQLAISGRI 

LFLPMLNSINKLAAPSQPCTEPF 

FRRDPTLHPKSEVRLPPKVTTIT 

V I SN PILITPQEKS V AQCT YNQT 

VQLDITAFLKTVKKNKHKFYPA 

FIHILARLMNAHPEFRMAMKD 

GELVIWDSVHPCYTVFHEQTET 

FSSLWSEYHDDFRQFLHIYSQD 

VACYGENLAYFPKGFIENMFFV 

SANPWVSFTSFDLNVANMDNF 

FA P V FTMG K Y YTQG DK VLMPL 

AIQl RKSDGTLQEHDG ICEIH VA 

K Y A E I FG LTSAE ASKDI RQA LKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

G 1 VSLPID WI I ER YQLPQS YQRM 

PDFRRRFLQVCVNEFNSRTPMR 

LSYIEKKKGRQTTHIIRISDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDERGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQYHLCGTLRNSRFCEIHV 

AKYAEIFGLTSAEASKDIRQAL 

KSFAGKEV VFYRPE/VGCRR* K 

RL*IFSLVYQTCAQSIQRALQCT 



BNSDCX:iD: <WO 0175067A3JA> 



3254 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 
NO: 


SEO il> NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
cndon fur peptide 
sequence 


Nucleotide loc;itiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \'=lInknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nuclcoride insertion) 


24597 


54965 


A 


24735 


1 


2286 


MLTLILLDLQFMAQLAGYQMS 

FNSTKSKQTKNNFAVGYRTGD 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALINLAWTSSTSCTRFG 

LAAKFQLKPIAFISTKVNHWLT 

GVSYTPPLEAGVKLNLSALCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRiVQSNDLTEAAYSLS 

RDQKRMLYLFVDQIRXSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFFIGLQN 

RFTQFRLSETKEITNPYAMRLY 

EIPVVSIRKPGMGSGIVSLKIDW 

IIERYQLPQSYQRMPDFRRRFLQ 

CINAGHEMTKAIAIAQFNDDSP 

EARKITRRWRIGEAADLLGVSS 

QAIRDAEKAGPLPHPDMENRG 

RVEQRGGYTIEPNNHMRDGVG 

TRWRRAEDVF\PPL1G\VAGHKG 

GRWKTSVSVHLAQDLALKGLR 

VLLVEGNDPQGTASMYHGWV 

PDLHIHAEDTLLPFYLGEKDDV 

TYAIKPTCWPGLDIIPSCLALHR 

lETELMGKFDEGKLPTDPHLML 

RLAIETVAHDYDVIVIDSAPNL 

GIGTINVVCAADVLIVPTPAELF 

DYTSALQFFDMLPDLVKNRDL 

KG VEPD VFI RDKLMERRNRRT 

GRTEKARIWEVTDRTVRTWIGE 

AVAAAAADGVTFSVPVTPHTF 



BNSDOCIO: <WO 0175067A3_IA> 



3255 



wo 01/075067 



PCT/USOl/08631 



SlilQlD 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


iNucleotidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24598 


54966 


A 


24736 


1 


1400 


MDAKMHSGGTAPPGTLSQRQP 

SSN SKTNG SKLN PLKDTLLSTPS 

CPEGELVMAARRSNGSGNAITL 

PVWGRDVKFTLEVLRGDSVEK 

TSRVWSGNERDQELLTEDALD 

DLIPSFLLTGQQTPAFGRRVSGV 

lElADGSRRRKAAALTESDYRV 

LVGELDDEQMAALSRLGNDYR 

PTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRC1>JTAK 

LPKS V V ALFSHPGELS ARSG DA 

LQKAFTDKEELLKQQASNLHE 

QKKAGCDNLKTCHTSHGSVMA 

ETAVINHKKRKNSPRIVQSNDL 

TEAAYSLSRDQKRMLYLFVDQI 

RKSDGTLQEHDGICEIFTVAKYA 

EIFGLTSAEASKDIRQALKSFAG 

KEVVFYRPEEDAGDEKSYEQPS 

KDIRQALKSFAGKEVVFYRPE/ 

VGCRR*KRL*IFSLVYQTCAQS1 

QRALQCTYQPISHSLLYRVTEP 


24599 


54967 


A 


24737 


1 


1628 


MLHITNDQGNASQNHNAMPPY 

SCKNGHNLKTVDGGMDAVNG 

EHFYTAGLSQGPLKGSFLLFFNl 

LILVCPPIFRVSGNEVFIRDKLM 

ERRNRRTGRTEKARIWEVTDRT 

VRTWIGEAVAPLLLTCDNLKTC 

HTSHGSVMAETAVINHKKRKF 

SPRIVQSNDLTEAAYSLSRDQK 

RMLYLFVDQIRKSDGTLQEHD 

GICEIHVAKYAEIFGLTSAEASK 

DIRQALKSFAGKEVVFYRPEED 

AGDEKGYESFPWFIKRAHSPSR 

GLYSVHINPYLIPFFIGLQNRFT 

QFRLSETKEITN P Y A MRL YESL 

CQ Y RKPDGSG I VSLKI D WIIERY 

QLPQSYQRMPDFRRRFLQVCV 

NEINSRTPMRLSYIEKKKGRQT 

THICDNLKTCHTSHGSVMAETA 

VINHKKRKNSPRIVQSNDLTEA 

AYSLSRDQKRMLYLFVDQIRKS 

DGTLQEHDGICEIHVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEA^GCRR*KRL*IFSLV 

YQTCAQSIQRALQCTYQPISHSL 

LYRVTEPVYTISAY 



BNSDOCIO: <WO ^0175067A3_IA> 



3256 



wo 01/()75()67 



PCT/USOl/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24600 


54968 


A 


24738 


1295 


1675 


SVTSCLKVTSVCLTSGRRFLQIR 

ISDGTLQEHDGICEIHVAKYAEI 

FGLTSAEASKDIRQALKSFAGK 

EVVFYRPEEDAGDEKGYESFP 

WFIKRAHSPSRGLYSVHINPYLI 

PFFIGLQNRFTQFRLSETKEITNP 

YAMRLYESLCQYRKPDGSGIVS 

LKI A WV 1 ER YQLPQS YQRM PDF 

RRRFLQVSDFLMAPYRNIDGIC 

EI H V AK Y A EI FGLTSAE ASKDI R 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIKRAHSPSRGL 

YSVHINPYLIPFFIGLQNRFTQFR 

LSETKEITNPYAMRLYESLCQY 

RKPDGSGIVSLKIDWIIERYQLP 

QSYQRMPDFRRRFLQVCVNEIN 

SRTPMRLS Y 1 EKKKGRQTTH I E 

HDGICEIHVAKYAEIFGLTSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDERGYESFPWFIKRAHSP 

SRGLYSVHINPYLIPFFIGLQNRF 

TQFRLSETKEITNPYAMRLYQS 

LCQYRKPDGSGIVSLKIDWIIER 

YQLPQSYQRMPDFRRRFLQIRK 

SDGTLQEHDGICEIHVAKYAEIF 

GLTSAEASKDIRQALKSFAGKE 

VVFYRPEEDAGDEEGYESFPWF 

IKRAHSPSRGLYSVHINPYLIPFF 

IGLQNRFTQFRLSETKEITNPYA 

MRLYESLCQYRKPDGSCIVSLK 

IDWIIERYQLPPRYQRMPDFRRR 

FLRVWVQEINSRTPMPPLLPWE 


24601 


54969 


A 


24739 


1 


1986 





3257 

8NSDOCID: <WO P175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
■n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
Stop codon, /=possible nucleotide 
deletion, \==po$$ible nucleotide insertion) 


24602 


54970 


A 


24740 


1 


398 


MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLQVLRGDSVEKT 

SRVPPGNERDQEMLTEDALDD 

LIPSFLLTGQQTPAFGRRVSGVI 

HTADGSRRRKAAALTEKFCIVD 

NPPGEIRKRACLFIPTHALNLNR 

FEDICYAHQLPDGGLLSARVGV 

MARGNPILSPVCGRNVKFTLKV 

LRGDSVENPSRVWSGNERAQE 

LLTEHALDDLTLSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSPYERGQRYAS 

RLQNEFAGNISALADAENISRKI 

ITRCrNTAKLPKSVVALFSHPGE 

LSARSGNERDQELLTEDALDDL 

IPSFLLTGQQTPAFGRRVSGVIH 

TA DG SRRRKA A/DTYRKILYR* * 

PPGGD*KKSVPFYSNTCAQSQP 


24603 


54971 


A 


24741 


1450 


3699 


RN PLQI PKQQQN EK YQ VPQFDQ 

STIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KDADDTSIYMFYQKVGDNSIDS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQIFQ 

MITVFITSLCNTTSSHICLHISWV 

TTMHGAMPHPGHIPTAPASLPA 

KVKGSGKVCWLAFPLSELTPPS 

ALQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQHFIDEGN 

YTCGDNHTLRDPHYVEDKGHK 

YLVFEANTGTENGYQGEESLFN 

KAYYGGGTNFFRKESQKLQQS 

AKKRDAELANGALGIIELNNDY 

TLKKVMKPLITSNTVTDEIERA 

NVFKMMGKWYLFTDSRGSKM 

TIDVPQAKSTNVVITSYMTNRG 

FFEPEGSKGSITAAVMAKGLSV 

ASGNSTPERRRATANENVQPRA 

IRDAEKAGRLPHPDMEIRGRVE 

QRVGYTIEQINHMRDVFGTRLR 

RAEDVFPPVIGVAAHKGGVYK 

TSVSVHLAQDLALKGLRVLLV 

EGNDPQGTASMYHGWVPDLHI 

HAEDTLLPFYLGEKDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MRKFDEGNLPTDPHLMLRLAIE 

TVAHDYDVIVIDSAPNLGIGTFN 

VVCAADVLIVPTPAEQLDISXSS 

RQFFDMLRDLLKNVDLKGFEPD 



3258 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowny 
*-Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24604 


54972 


A 


24742 


I 


3899 


MVDSLIAPVGVMARGMAITLPV 

RATNVKFTLEELRGDSVEKTSR 

VWSEKKDRGGQEAEVSGEGSS 

QTKSLQKRQHSNGSDFTARGF 

HTGQALVRSKGTYWNPTGLGL 

SHGTEDPNLIGEELDAGEWDK 

NTRKELAVLNVRRDFADFGTTl 

KQDFRLLGQTSVDRLLQLSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQFWVFEGGLRVLVR 

ERVTTPKG'RASMYQGWWPD 


24605 


54973 


A 


24743 


268 


2617 


RMFRMKLMETUSQCINAGHE 

MTKAIAIAQFNDDSPEARXITR 

RWRIGEAADLVGVSSQAIRDAE 

KAGRLPHPDMEISGRWKHGVG 

YTIEQIYL\TRDVFGTRLPRAED\ 

VFPPVIGVAAHKGGVYKTSVSV 

HLAQDLALKGLRVLLVEGNDP 

QGTASMYHGWVPDLHIHAEDT 

LLPFYLGEKDDVTYAIKPTCWP 

G\LD 1 1 PSCL A LH RI ETELMGKFD 

EGKLPTDPHLMLRLAIETVAHD 

YDVIVIDSAPNLGIGTINVVCAA 

DVLIVPTPAELFDYTSALQFFD 

MLRDLLKTVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WGSMVLKNVVRETDEVGKGQI 

RMRTVFEQAIDQRSSTDTSLSTP 

AAPMVDSLIARVGVMARGNAI 

TLPVCGRDVKFTLEVLRGDSVE 

KTSRVWSGNERDQELLTEDAL 

DDLIPSFLLTGQQTPAFGRRVSG 

VIEIADGSRRRKAAALTESDYR 

VLVGELDDEQMAALSRLGNDY 

RPTSAYERGQRYASRLQNEFAG 

NISALADAENISRKIITRCINTAK 

LPKS VV ALFSH PG ELS ARSGDA 

LQKAFTDKEELLKQQASNLHE 

QKKAGVIFEAEEVITLLTSVLKT 

SSASRTSLSSRHQFAPGATVLY 

KGDKMALNLDRSRVPAYIIRSY 

IRCGRKGFASAGVGGCRGWLN 

YAASEQIVLRVHHMRCEIPHRC 



3259 

BNSDOCIO: <WO 0175Qe7A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
loc:ition of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24606 


54974 


A 


24744 


1 


2624 


MTPQKRGYLCKAGARNLDVLL 

EGCEIFLLIPMGMRSESGVSDA 

DTVSAPRKKHSLEQGIFRAQVE 

ASKPSSVPACIVVGNVSGYQFP 

PGTSYGPDSESELGYREKFMSF 

VGTN4NEAGNPPFSANYSKAKK 

PKLPRMFSLIERMSPSPRVGSQSV 

QSSCFRDIPFEQDQMFPHPSLVL 

RSKEQQPLLTQSIGVNSARKAM 

AKRRRHRRRRRVSGVLPIAWG 

VPS*SVHLPKVLSCSGASWI*QS 

CISRLGRLSPTRLMNVA\GNDP 

QGTASM YHG WVQI LH I H AEDT 

LL/PFY/LGEKDD VT Y A I K PTC W 

PGLDIIPSCLALHRIETELMGKF 

DEGKLPTDPHLMLRLAIETVAH 

DYDVIVIDSAPNLGIGTINVVCA 

ADVLIVPTPAELFDYTSALQFFD 

MLRJDLLKNVDLKGFEPDVRILL 

TKYSNSNGSQSPWMEEQIRDA 

WASMV*K\NMVRNANEVGKDT 

LKGFYSLKERPLGNHFLGPNNR 

PFGKIMKHKTPAFGRRVSGVIEI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAElMlSRKlITRCrNTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGGFCRFRNHHQTGFSPAGA 

NQRGPLAATLSGPGGEGQSAV 

ARLTGEKKNHPGAQYANRLSP 


24607 


54975 


A 


24745 


1 


385 


MWQAISRLLSEQLGEGEIELRN 
ELPGGEVHAAWHLRYAGHDFF 
VKCDERELLPGFTAEADQLELL 
SRSKTVTVPKVAFILGQQIARLH 
QWSDHAVLKIVTTGVL*GAYV 
GAPSIWKCPERITLPGYHQ 


24608 


54976 


A 


24746 


I 


1209 





BNSDOCID: <WO 017S067A3 IA> 



3260 



wo 01/075067 



PCT/USOl/08631 



NO: 


^tv? iNO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X~Unknown, 
*=Stop codon, /'=possible nucleotide 
deletion, \~possible nucleotide insertion) 


24609 


54977 


A 


24747 


1 


857 


MHACRSELLGEGEIELfWELPG 

GEVHAAWHLRYAGHDFFVKC 

DERELLPGFTAEADQLELLSRS 

KTVNRALKVWAWGADRELTV 

FLV\MDYLPPRPLDAHSAFILGQ 

QIARLHQWSDQPQFGLDFDNA 

LSTTPQPNTWQRRWSTFFAEQR 

IGWQLELAAEKGIAFGNIDAIVE 

HIQQRLASHQPQPSLLHGDLWS 

GNC ALG PDGPYl FDPACY WGD 

RECDLAMLPLHTEQPPQIYDGY 

QSVSPLPADFLERQPVYQLYTL 

LNRARJLFGGQH L V I AQQSLDRL 


24610 


54978 


A 


24748 


1 


2094 




24611 


54979 


A 


24749 


1 


1209 


MVREDLYTYYSCNTSREQQQL 

ENPMESPLCSKEINQGG VFM LA 

GKASDTLLAGGTMNNLGGEDS 

DTIVENGSIYRLGTDGLQLYSS 

GKTQNLSVNVGGRAEVHAGTL 

ENAVIQGGTVILLSPTSADENFV 

VEEDRAPVELTGSVALLDGAS 

MIIGYGAELQQSTITVQQGAPP 

VKLRFALYGRPGFTKCGWMLG 

YKPAHDKTLLRITRGHDFACYQ 

RTTQLARQRGLKVCSHLIVGLP 

GEGQAECLQTLERVVETGVDGI 

KLHPLHIVKGSI^4AKAWEAGR 

LNGIELEDYTLTAGEMIRHTPPE 

VIYHRISASARRPTLLAPLWCE 

NRWTGMVELDRYLNEHGVQG 

SALGRPWLPPTENSLMKQIRLL 

AQYYVDLMMICLGLVRFSMLL 

A\WPSSFLPLWYKWR 


24612 


54980 


A 


24750 


200 


310 




24613 


54981 


A 


24751 


1 


4398 


MClPVPPIATGDRHFIAVAHIHQ 

NSRRSPVDSDESSTRSAVAAHP 

ATRDFNVRALYTVTSSVSPTKP 

PLPATFRQGRYRPAEPCVGSIG 

VIPQSSCVLANGSTGAQSAFGDI 

IRAGPPSAGLVP VAQAT VI ETFL 

RYQTINERDFWAARNRLLKQP 

YGSRJLRFTEAYAIAERAAQSV 

LRISLADAFNVDGPRPAEDSIFR 

LLRMPGSAVQRPDRRHNRRCQ 

YRPAMAFPAGSKANKQRQYNG 

GRQFYRXRICWL 



BNSDOCID; <WO 0175067A3JA> 



3261 



wo 01/075067 



PCT/IJS0I/0S63I 



SKQ II) 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucteoiide 
location of first 
codon for peptide 
sequence 


Nucleotide luciition of l:ist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown. 
*=Stop codon, /=possible nuclcotidr 
deletion, \=possi hie nucleotide insirliiini 


24614 


54982 


A 


24752 


939 


2169 


RPASPPARDGARWSTGLHSSVS 

AMRCRNASTCAEDSQLS/DPl.A 

R/PSVASGPYRVTSWKLGQNIV 

YCRVKDYWPATLTVNRGRVVN 

FDTIRSDYYLDDNVAFEAFKAG 

AFDLRMENDA K\N W A T R Y I7C i 

DRRVREAITLAFDFEWMNKAL 

FYNAWSRTNSYFQNTEYAARN 

SPPPPELWLLPPIKKVLPSHVFI^ 

QIYOPPVSKGDGYDRDNLl.KA 

DKLLNEAGWVLKGQQRVNA 1 

TGQPLSFELLLPASSNSQWVLPF 

QHSLQRLGINMDIRKVDNS(,)I! 

NRMRSRDYDMMPRVWRAMP 

WPSSDLQIS WSSE Y INST Y N A P 

GVQSPVIDSLrNQlIAAQGNKEK 

FLPLGRALDRVLTWNYYMI.PM 

WYMAEDRLAWWDKFSQPAV'R 

PIYSLGIDTWWYDVNKTAKLPS 

ASKQGE 


24615 


54983 


A 


24753 


3 


450 




24616 


54984 


A 


24754 


2 


203 


PLPDAARYLRRQCQKPARVIIDI 

FAAMHTAHRSRPDRPSLPDDAl 

SSLRL*FFQPEHYPRQYQI IRI IL 

CS*ERYQHQALSRTRFRSG*PrP 

SVPETSTGSRYFCGNAHSAPKP 

PRPPITTGRRVFFTTPLILPTRAL 

PASISTPASL 


24617 


54985 


A 


24755 


1016 


1219 




24618 


54986 


A 


24756 


1695 


2021 


PDTFSMLPATRFLPPLQFPOLOH 

PEAAQYAHWLPASGCFLFI.PPP 

GSGTVFLLPYPSPRLCRSTSETP 

LPA!TR*HFPVTDRVOKMTRRR 

KPRHKPFYPDDLQRDAR 


24619 


54987 


A 


24757 


1671 


1911 




24620 


54988 


A 


24758 


513 


1104 


CWRNCARCERNLVFRCQYGIY 

WCDNAANRSCRTKRDQPRLVE 

W*KSACSHHR*LH\PCGHCRO« 

MNELNSGLDLRJHLPGREAHAL 

RDYLPDAFGPKDLEIKTLLMDC 

QDHGYALTGDALSQAAIAAAN 

RSHMPYSKSPSGVALECKDGRI\ 

LVAATLKTPH/INPTQICGQPWS 

MHRRALTSKFGAHGDRRTSAG 

FRR>J 


24621 


54989 


A 


24759 


131 


759 




24622 


54990 


A 


24760 


662 


889 


LPIKCRAARGVPARCLRWTRW 
ALRRILPPLRNRSRAASRWRAS 
PGARK*WMPSLQAVWAAPMR 
VTRLPAWLRWKC 



3262 



BNSDOCID: «:WO ^017S067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


St:Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


NiicleoUde 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~Unknown, 
*=Stop codon, /=spossible nucleotide 
deletion, \-possible nucleotide insertion) 


24623 


54991 


A 


24761 


! 


1518 


mqrrdgdialiyrskigprtsit 

ftarranpvqriaarillrdhli 

crmsctaarhantfdliqgsg 

adnfaaiyggandritradaa 

vagagnwhrfgisngklsprsi 

trtssparamtkmpynpqasg 

gsnlavsnpeldklfaarvaal 

raanpdasasvpvelvtasasy 

prslmrcmrilspgsargqmiit 

alfiyagnpiacvaalevlkvf 

eqenllqkandlgqklkdgll 

aisfwrakwlkifvvcgaeifv 

eyvlknkviwllcfaniflyvv 

rigidqwstvyafqelklskav 

aiqgftlfeagalvgtllwgw 

lsdlangrrg l v ac i al aliiat 

lvipfhmvfhpneqyaycvnel 

nssvdvwelkdphgniecvqt 

ldm mpenfsdtr w a a di hitpd 

grxhlyacdrtaslitvfsvsed 

gsvlskegfqptetqprgfnvd 

hsgkyliaagqkshhisvyeiv 

geqgllhek:gryavgqgp\mw 


24624 


54992 


A 


24762 




486 


acrralkd\agveadevlevv 

mvggstrvplvrervgeffgrp 

pltsidpdkvvaigaaiqadilv 

gnkpdsemllldviplslglet 

mgglvekviprnttipvaraqd 

fttfkdgqtamsaggahirvtf 

QVD ADGLLSVTAM EKSTG VEA 
SIQVKPSYG 


24625 


54993 


B 


24763 


1 


2469 




24626 


54994 


A 


24764 


1255 


1761 


esfqvrthgtgepvnktrtsqa 

vshhnqscqvdqcvpcaviag 

nvfprhnvqgqh*rncqqtnr 

ssindftklsntrpisvhslgikq 

srpdrhakaspvvtavkaceq 

VIAAVTnJQIADDHQPDRTKQRN 

aivvaddlpdlfpvhffgvdhq 
qhnhrdkkqpgedllcc 


24627 


54995 


A 


24765 


1 


3141 




24628 


54996 


B 


24766 


1 


3969 





BNSDOCID: <WO 0175067A3JA> 



3263 



wo 01/075067 



PCT/USOl/08631 



SK.Q ID 
NO: 


SEQ IDtNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon fur last amino »cid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
^'^Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


24629 


54997 


A 


24767 ' 


643 


2082 


GAHAMDKHFSTTPAEKNLPVL 

LALIGIWYTsINFFDKNDALVMV 

DDFPRRSGLSWKIVVVPHEYW 

VGGSTRVPLVRERVGEFFGRPP 

LTSIDPDKVVAIGAAIQADILVG 

NKPDSEMLLLDVIPLSLGLETM 

GGLVEKVIPRNTTIPVARAQDF 

TTFKDGQTAMSIHVMQGEREL 

VQDCRSLARFA\CVVFRRYRL/A 

GAHIRVTFQVDADGLLSVTAM 

EKSTGVEASIQVKPSYGLTDSEI 

ASMIKDSMSYAEQDVKARMLA 

EQKPGQQEAKLALKTFHWQQA 

lADKRVIGAGITGVTAGTDHRA 

DVTEVASDFRVQTTNADSALF 

HVRSAQQHIHQLLHFTTHLLCQ 

LAGLDHVVFQQIATNPADQVQ 

AVGFTRTGKDLCHFHGGFTHA 

EELHKAGVEAGKVTGQAKVEQ 

MRVQAFYLQQNGADHLRTFW 

HLNTHRVFHRRGVGGAVGKA 

ADPAHTVREEGHFVITHTGFRQ 

FFHAAMDVEQ 


24630 


54998 


A 


24768 


1 


502 





BNSOaCIO: <WO 0175067A3JA> 



3264 



wo 01/075067 PCT/USO 1/08631 



SEQ II> 

NO: 


SKQ il> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locsition of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


24631 


54999 


A 


24769 


1 


2345 


MFMIGALVLALVMTLITFMVL 

RRIVIRPLQHAAQRIEKIASGDL 

TMNDEPAGRNEIGRLSRHLQQ 

MQHSLGMTVGTVRQGAEEIYR 

GTSEISAGNADLSSRTEEQAAAI 

EQTAASMEQLTATVKQNADNA 

HHASKLAQEASIKASEGGQTVN 

GVVKTMGAMSTSSICKISEITGR 

HQQG 1 RTP VTA VKG RCPG PLDE 

GDTDTAYYALRDIFALTPNRKR 

LAIPVSTDNPGKPCKDPSLSKD 

VSNRVPQRVPCYDSPRSSSVNG 

NRLPGKDFHDDERSMGRSGSY 

VLALAYPPKIALSDADSVTVNV 

AGWQGEISREQFNELIAPLVKR 

TLLACRRALKDUGVEADEVLE 

VVMVGGSTRVPLVRERVGEFF 

GRPPLTSl DPDKVVA IG A A IQA D 

ILVGNKPDSEMLLLDVIPLSLGL 

ETMGGLVEKVIPRNTTIPVARA 

QDFTTFKDGQTAMSIHVMQGE 

RELVQDCRSLARFACVVFRRYR 

LAG PVDLFLRP WEVDISRRTSL 

DSPLPVQVLEASPKGHYTQLVV 

QPLGWYNEPLTVVMHGDDAP 

QRGERLFVGLQHARLYNGDER 

ASRDPGFLMARFVTCRPDKTRK 

LRIRQHHVWIEIVSTLEQTIGNT 

PLVKLQRMGPDNGSEVWLKLE 

GNNPAGS VKDRAALSM I VEAE 

KRGEIKPGDVLIEATSGNTGIAL 

AMIAALKSYRMKLLMPDNMSQ 


24632 


55000 


A 


24770 


313 


676 


DCQPRSSAFTKPDATTAGHYLA 

GSGGRMTQLAIGKPASLGAHLE 

REGGENFTFFSLMADGEKL/CVF 

DANGQ/EHRYDLPGHSGDIWH/ 

GA'LPDARPALRMVSRH/GP/WQ 

PAGGMLTPAVVMILPRK 


24633 


55001 


A 


24771 


1760 


2053 


FRVHGKNAFSH*IKPAAMLLPS 
SP VTRS VKPTQCGS A PS ICRPNL 
TLLPSITLMPPLPVTDLKLGCIA 
PCSSDCFSFITFSISCATRLSVMW 

LPAAGQ 


24634 


55002 


A 


24772 


296 


732 




24635 


55003 


A 


24773 


606 


695 




24636 


55004 


A 


24774 


1520 


1737 


PVHGLCGTRRDAGS\PA1YPFHS 
LM L/RFWLR/TCTVPG WPLDDS 
SLAGEAFSAFTTDAAVWSLISA 
TAMLAVQAG 


24637 


55005 


A 


24775 


1 


1049 





3265 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/U SO 1/(^8631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleutide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


24638 


55006 


A 


24776 


248 


933 


RTTMRAVSRPKYCSRERW^L/HY 

DFTVARFDENASCGTFAATSAV 

VLIFSHCLRLLCRVVVLVTRVM 

FQFTEHSTTQRAFWQHAFNRDF 

NHTLRTASNHLFKGRLFDTTDV 

AGVVIVHFVSTLVAGYSNFVSV 

QNDDVITGIYVRSVFRFVLTAQ 

ATSQFSSQTAQSFTGRVNNIPV 

AFYGFWFSCAKYYRHGARWCS 

NGRKIDQRHTHCFFCPCIRTDFA 

VEIGKEEFIT 


24639 


55007 


A 


24777 


219 


3441 


DCQPRSSAFTKPDATTAGHYLA 

GHSGDIWHGYLPDARPGLRYG 

YRVHGPWQPAEGHRFNPAK\LL 

IDPCARQIDGEFKDNPLLHAGH 

NEPDYRDNAAIAPKCWVVDH 

YDWEDDAPPRTPWGSTIIYEAH 

VKGLTYLHPEIPVEIRGTYKAL 

GHPVMINYLKQLGITALELLPV 

AQFASEPRLQRMGLSNYWGYN 

PVAMFALHPAYACSPETALDEF 

RDAIICALHKAGIEVILDIVLNHS 

AELDLDGPLFSLRGl 


24640 


55008 


A 


24778 


454 


586 




24641 


55009 


B 


24779 


130 


1557 




24642 


55010 


B 


24780 


92 


2808 




24643 


55011 


A 


24781 


2 


1051 


WRLRPITPLWRWQKIFFPDA/R 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSWIFYYVRKHPIFI 

DLTTEELAASSYHESWVLEDRII 

KDGSYNIDQGVGVRAISGEKTG 

FAYADQISLLALEQSAQAARTI 

VRDSGDGKVQTLGAVEHSPLY 

TSGRSGWQSMSREEKLDILRRV 

DKVAREADICRVQEVTASLSGV 

YELILVAATDGTLAADVRPLGK 

VLLVGQSPNAELSARAKQIAM 

GVDGANEVYNEIRQGQPIGLGE 

ASNDTWITTKVRSQLLTSDLVK 

SSNVKVTTENGEVFLMGLVTE 

REAKAAADIASRVSGVKRVMR 

TLFLGYAVMFSELILAPVTPSNS 


24644 


55012 


B 


24782 


1 


2079 





BNSDOCID: <WO 0175067A3_IA> 



3266 
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PCT/US<)1/()S631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ H> NO: 
ill USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24645 


55013 


A 


24783 


1 


3214 


MGAEKQLIPDGCGVSYIPSSGP 

LDKWRALLFIQPDYRADPVYR 

QIITITDLRILYDYTENFVLPLSH 

DEVVHGKKSILDRMPGDAWQK 

FANLRAYYGWMWAFPGKKLL 

FMGNEFAQGREWNHDASLDW 

HLLEGGDNWHHGVQRLVRDL 

NLTYRHHKAMHELDFDPYGFE 

WL V VDDKERS VLl F VRRDKEG 

NEIIVASNFTPVPRHDYRFGINQ 

PGK WRE 1 LNTDSMH YHG SNAG 

NGGTVHSDEIASHGRQHSLSL 


24646 


55014 


A 


24784 


I 


1079 


MKQIKELQRLLGKKTWKMNSS 

KKPLNMDGPKVDSARALIGRG 

WGTHKFYRCDCIKPTIKTNTSS 

RGNEKNPDGSHNNIKNSWFRL 

LTSQNMCK VPESP A 1 LVD VGQS 

AETVQSVLTVKVEHPILRIAVA 

GYACQRQSCLLAMRHPQYAIN 

SSKVVKPCSTARQPFQKAYAYP 

PVVRAFPAINVGISGNKLTNDR 

RYGRTSNKAWGSGDGHTLSEC 

GWAPLAAGDNVGKVSYQTLG 

Y YQRILG Y 1 F Y PI A W/VMG VPSS 

EALQVGSIMA/TKLVSNEFVAM 

MDLQK/IASTLSPRAEGIISVFL/ 

VSFANFSSIGIIAAAAECRDWFG 

ILAAQTLAVRAALRVVQAERD 

CVLSMEQHQCARGRQR 


24647 


55015 


A 


24785 


121 


258 


LTEPRHYCRSIQFFGLTNMGQN 
CYQLS*E*FIGTLNHIRRIPQPLS 


24648 


55016 


A 


24786 


1 


470 


WGSGDGHTLSECGWAPLAAG 

DNVGKVSYQTLGYYQRILGYIF 

YPIAWA/MGVPSSEALQVGSIM 

A/TKLVSNEFVAMMDLQK/IAS 

TLSPRAEGIISVFL/VSFANFSSIG 

IIAAAAECRDWFGILAAQTLAV 

RAALRVVQAERDCVLSMEQHQ 

CARGRQR 


24649 


55017 


A 


24787 


1324 


1539 


GWCGCEVPFKITDGLACLLQSP 
QGHQTFCFT*HNLGLQPFWIPM 
CLCSVNVFKTRLILTQVEEGCR 
AVSMTQ 


24650 


55018 


A 


24788 


71 


403 


RTTFIFDLSSGWPFILWQVLSPN 
*RCLQVGLFAQIPTGRMGCLHR 
FLTCRMGVCTDSSPAGWAVTLI 
RMSPIFPASSKSTLSAALLNTSC 
LHSRDLEPPGAFRSGGPVLL 



3267 

BNSDCX:iD; <WO 0175067A3_IA> 



wo 01/075067 



PCT/US01/<m631 



ID 

NO: 


SEO n> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=po$sible nucleotide insertion) 


24651 


55019 


A 


24789 


309 


1653 


SVLMDESDIYRNNRERFFCVFL 

LVGVPARGACLGGGGGCGLCV 

RYLRSAGWGCGRRFPCVGDN 

WSAILAHIGKPEELDTSARNAG 

ALTRRREIRDAATLLRLGLAYG 

PGGMSLREVTAWAQLHDVATL 

SDVALLKRLPKCRHWFGILAG 

QTL AHl RVLPV 1 1 RAIG FLLSK V 

NGMGKLESFNAVSSLILGQSEN 

FIAYKDILGKISRNRMYTMAAT 

AMSTVSMSIVGAYMTMLEPKY 

VVAALVLNMFSTFIVLSLINPYR 

VDASEENIQMSNLFEGQSFFEM 

LGEYILAGFKVAIIVAAMLIGFI 

ALIAALNALFATVTGWFGYSIS 

FQGILGYIFYPIAWVMGVPSSE 

ALQVGSIMATKLVSNEFVAMM 

DLQKIASTLSPCAEGllSVLLDSF 

ANFSSIGIIARAVKGLNEEQGNE 

GSRFGLKLVYRSTLVSWLSASI 

AALVLSDHT 


24652 


55020 


A 


24790 


754 


957 




24653 


55021 


B 


24791 


75 


3707 




24654 


55022 


B 


24792 


75 


264 




24655 


55023 


B 


24793 


344 


461 




24656 


55024 


A 


24794 




2203 




24657 


55025 


A 


24795 


20 


198 




24658 


55026 


A 


24796 


1239 


1409 


RGPPTPFFHVWEWQQRPLSVW 
EADH V* RRDEG ACPRM V ARAR 
NCRPKLLELRAESQ 


24659 


55027 


A 


24797 


1325 


1564 




24660 


55028 


A 


24798 


323 


694 


TGYARQKPVPALGWWTNVSAS 

TAPPIILPSITGSRLAVIKWLTVS 

AGKLSALLCASCQKGGGAKWR 

MAMANGITNKLAIQCSPPHSTI 

EKFTSQSQHVLA*GVSAVRSM 

VSSG*GRRPLPALG 


24661 


55029 


A 


24799 


4708 


4878 




24662 


55030 


A 


24800 


20 


199 




24663 


55031 


A 


24801 


743 


1186 





BNSDOCID: <WO 0175067A3JA> 



3268 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'*==Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


24664 


55032 


A 


24802 


1394 


2651 


KLMTCRHEGSLGDDPGIMGQL 

WDVNRl D VTA H EGT WER WT V 

RADEPQAFHIEGVMFQI RN VNG 

AMPFPEDRGWKDTVWVDGQV 

ELLVYFGQPSWAHFPFYFNSQT 

LFSWPQYWAACFGPAPFLPMS 

REEMDQLGWDSCDIILVTGDA 

YVDHPSFGMAICGRMLEAQGF 

RVGIIAQPDWSSKDDFMRLGKP 

NLFFGVTAGNMDSMINRYTAD 

RRLRHDDAYTPDNVAGKRPDR 

ATLVYTQRCKEAWKDVPVILG 

GIEASLRRTAHYDYWSDTVRRS 

VLVDSKADMLMFGNGERPLVE 

VAHRLAMGEPISEIRDVRNTAII 

VKEALPGWSGVDSTRLDTPGKI 

DPIPHPYGEDLPCADNKPVAPK 

KQEAKAVTVQPPRPKPWEKTY 

VLLPSFEKVKGDKVLYAHASRI 

LHHETNPXAVPAH 



3269 

BNSDOCID: <WO ^0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SHQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X— Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \~possible nucleotide insertion) 


24665 


55033 


A 


24803 


1 


2126 


MQEKQVLAAYVQPSSEGQSRS 

RRARRVSQCHQHSAAAASLAR 

TAASATADSAHPPCPRSAARAG 

ATMHVKKYLLKGLHRLQKGPG 

YTYKELLVWYCDNTNTHGPKR 

IICEGPKKKAMWFLLTLLFAAL 

VCWQWGIFIRTYLSWEVSVSLS 

VGFKTMDFPAVTICNASPFKYS 

KIKHLLKDLDELMEAVLERILA 

PELSHANATRNLSFSIVNPTPVL 

VLIDERNPHHPMVLDLFGDNH 

NGLTSSSASEKICNAHGCKMA 

MRLCSLNRTQCTFRNFTSATQA 

LTEWYILQATNIFAQVPQQELV 

EM S YPGEQM 1 L ACLFG AEPCN Y 

RNFTSIFYPHYGNCYIFNWGMT 

EKALPSANPGTEFGLKLILDIGQ 

EDYVPFLASTAGVRLMLHEQR 

SYPFIRDEGIYPMSGTETSIGVL 

VDKLQRMGEPYSPCTVNGSEV 

PVQNFYSDYNTTYSIQACLRSC 

FQDHMIRNCNCGHYLYPLPRG 

EKYCNNRDFPDWAHCYSDLQ 

MSVAQRETCIGMCKESCNDTQ 

YKMTISMADWPSEASEDWIFH 

VLSQERDQSTNITLSRKGIVKLN 

IFFQEFNYRTIEESAANNIVWLL 

SN LGGQFGFWMGGS VLCLIEFG 

Ell IDFV WITIIKLVALAKSLRQR 

RAQASYAGPPPTVAELVEAHT 

NFGFQP\DTAPRSPNIGP\YPGEQ 

ALPNPG/TPAPPNYDSWRLQPL 


24666 


55034 


A 


24804 


905 


1051 




24667 


55035 


A 


24805 


1 


1257 




24668 


55036 


A 


24806 


1 


3116 


MPI ITLPDGSQRSFDHP VSVAEV 

AQSIGAGLAKATLAGKVDGRLI 

ITPKDEEGLEIIRHSCAHLVGHA 

VKQLYPTAKMVIGPVIEEGFYY 

DIFFERPFTPEDMAAIQQRMRE 

LI DKDYD VIKKMTPRAE VIELF 

KLQAAPDRRHAGREGHGLYFH 

EEYVDMCRGPHVPNTRFLKAF 

QLTKISGAYWRGDSKNEQLQRI 

YGTAWADKKQLAAYIQRJEEA 

EKRDH RRJG KQLDLFH LQEEAP 

GMVFWHPNGWSVYQ 


24669 


55037 


A 


24807 


1924 


2790 




24670 


55038 


A 


24808 


1 


1185 





3270 



BNSDOCID: <WO 01750e7A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coJon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno%vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-posstbte nucleotide insertion) 


24671 


55039 


A 


24809 


823 


5990 


MARPVPLWSSWGLRTSYLPKP 

LSVNPSRNDGSA/FAGTHPLGV 

TRGTLAGPAFVRLSLVFLLRRV 

LAGSSLLPLLMG*QK/PEVLLPD 

GASEHDYSLRPSDVKRLQNAD 

LVVWVGPEMEAFMQETGKQIT 

RSEVSPLCRRVAFNKFNRDPQP 

RYDWGRLTVLYSGSSLSGGRY 

VVIIRECHCQLSKPLRLEQNEIR 

SLLPEASEPIDQAAQEDEAIPQD 

ELDDKIAGEAGVHEYVVSTGD 

TLSSILNQYGIDMGD 


24672 


55040 


A 


24810 


2305 


2550 




24673 


55041 


A 


24811 


665 


844 


ISFNNEVISYRLSGK]slQ*LNLG* 
EIWLESGAFKKALSPQKHPGLE 
PSVCTPTPTLVPDR 


24674 


55042 


A 


24812 


1 


2031 




24675 


55043 


A 


24813 


106 


912 


HFETVIDQRDFHPVFSHKGIRAT 

PEGNEEKGQRVADVTEQCGRC 

RCQPPAATLTQAVKNVHVEDL 

PQRVGHETGGGDTGDKQVEVG 

ECAESHTLDALGLRCPEPVMM 

VRXTVRNMQPGETLLIIADDPA 

TTRDIPGFCTFMEHELVAKETD 

GLPYRYL1RKGG**GLIGFDAAF 

SPHPNPLPRGARGPIALNVAIGL 

PYLLRNMLNAFAVTSTVAPVSA 

STASHNPVIQRGDEEDPFQPQR 

NSDVLADIGVSGACQFNHLHQ 

AAQVVMG 



3271 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SKQ If> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
l(»eaiion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*'Slop codon, /-possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


24676 


55044 


A 


24814 


1 


1495 


MQKLTLTYAETRRLYGKEVYH 

RPSRFIGELPEECVEEVRLRATV 

SRPVSHQRMGTPMVENDSGYK 

LGQRVRHAKFGEGTIV>4MEGS 

GIAALCHCRVLIATAALMDPDD 

AVELSVTTMMFALCNTRNPRV 

AWDTAPCVPATTAASMAKRAP 

DMSQSAAPEAGSQKPPRLSCGE 

SLHPLPATKRAYNYCRPVGRIR 

HLCRIRQSMPDATLSRLIRPTTV 

ADPPDKALAPHPAVFTRGDSKF 

LSHKPARSPAIRYLLASVWGPV 

GMMAMMLAMTGFVVATRKLR 

RRFGFKSCKNGVLYRISSSSITT 

SPASPIATCRPVLPCWMRMDPM 

LDMMGMQMLMEKYGDQAMA 

GMDHSQMMGHMFLGHKVIRA 

NHVGDWGTQFGMLFRIAVETF 

KEDWEAVWDQLDDLNLEGKIV 

A*GRDPAAFHIDNGAFTKLSVA 

YALAELVAAVVLDHRRTHPLM 

ADRAAYRGAQAHLFHTLFRQL 

A DKA RRAM VNLFTIQTAG FRV 

GQRQFLH 


24677 


55045 


A 


24815 


3 


707 


GCTLGPVKSFSLRVAWLSWPQ 

YFYIIERACSPCCGPLAPGEAPH 

VNLFHSTHSENKKQPHNSPYHN 

DIQPTLNYLPTNQKKQTQQEQS 

HNITKQGSQLHDVTQVPYQAY 

RSAIVVGLIRRDSVASGIDCRM 

RRERLIRPTGRASDNTEFTGTQ 

NMQNITHSWFVQVMIKATTDA 

WLKG WA * AQRRQ PD ATPG ♦ RR 

YRTISRQFPATSVLYPAQPAHA 

FTGKYTVYCHRLGQILP 


24678 


55046 


A 


24816 


2 


1340 




24679 


55047 


A 


24817 


1 


2457 
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SEQ ID 

NO: 


SEO II> NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24680 


55048 


A 


24818 


41 


1053 


QRNQQAHLSF/QHSRDIYDNQV 

HLVRNCNLEMPDQEFIVLYGPS 

DCGKSTTLRMIAGLEEISGGDL 

LIDGKRMNDVPAKARNIAMVF 

QNYALYPHMTVYDNMAFGLK 

MQKIAKEVIDERVNWAAQILG 

LREYLKRKPGALSGGQRQRVA 

LGRAIVREAGVFLMDEPLSNLD 

AKLRVQMRAEISKLHQKLNTT 

MIYVTHDQTEAMTMATRIVIM 

KDGIVQQVGAPKTVYNQPANM 

FVSGFIGSPAMNFIRGTIDGDKF 

VTETLICLTIPEEKLAVLKTQEV 

CPDHTLDALGLRCPEPV/HDGA 

QNRAQYAAWRNVADYRRRSG 

H YPRYS WVLYL YGTRTGC 


24681 


55049 


A 


24819 


3 


131 




24682 


55050 


A 


24820 


247 


492 




24683 


55051 


A 


24821 


2 


241 


YFFQKSSKTVIGGRRLCSVFRY 
QFSIVLATC*GTFFPSR*STILS* 
VTQSATSSGREGRSSSRSLNGRF 
MFSIASMMSW 


24684 


55052 


A 


24822 


1 


1143 





BNSDOCID: <WO 0175067A3JA> 



3273 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnkn()wn. 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


24685 


55053 


A 


24823 


242 


2151 


FSRQHVVKMKHCCKNVVILMP 

EPVAEPALNGLRLNLRIVSIVMK 

NFASYLTIGLPLAVLPG YVIIDV 

MGFSAFWAGLVISLQYFATLLS 

RPH AG R Y A DS LG PK K 1 V V FG LC 

GCFLSGLGYLTAGLTAVCLSSA 

VILCRGVQLHPVSDLRIPRGFK 

AGRNRSVDGCCEKAMSVlIVCi 

GGMAGATLALAISRLSIIGALPV 

HLIEATAPESHAHPGFDGRAIAI. 

AAGTCQQLARIGVWQSLADCA 

TAITTVHVVELHNVGQRLIAvL 

LRKA PG VTLHCPD R V A N V A R 1 

QSHVEVTLESGETLTGRVLVAA 

DGTHSAL ATACGVP WQQFP Y 1 : 

QLAVIANVATSVAHEGRAFERF 

TQHGPLAMLPMSDGRCSLVWC 

HPLERREEVLS WSDEKFCRRl X) 

SAFGWRLGKITHAGKRSAYPL 

ALTHAARSITHRTVLIOSERLNl I 

K A LEKRTLT V WDNSFL I Y RQS 1 ) 

VSEIRLASLFASFSIRKSKOQAR 

KHTNRRSKDKEKRTRQKRKTl 

SRQRRRRQRMVRVGDEQIACiC 

HCLYSTGSPNRQLREAGIELSDF 

VRGNEKARERMKAQYSIAGMT 

SGVVVGTDHAAEAITGFFTKYG 

DGGTDINPLYRLNKRQGKQLL 

AALACPEHLYKKAPTADLEDD 


24686 


55054 


A 


24824 


2 


91 




24687 


55055 


B 


24825 


1 


2346 




24688 


55056 


A 


24826 


1 


1713 




24689 


55057 


A 


24827 


1 


918 




24690 


55058 


A 


24828 


415 


816 




24691 


55059 


A 


24829 


72 


296 


FCSATFGRPSDQYONGE*LRWK 
GLGSFACQSPAHENPOVVKFVL 
ARRGFARGTAEAHPSQYRHWC 
KIHRLNPGLR 


24692 


55060 


A 


24830 


1 


620 





3274 

BNSDOCID: <WO 0175067A3JA> 



wo (11/075(167 PCT/US01/()8631 



SEQ ID 

NO: 


$KQ ID NO: 
uf peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niidcutidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /==possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


24693 


55061 


A 


24831 


1625 


2460 


GVVNPRQGRVLSMLPAMLLYL 

LFFLIQTSLKSNGGKGKLDPTL 

WMWTVNLIYLALAIVLNLWDT 

VPVRRLRASFSRKGARJPFVGC 

RETCELPQI ELVKMMLGRELDT 

HALQRAGRTLLSDKPVAAFKN 

YGKKGTIAPFDLEVRPGEIVGL 

AGLLGSGRTETA E V I FG I KPA DS 

GTALIKGKPQNLRSPHQASVLG 

IGFCPEDRKTDGIIAAASVRENII 

LALQAQRGXCYVPFPAKNSKRL 

PNALSASLAFAHLQLNNRLNFS 

PAAISKKCCFYVGY 


24694 


55062 


A 


24832 


1 


2034 




24695 


55063 


A 


24833 


3839 


3970 




24696 


55064 


B 


24834 


694 


765 




24697 


55065 


A 


24835 


1778 


1982 




24698 


55066 


A 


24836 


1 


268 


MTCRLLTRLPGQAGVGKRVSG 
VPDELSPLFSVGSRYLQGGVGL 
VSPTSGANVGLPVISTNNLVKE 
CRXDGKWKMTEKGCLNMFHFK 


24699 


55067 


A 


24837 


568 


713 




24700 


55068 


A 


24838 


217 


1910 


AFTFQESVMAFSQAVSGLNAA 

ATN LD VIGNNI AN S AT YG FKSG 

TASFADMFAGSKVGLGVKVAG 

ITQDFTDGTTTNTGRGLDVAIS 

QNGFFRLVDSNGSVFYSRNGQF 

KLDENRNLVNMQGLQLTGYPA 

TGTPPTIQQGANPTNISIPNTLM 

AAKTTTTASMQINLNSSDPLPT 

VTPFSASNADSYNKKGSVTVFD 

SQGNAHDMSVYFVKTGDNNW 

QVYTQDSSDPNSIAKTATTLEF 

NANGTLVDGAM/ANNIATGAIN 

/GLSFLNSMQQNTGANNIVATT 

QNGYKPGDLVSYQINDDGTVV 

GNYSNEQTQLLGQIVLANFAN 

NEGLASEGDNVWVSATQSSGVA 

LLGTAGTGNFGTLTN/GSIESGI 

AFLVNVPLNPKLKRVNVAGAR 

WHPYGWPAFAERACLIEPEGD 

RRTHHRPNNQRTYSRKTQRQG 

GHKTRQDNWEQKGDGGPRPEP 

TDPHQHDANRPTVATKKRRKS 

TQSQRNHRNPKGTHPTEEHGT 

AGTTKPPDTPQTDNWTHKGSL 

REGKANRKRNPLRGAEVAGGG 

KQRAKAERQTQRGERREDVDE 

GEEDRSKKTEK 


24701 


55069 


A 


24839 


500 


653 





3275 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*~Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24702 


55070 


A 


24840 


445 


849 


GSPGTAGTEVAVVLKIGGVHD 

KVIGHYRCSTTNTGRVLDVAI/S 

QNGFFRLVDSNGSVFY/SRMGQ 

FKLDENRNPATGTPPT/IQQGAN 

PTNISIPNTLMQRKPTAGQIVLA 

NFANHEGLASEATTSGLRRNLL 

AWRCM 


24703 


55071 


A 


24841 


1 


453 


MKQMDTRGKVINCAFAVSAAF 

ALGDHLGFAAANMNAMlFPMi 

VGKLIGGVTAIGVAMMLVPRY 

EFIKREISWQSPVFFTPVDKQGG 

LKEAELKTLILEQYHAAGIEPES 

VDSGAII!TGESAKTRNAR*TGR 

FKRSGTENUKLEQYHAAGIEPE 

SVDSGAIIITGESAKTRNARPTV 

MALSQSLGDFVVASAGPHLE 


24704 


55072 


A 


24842 


370 


670 


YSSNIMLRVLSRKALILVPSSSP 

VKARKPAMLARRGWRSLSRW 

AILSLPGPGR*TGRFKRSGTENL 

\KLEQYHAAGIEPESVDSGA11IT 

GESAKTRNARPAGMALSQSLG 

DFVVARAGPHLESVNAGYRTRI 

RNHGHSWFPGEIGIRSQFPHTLR 

TGSrNGKAWGA 


24705 


55073 


A 


24843 


I 


1623 




24706 


55074 


B 


24844 


1 


4986 




24707 


55075 


B 


24845 


65 


726 




24708 


55076 


A 


24846 


4107 


4460 


FMSTCGYGGGLSRFPARCLSYQ 
PLRSWRETVAASG*RRTGSARA 
NCFCFSGLTRDFSIWRPETK*SA 
QTF V VGTWRCGGMGR* 1 AA VL 
SRYSTVESGVSSTHHRLPLQFDI 
PSGRRL 


24709 


55077 


A 


24847 


624 


895 


PLVPAYKQSQRQKPHDYLNRC 
RKSL*QNSTTLHAKNSQ*IRV* 
WD/SISE* *ELSMTNPQPISY*MG 
KNWKHSL*KLAQDRDALSHRS 
YST 


24710 


55078 


A 


24848 


1434 


1594 




24711 


55079 


A 


24849 


1294 


1488 


PAGKQTQQQRQQFANDGRGEI 
WRKL11CPNPRRQKS*CSTDPRQ 
KSTLISQREAVIRRFSEAGNFH 


24712 


55080 


A 


24850 


595 


879 


RRCSTTNI IKKIQQDKKGNRKA 

VHRSRFVHGRPITLLFFQLSGRl 

QSHRLPGRAALFAGIPAACDQS 

PSLRQPISSEWSDGR*HRRIFRS* 

SEEF 



3276 

BNSDCCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IIS01/(>S63! 



SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\va, 
*=Slop codon, /=possible nucleotide 
deletion, \-possible nucleotide iiiseriinn) 


24713 


55081 


A 


24851 


1009 


1478 


YSLSVSVWAGATVMESPVVVM 

PI ASKFSIEQTMMQLSFLSR TTSI 

SYSFQPISDSSISNSLVGERSKPR 

AQISSNSSRJL*AiPPPLPPMVKD 

GRIMHGKPTSAATASASSIVCAI 

PERAVSRPIFFIATSKRRRSSALS 

lASAVAPIMVTPNSSNTP 


24714 


55082 


A 


24852 


48 


209 


GLFQVGYAENCRDNNHSFSLH 
SVVIGSSSERVVAKK*PDADIIF 
SASFVPVILK 


24715 


55083 


A 


24853 


1358 


3194 


PTASFAATLAIGKPVAFDASAE 

ERDTRGFISITIRRPFFGFTANV 1 

RJ.ETERGGICSRSVPWEVVSKI 

AWAEAPDPPGVTILGLKTQHA 1 

/VSERVTSRFTRSHYROFDLDQ 

AFSAKIFDRYLNLLDYSIIKRKT 

ELGDEAAFSAKLDVFYDLYML 

AQKRRFERYQYALSVLEKPMD 

FTGNDTYNLDRSKAPWPKNEA 

ELNALWDNVFSLAMTAFAREI 

DPHTNYLSPRNTEQFNTEMSLS 

LEGIGAVLQMDDDYTVINSMV 

AGGPAAKSKAISVGDKIVGVG 

QTGKPMVDVIGWRLDDVVALI 

KGPKGSKVRLEILPAGKGTKTR 

TVTLTRERJRLEDRAVKMSVKT 

VGKEKVGVLDIPGFYVGLTDD 

VK VQLQKLEKQN VSS V 11 DLRS 

NGGG ALTEA VSLSG LFI PAG PI V 

QVRDNNGKVREDSDTDGQVFY 

KGPLVVLVDRFSASASEIFARD 

VVVGLCICLSSLDVWLCGLFCR 

CSVDAERTKRQGKKGEESRKR 

RRKG YELS YLLFG WS A V V L L F 

VSDAEQHRASRHGGNACQQHP 

DVRHDEADGYPRQSHQLRLRR 

FRCFRPGRPLRLRRCQHERHDL 

PDDCRQVDRRRNGDWRGDDA 


24716 


55084 


A 


24854 


100 


671 




24717 


55085 


A 


24855 


852 


1335 


YFCFWTYPLLFPVCMDRKAGK 

HG\APAGDLYVQVQFNSHPIFE 

REGNTLYCEVPINFAMAALGGE 

1 E VPTLDG R VKLK V PG ETQ IG K 

LFRMRGKGVKSVRGGAQGDLL 

CRVVVETPVGLNERQKOLLQE 

LQESFGGPTGEHNSPRSKSFFD 

GVKKFFDDLTR 


24718 


55086 


A 


24856 


326 


471 


PLQTHPAPQQRGHPIYQHGO rv 

S*SCRRRGWSSISRPVmHADAO 
LMP 



3277 



BNSDOCIO: <WO O175067A3JA> 



wo 01/075067 PCT/IJSO 1/0863 1 



SEQ ID 
NO: 


SEQ lO NO: 
of peptide 
sequence 


Met 
hod 


SKO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( \=L)nknown, 
Stop codon, /^'possible nucleotide 
deletion, \=possihle nucleotide insertion) 


24719 


55087 


A 


24857 


1095 


1283 


SCRRRGWSSISRPVIHHADAQL 
MP*PQ!VYOHLKPPGIYRQQDR 
L*1PD*RPVLTIQDVRGP 


24720 


55088 


A 


24858 


1 


1159 




24721 


55089 


A 


24859 


1744 


3019 


KISPRRPQET/CFQKSTNIAREKT 

LEQEFSVQLFEKIGRRMCLTRE 

GKKLLPHIYELTRVMDTLREAA 

KKESDPDGELRVVSGETLLSYR 

MPQVLQRFRQRAPKVRLSLQSL 

NCYVIRDALLNDEADVGVFYR 

VGNDDALNRRELGEQSLVLVA 

SPQIADVDFTEPGRHNACSFIFN 

EPQCVFRQIFESTLRQRRITVEN 

TIELISIESIKRCVAANIGVSYLP 

RFAVAKELECGELIELPFGEQSQ 

TITAMCAHHAGKAVSPAMHTFI 

HALYSCRMRRERLIRATRSCQF 

NILHEPRRADKRSASGSLRJ^QE 

FN YQDKPCM El Rl RTY EKTPIR 

MDKGLTNFGSRWILPELAHKE 

KDEETQQRRKSKRDSRREETDT 

KKKTRDKATKREKDKEIEEMA 

SISITSRCEDKLENFSSMKYYTEI 


24722 


55090 


A 


24860 


321 


575 


SYRRYVFPAO*NRHLQFAVKJ>P 
APVIVHPTLVDSEHHHSLHDKR 
RQHRPHHSVAHHGSRNSSATA 
TIN ALLG R V AQN A ATRGTR 


24723 


55091 


A 


24861 


935 


1637 


PQPPPPLRREGAGLEKELGGRR 

VRVKGSGCQPWICGKVPVFIPV 

ITEQESFQELl/RRTTTACESLGK 

EYEILMIDDGSSDNSAHMLVEA 

SQAENSHIVSfLLNRNYGQHSAI 

MAGFSHVTGDLIITLDADLQNP 

PEEIPRLVAKADEGYDVVGTVR 

QNRQDSWFRKTASKMINRLIQR 

TTGKAMGDYGCM/LRAYRRHI 

VDAMLHCHERSTFIPILANIFAR 

RAIEiPVHHAEHS 


24724 


55092 


A 


24862 


1020 


1229 





3278 

BNSDOCID: <WO 01 75067 A3 J A> 



wo 01/075067 



PCT/l]S01/0S631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codoii for peptide 
sequence 


Nucleotide location of last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( X='llnknown, 
^'^Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24725 


55093 


A 


24863 


98 


1242 


MDKFRVQGPTKLQGEVTISGA 

KNAALPNLFAALLAEEPVEIQN 

VPKLKDVDTSMKLLSQLGAKV 

ERNGSVHIDARDVMVFCAPYD 

LVKTMRASIWALGPLVARFGQ 

GQVSLPGGCTIGAHIVMDKVSV 

GATVTIMCAAILTEGATIIEVFY 

FLPLAIGKFNELYPNIKVRIUEQ 

GTNNCM\ESVLCN\ESDFG\!NM\ 

NNVTNSSI\DFTPL\VQRRPFVL\ 

ACRRDHPLAKKQLVEWQELVG 

YKM IG V RSSSGNRLL I EQQLA D 

KPWKLDWFYEVRHLSTSLGLV 

EAGLGISALPGLAMPHAPYSSn 

GIPLVEPVIRRTLGIIRRKDAVLS 

PA AERFFTLLSDFCPG VPSEDN 1 

FESPASQQHEYIGSRQCFLMPSE 

TTGTMHV 


24726 


55094 


A 


24864 


1 


833 


MAELGKRSSVAVSWIGKVKTT 

AQM VAL A WLL WRPPI WVE Y A 

GIALFFVAAVLTLWSMLQYLTL 

RVQICLISDRFGVIFSKRSKVVK 

NIVDSSRQEYLEEFYARYNVELI 

RAPEGFFYLRPRSTTLIPRSVLS 

ELDMMVGKILCYLYLSPERLA 

NEGIFTQQELYDELLTLADEAK 

LLKLVNNRSTGSDVDRQKLQE 

KVRSSLNRLRRLGMVWFMGH 

DSSKFRITESVFRFGADVRAGD 

DPREAQRRLIRDGD/AMPIENHL 

QLNDETEENQPDSGEEE 


24727 


55095 


A 


24865 


819 


1428 


SPRGISRGGCRCQPISGDGVRIFA 

GILHGLDNELPLQEEVEGNGLE 

QEGLPFPIRQSDALDLCFSDILV 

SPNMYIDDGMKRDWPVMKQC 

ALQRRWRILPDHYGTEPAEKRP 

GFAPHYCFSYALLVHMMAQQC 

DLEVGDFVWTGGDTHLYSNH 

MDQTHLQLSREPRPLPKLIIKRK 

PESIFDYRFEDFEIEGYDPHPGIK 


24728 


55096 


A 


24866 


2 


1445 




24729 


55097 


A 


24867 


1 


1785 





BNSDCXiJID: <WO 0175067A3JA> 



3279 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /==possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


24730 


55098 


A 


24868 


3 


654 


VRFFKGRGSSWHMV\SQWDYV 

ADRFGTADLLPFTISDMDFATA 

PCllEALNQRLMHGVFGYSRWIC 

NDEFLAAIAHWFSTQHYTAIDS 

QTVVYGPSVIYMVSELIRQWSE 

TGEGVVIHTPAYDAFYKAIEGN 

QRTVMPVALEKQADGWFCDM 

GKLEAVLAKPECKIMLLCSPQN 

PTGKVWTCDELEIN4ADLCERH 

GVRVISDEIHMDMVWGEQPHIS 

LE 


24731 


55099 


A 


24869 


955 


1278 


TLTPDFL^QGHFFRFAGIAYQIV 
KQTTVGTTVEITLRRYVVDGNR 
IPPRQDRQGD AFFG FATHTQQ W 
HQVFKRQRDIQIVTANTATTVT 
QQAGFTIETRTPLRPHQQQ 


24732 


55100 


A 


24870 


1 


1707 




24733 


55101 


A 


24871 


1 


3615 




24734 


55102 


A 


24872 


1 


1931 


MLLLREHTDTRHDHPRTPTRAT 

RRRRHTEKKRRKKKRPATHVL 

MTATLIPVSRLLATDQPQLFHE 

SASKPAPHLVSSLGCHCGDASC 

SG RA V ADAMQFKTVFPVFVA A 

A N4NPEHM AESG H RJTRPEFPDY 

RELFRESDIKSAVVDSICQCNTP 

FNYLFRCFELQCLSRHGHSAYG 

VMQRRHSPMQETRIASLPLQRY 

RWHEDSVRNRWFSVMVGPSVR 

VNEWFSAYAMAGMAYSRVST 

FSGDYLRQPLVSGFHEA 


24735 


55103 


A 


24873 


1281 


2234 


ISTNSILRIFSGFRKLMEV/TRLR 

DTPILTFMNKLDR/DIRDPMELL 

DEVENELK/IGCAPITWPIGCGK 

LFK/GVYHLYKDETYLIQEVRIV 

KGLNNP/DLDAAVGEDLAQQL 

RDE/LELVKGASNEFDKELF/LA 

GEITPVFFGTALGNF/GVDHML 

DG\FMAGDRSHVEEAY/PGD1L 

G\QGEMMKFTGIPNF/APELFRR 

IRLKDPLKQK/QLLKGLVQLSEE 

GAVQV/FRPISNNDLIVGAVGV 

LQFDVVVARLKSEYNVEAVYE 

SVNVATARWVECADAKKFEEF 

KRKNESQLALDGGDNLAYIATS 

MVNLRLAQERYPGRQFHQTRE 



BNSCX3CID: <WO 0175067A3_IA> 



3280 



WO01/075(K,7 PCT/US(I1/08631 



SEQ ID 
NO: 


SEQ ID NO: 

ofpepridc 

sequence 


Met 
hod 


SEQ ID NO: 
HI USSN 
09/540,217 


Nucleotide 
lucalion of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24736 


55104 


A 


24874 


2 


760 


AKFEEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

NIESKDPQQI/DRIQALAGWIAE 

QMGADVISJHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

HDGEAEDVAVALNEQYQPRFA 

GDDLPSNPVACALAIADKMDT 

LAGIFGIGQHPKGDKDPFALRR 

AALGVLRIJVEKNLNLDLQTLT 

EEAVRLYGDKLTNANVVDDVl 

DFMLGRFRAWYQDEGYTVDTI 

QAVLARRPTRPADFDDWHA 


24737 


55105 


A 


24875 


2 


391 




24738 


55106 


A 


24876 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKVIPATIL 

GIQSDRVIRGHRFMGEPEFTIDN 

ADQYPEILRDSGKVIADYEERK 

AKIKADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/LAISRTALVPYSADNMYQ 

LVNDVQSYPQFLPGCTGSRILES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

IGGWKFTPLSQEACRIEFHLDFE 

FTNKLIELAFGRVFICELAANMV 

QAFTVRAKEVYSASMRYIYVIV 

YFSYRPPNLLDSHIIGFSSITTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLTIYRAISSEKSIDDTRHIHTI 

ESRCRVCGAHDSRDAERLDRF 

AQTADEIRIADRGFSSRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWQIELAFKRLKSLLHL 

DALRAKEPELAKVGIFANLLAA 

FLIDDIIQPSLDFPPRSAGSEKKN 


24739 


55107 


A 


24877 


1 


2022 




24740 


55108 


A 


24878 


2344 


2523 




24741 


55109 


A 


24879 


82 


732 





BNSDOCID: <WO ^0175067A3_IA> 



3281 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*~Stop codon, /-possible nucleotide 
deletion, \-possibte nucleotide insertion) 


24742 


55110 


A 


24880 


828 


2184 


SGCILPPESLRLWASVARRPRTP 

NQPRQPG PKJGGISPAGS A L A L A 

CGKRTVLFASLCTRTGGSQLGE 

\PALVLLADQMLALDDQYTFLQ 

RIPRSPYGLAFGPVPHLHYLHQ 

MRLLDIAPIAFRAMSLAFPVNY 

LDAVRTGSICSNCNQRSNDSAM 

GISMNVSTLMRVRAIWVYAAY 

MERVLDNLLNNALRYCHSTVE 

TSLLLSGNRATLIVEDDGPGIAP 

ENREHIFEPFVRLDPSRDRSTGG 

CGLGLAIVHSIARGNWATSDHR 

SLTGTQPYARIVVFLVRLIFAFR 

VTQLTLQISFVRFVVVQNAFPG 

CPLGIGIDVHFYYAVAYGVFDF 

LSSRTGTTVFFDDLNTPDFDRC 

FAFMQAVGKGYTDAYLPIVER 

RKAMAYGERERNFQLYRRGRY 

VEFNLPSELAATVYQSDPNFAT 

GCFRL YTSCNTFNM H KA ATML 

VRAEFSQGYQHQV 


24743 


55111 


A 


24881 


679 


1628 


PDADAKRVDITLCLAFGCDAQF 

lElTFTRLPEVRlHHLQSPASALS 

SCNHLLIRJTQFNADITIGHHLP 

VNRRVVTVLRDMRHHGDIVHP 

GVRRGVEHYAAMDPGIVKEIM 

EVRLLFLAVFVGNHHSRRDSLP 

VQFVVHTNGDTYTFPGNNIRRD 

IGFKWRIAALMLHHFLHDPHFA 

VMSDRIETQHDTLACPNFRYKD 

FALIPERCRII/SEYLDRRTDRLK 

WCYAAFQQGDQSQASNPMYA 

KAPV*VRWVHGYICALSEKGHL 

VYQRLYQIFQHAEYQTGTNDA 

EISTKLCLFSSSLLLLSSSSLQHSl 

PPNACL 


24744 


55112 


A 


24882 


1 


1515 




24745 


55113 


A 


24883 


1954 


2859 




24746 


55114 


A 


24884 


121 


393 


SLARWIICNTSEELAANIKRLGD 

VTVRLNAFHAHGVYGEAQSM 

GERHAGRR*AVG*CVKGARGE 

PVDISGAQL/RGCGVNALSGLR 

FGTDL 



3282 

BNSDCXID: <WO 0175067A3JA> 



wo 01/075«67 PCT/US«l/(»8r,31 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion* \=possible nucleotide insertion) 


24747 


551 15 


A 


24885 


1 


3706 


MDLGANGWQTFRYVVLPNLSS 

ALLAGGMLAFALSFDEIIVTTFT 

AEQVDAAVRAADAAFAEWGQ 

TTPK VRA ECLLKL A D V lEENGQ 

VFAELESSNNTAFARASSNGDL 

PTKADLQAQLDSLNKQKDLSA 

QDKLVQQDLTDTLATLDKIDRJ 

KEETVQLRQKVAEAPEKMRQA 

TAALTALSDVDNDEETRKILST 

LSLRQLETRVAQALDDLQNAQ 

NDLASYNSQLVSLQTQPERVQ 

NAMYNASQQLQQIRSRLDG 


24748 


55116 


A 


24886 


2842 


5034 


NVRJLSPAMRCRWRRGSPMPAM 

FEVGVKTRIIQRSREVILMADHS 

KFDAVEPHAVATLSCIKTIISDS 

GLPETIAQRYQRAGSSLPEAQP 

DREIEKRGPAIAQAFDAEGKPS 

KASEGWARGCGITVDQAERLT 

TDKGEWLLYRAHVKGESTEAL 

LPNMVATSLAKLPIPKLMRWG 

ASDVHFV\WPVHTVTLL\LGDK 

VIPATILGIQSDRVIRGHRFMGE 

PEFTIDNADQYPEILRERGKVIA 

DYEERKAKIKADAEEAARKIGG 

NADLSESLLEEVASLVEWPVVL 

TA KFEEKFL A VPA E A L VYTMK 

GDQKYFPVYANDGKLLPNFIFV 

ANIESKDPQQIISGNEKVVRPRL 

ADAEFFFNTDRKKRLEDNLPRL 

QTVLFQQQLGTLRDKTDRIQAL 

AGWIAEQSGTDAGDQTGYSDE 

RWVPDAHSEAPSPVSDMLSAL 

LLLTLVLAGMVRMAARLLMA 

KPPQAVNRGDIGWLTTSPMVIL 

LVMMLAMGTHIPQPVIRIPGGR 

FHYSPHQGRTDLPAQRSTWHD 

FCLQAPHLFRRNTVNVNSSSNR 

GEAILAALKTQFPGAVLDEERQ 

TPEQVTITVKINLLPDVVQYLY 

YQHDGWLPVLFGNDERTLNGH 

YAVYYALSMEGAEKCWIVVK 

ALVDADSREFPSVTPRVPAAV 

WGEREIRDMYGLIPVGLPDQRR 

LVLPDDWPEDMHPLRKDAMD 


24749 


55117 


A 


24887 


49 


531 




24750 


55118 


A 


24888 


1619 


1968 




24751 


551 19 


A 


24889 


1 


553 




24752 


55120 


A 


24890 


744 


970 


LAVISEASNQKRGDPVDHAD*! 
AVANMLLNQFQQSYTPMLHDL 
IVRYDGDIHQQKSFGVQLPGKL 
RIVKLIQPVE 



3283 

BNSDCXilD: <WO ^0175067A3JA> 



wo 01/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SKO »> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codori for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, A=po$sible nucleotide 
deletion, \=possible nucleotide insertion) 


24753 


55121 


A 


24891 


52 


455 




24754 


55122 


A 


24892 


2988 


3614 


PVSVLTQKRLSPATSHRSTCRVI 

LNQAYVTPSKCWPDVEEISFNF 

FHSEDVVRHPVVARJVISIAYEA 

WEEAEQKTMTPANQHAGGLV 

QCDKMLLQRRSREVIELSEQNA 

AQMRHVRGADMAMIFQEPMT 

SLNPVFTVGEQIAESIRLHQNAS 

REEAMVEAKRMLDQVRIPEAQ 

TILSRYPHQLSGGMRQRVMIA 

M ALSCRPA V LI ADEPTTAL DVT 

IQAQILQLIKVLQKEMSMGVIFI 

THDMGVVAEIADRVLVMYQG 

EAVETGTVEQIFHAPQHPYTRA 

LLAAVPQLGAMKGLDYPRRFP 

LISLEHPAKQAPPIEQKTVVDGE 

PVLRVRNLVTRFPLRSGLLNRV 

TREVHAVEKVSFDLWPGETLSL 

VGESGSGKSTTGRALLRLVESQ 

GGEIIFNGQRIDTLSPGKLQALR 

RDIQFIFQDPYASLDPRQTIGDSI 

lEPLRVHGLLPGICDAAARVAW 

LLERVGLLPEHAWRYPHEFSGG 

QRQRICIARALALNPKVHADEA 

VSALDVSIRGQIINLLLDLQRDF 

GIAYLFISHDMAVVERISHRVA 

VMYLGQIVEIGPRRAVFENPQH 

PYTRK\LLAEDPVAEPSRQRPQR 

VLLSDDLPSNIHLRGEEAVVALI 

KPGAQIGR\PQSWT 


24755 


55123 


A 


24893 


134 


595 


IRTGRNESYKGDISRYKFVSAR 

ALRNEVRGGRCHKTIRRVSVG 

KKVIGLKFRHLVPVVTPESIVIP 

PAPVANDTLVAEVSDAPQAND 

PTFNNEDLA*FAVLSTPTAILISC 

PGRWGPAAGSECGVRGAHAHR 

ELALRAFSCCCFSSNAISIPN 


24756 


55124 


A 


24894 


708 


1444 


TDAPGDEEASLQRAAQAGVGK 

IIVPATEAENFARVLALAENYQ 

PLYAALGLHPGMLEKHSDVSL 

EQLQQALERRPAKVVAVGEIGL 

DLFGDDPQFERQQWLLDEQLIL 

VXKRYELPVILHSRRTHDKLAM 

HLKRHDLPRTGVVYGFSGSLQ 

QAERFVQLGYKIGVGGTITYPR 

ASKTRDVIAKLPLASLLLETDA 

PDMPLNGFQGQPNRPEQAARV 

FAVLCELRREPADEIAQAVLNN 

TYTLVNVP 


24757 


55125 


A 


24895 


1460 


1777 





3284 



BNSDCXID: <WO 0175067A3 IA> 



wo 01/075067 PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 

sequence 


Nucleotide location of lasi 
codon for last amino acid 

Ui |JC|Jtiuc aC(|UCIICC 


Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24758 


55126 


A 


24896 


381 


482 


IPGPQSPQSSPDLGWLQC*NP*R 
LLWKAPRSDK 


24759 


55127 


A 


24897 


977 


1144 




24760 


55128 


A 


24898 


2 


280 


CTFALRDEYPRMLNVDNKGLR 

DHIELQPLAV/DASYPGGDFRK 

NAVYVPMW*SAHCEPEGRFAE 

TGSRRYGEDFASTAPGFRRAAT 

RKRVRRKR 


24761 


55129 


B 


24899 


1 


1665 




24762 


55130 


A 


24900 


296 


495 




24763 


55131 


A 


24901 


1 


5352 




24764 


55132 


A 


24902 


187 


280 


AVDTGLADHRDXEPNMVARLP 

LSFTASLSIS 


24765 


55133 


A 


24903 


1775 


1981 


HIWQNSLIVLFRGCRSAHAKVH 
RWKN*LPLNLAPLLPRSGSSAPI 
RPPPSAQARQPMKSTYGVDRR 
HS 


24766 


55134 


A 


24904 


760 


1473 




24767 


55135 


A 


24905 


1 


2124 


MNRMSGGYWQLFAESGETCR 

ARELEQCLEDFYDQRKESVRW 

HLDLHTAIRGSLHPQFGVLPQR 

DIPWDEKFLTWLGAAGLEALV 

FHQEPGGTFTHFSARHFGALAC 

TLELGKALPFGQNDLRQFAVTA 

SAIAALLSGESVGIVRTPPLRYR 

VVSQITRHSPSFEMHMASDTLN 

FMPFEKGTLLAQDGEERFTVTH 

DVEVAKNAITEIKTQFEKEKLA 

QDRIKRNQ/LDANIQRLNYSLDI 

ANAAGIKKPVYSNXDGIERKLEI 

EKAVTDVAELNGELRNRQYLV 

EQLTKAHVNDVNFTPFKYQLSP 

SLPVKKDGPGKAIIVILSALIGG 

MLYCRVCIKRNADSPEVFSGFS 

DPNVVLIAAVFIIGDGLVRTGV 

ATVMGTWLVKVAGNSEIKML 

VLLMLTVAGLGAFMSSTGVVA 

IFIPVVLSVAMRMQTSPSRLMM 

PLSFAGLISGMMTLVATPPNLV 

VNSELLR£GYHGFSFFSVTP!GL 

VVLVLGILYMLVMRFMLKGDT 

QTPQREGWTRRTFRDLIREYRL 

TGRARRLAIRPGSPMIGQRLDD 

LKLRERYGANVIGVERWRRFR 

RVIVNVNGVSEFRARDVSLIAM 

SAADVDLRQFCSERLLEPDGIA 

RFSLIPESELIGESVREIGLRTRY 

GLNVVGLTRTGVALDGSLADE 

PLLLGDISWLWALESDRYAAM 

LGRSRSLTYRRGDEHCRASRSP 



3285 



BNSDOCI D: <WO 0 1 75067 A3_IA> 



wo 01/0751)67 PCT/IJS01/0S63I 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in IJSSN 
09/540»2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
or peptide sequence 


Amino acid sequence ( \=Unknown, 
*-Stap codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24768 


55136 


A 


24906 


834 


993 


EEIEVARLRDQKSAEGGIQNRR 
YWPGRSGHR*SPHAPIIG TOFLO 
ALFQTWDQFVFALSACGKKl IP 
TDGRRQNPAVSGHSVAARQPA 
HSQTDEASG 


24769 


55137 


A 


24907 


3519 


5161 




24770 


55138 


A 


24908 


374 


1891 


KWKLKRPDSNIDHRRVPNlJ-r 

WFSRHDKTRPTSKNPSDYOAG 

DIVSWRJLDNGLAHIGVVSDGFA 

RDGTPLVIH>41GAGA0EEDVI> 

NWRMRQCQHNQHNTATl NGP 

RILAEQPPGKEYAANGNGQLYP 

MSSLNIKQGSDAHFPDYPLASP 

SNNEIDLLNLISVLWRAKK rVM 

AVVFAFACAGLLlSF!Lr*OK W I S 

AA VVTPPEPVQWQELEKSFTK 1 , 

RVLDLDIKIDRTEAFNLFIKKFQ 

SVSLLEEYLRSSPYVMDOLKFA 

KIDELDLHRAlVALSEKMKAVn 

DNASKKKDEPSLYTSWTLSI TA 

PTSEE AQT V LSG Y I D Y 1 STL V V K 

ESLENVRJvJKLElKTQFFKEKLA 

QDRIKTKNQL D AN I Q R I. N Y S L D 

lANAAGIKKPVYSNGQAVKDD 

PDFSISLGADGIERKLEIEKAVT 

D V AELNG ELRN RQ Y L V\E PI TK 

AHVNDVNFTPFKYQLSPSLPVK 

KDGPGKAIIVILSALIGGMVAC 

GGVLLRYAMASRKQDAMMAD 


24771 


55139 


A 


24909 


1111 


1895 


PLVNFSNSSHPVSNPSIOLSSITL 

PLVENESRARAWKDOMDAIDM 

QTGVRPLVFYSIVLPEIRAIILOS 

EGFCQDIVQALVAPLQQEMKL 

DPTPI AHRTHG LNPNN LN K Y DA 

RIAAIDYTLAHDDGISLRNLDO 

AQVILLGVSRCGKTPTSLYLAM 

QFGIRAANYPFIADDMDNLVLP 

ASLKPLQHKLFGLTI DPERLA A 1 

REERRENSRYASLRQCRMEVA 

EVEALYRKNQI PWINSTN YS V I- 

EIATKILDIMGLSRRMY 


24772 


55140 


A 


24910 


77 


434 


EKKRGREDKPGTMATFPPA TSA 

PQQPPGPEDEDSSLDESDl.YSL 

AHSYLGPLIMPMPTSPLTPALV 

TGGGGRKGRTKREAAANTNRP 

SPGGHR/ERKLVTKLQNSERKK 

RGARRLRQSWR 


24773 


55141 


A 


24911 


31 


295 





3286 



BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/U SO 1/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niiclcoliile 
lucHiion of TirsI 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*»Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24774 


55142 


A 


24912 


75 


426 


EKKRGREDKPGTMATFPPATSA 

PQXQPPGPGGRDSQPWMDLDLL 

A^SLAHSYLG\GGGRKGHTKRE 

TAANTQPPQPLAGHERKTVDP 

KLQXNSERKKRGARALRQELEM 

RRRPWTLTPSQ 


24775 


55143 


A 


24913 




1107 




24776 


55144 


A 


24914 




1468 




24777 


55145 


A 


24915 




2463 




24778 


55146 


A 


24916 




603 




24779 


55147 


A 


24917 


1 18 


1087 


IRSKKMTTQTVSGRRYFTKAW 

LN4EQKSLIALLVLIAIVSTLSPN 

FFTINNLFNILQQTSVNAIMAVG 

MTLVILTSGlDLSAf^AASlVGlEV 

NALVAVAAALALGAAIGAVTG 

VIVAKGRVQAFIATLVMMLLL 

RGVTMVYTNGSPVNTGFTENA 

DLFGWFGIGRPLGVPTPVWIMG 

IVFLAAWYMLHHTRLGRYIYA 

LGGNEAATRFSGINVNKIKIIVY 

SLCGQLASLAGIIKVARLSSAQ 

HTAGTGYELDAIAAVVLADDR 

QSGGDFAGGAGRQQKAVITTT 

GHLEYEHEKTGYPGFRCCAKR 

HRQCECDGKRHHRAGGLHA 


24780 


55148 


A 


24918 


1 


1286 


MHEREPGLRAALAGQLEFRVG 

LGLGVWTLRLMELLRQRLELV 

VYTASDGQEYEMVSRLNWVN 

YLVLEDVHllLPDQMRGITGCY 

ATHPHERRLHAGTVHRQNIVN 

NPPDCVPRDAGEAEVAPDPSLA 

SLQLQTPELPGLISCHNSIQVSN 

EARLFELLICQWRDFRKRVIAA 

KSMQGRELEGGQRGQDKATNP 

FRVLALKGSGDPDPHGAGRQG 

SDLLLHPVSDAQVLQHFFQRRA 

LLSSPWDYHDVVGLCAQEPCG 

YIMELFIIKHQCSLAQTAGSLAP 

EQKKELEMTVRYYISSADLTAE 

KFATAIRN/H WH VENKLH WRL 

DV*RQFDKHCSTADSTRILASF 

VRHVNAALDVRVVFASGSETT 

HGDGARRYLRCVDVDWRRRT 

A VAQADKS ARACHFH YAG YH 

HHEHFADPVSVGAKYHTVFST 



3287 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USOI/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Mer 
hod 


SKO II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
coUon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^^'lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24781 


55149 


A 


24919 


417 


861 


AKGPCPDRNHSSDDKDVIAIDG 

KTLRHSYDKSRR\RGAIHVISAF 

STMHSLVIGQIKTDEKSNEITAI 

PELLNMLDIKGKIITTDAMGCQ 

KDIAEKIQKQGVIFSLCPASIIDD 

KKVTDLAVAVQGTLKTGSGGI 

LPPGGALKKISEKL 


24782 


55150 


A 


24920 


3 


1767 


HISI!PDYR*AWKVEHICLSG1LL 

LTIFAVISGAESWKDIEDFGKTH 

LDFWKQYGDFENGIPVHDTIAR 

VVSCISPAKFHEVCFINWMRDCH 

SSNDKDVIAIDGKTLRHSYDKS 

RRRGAIHVISAFSTMHSLVIGQI 

KTDKKSNEITAIPELLNMLDIKG 

KIITTDAMGCQKDIAEKIQKQG 

GDYLFAVKQRNGAVENRAKTQ 

TRJAFGDHFFRRQVSQRIRLFCH 

RLATQFAARLRMFIATGQPMN 

GLRLLLFIVNKQAALLVNKJ.DA 

QMAAFQQLPGRGRQATVRRE 

MDLCAFAERMGLPVSRPGDIQE 

FHAGCRTKFDAGAFRDKHHVA 

CFGDHGLAFVANMQLPFQHHV 

DFVVVQGPREECVLPLHKTGG 

HAAAVVSGHKISQAHAMRLCA 

VETTKLDATGINHFDAAFAGHR 

FESSVDCACSATVSFITFPSVCD 

RFGNWLRSGRCSHAARKNEITL 

TNTRRSLRPKRNTERHDMQTR 

ATVIAAGEKLLPYAETLMSTW 

QAARKEVAHTSRHNEFSIGASA 

SLWDMVMTSAGAVVTTVVVA 

VRPSSFYILCSHKKKRTLHTICR 

EKTVDRRKEYETRAKRSETDT 



BNSDOCID: <WO 01 75067 A3JA> 



3288 



wo 



01/075067 



PCT/IIS01/<»S631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown. 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24783 


55151 


A 


24921 


110 


1282 


SNTPYIIKENKMELKKLMGMISI 

IPDYRQAWKMEHKLSDILLL Tl 

CAVISGAEGWEDIQDFGETHLD 

FLKQYGDFENGIPVHDTIARVV 

SCISPAKFHECFITsJWMRDCI ISS 

DDKDVIAIDGKTLRHSYDKSIV 

RRRGAIHWNNAFSTMHSLVIG 

QIKTDKKSNEITAIPELLNMLDI 

KGKIITTDAMGCQKDIAEKIOK 

QGGDYLFAVKGNQGRLNKArt 

EKFPLKELNNPEHDSYAMSEKS 

HGRJEEIRLHIVCDVPDELIDF TF 

EVVKGLKKLCVAVSFRSIIAEQK 

KEPEMTVRYYISSAVDLTAEKFA 

TAIRNHWHVENKLHWRLDVV 

MNEDDCKIRRGNAAELFSGIRM 

lAFNlLTNDKVFKAGLRRKMRK 

AAMDRNYLASVLAGSGLS 


24784 


55152 


B 


24922 


258 


507 




24785 


55153 


A 


24923 


1 


3060 


MTEIEENMLLPISGQELPIRWLA 

QHGSEKPVTHVSRDGLQALHIA 

RAEELPAVTALAVSHKTSI.LDP 

LEIRELHKLVRDTDKVFPNPGN 

SNLGLITAFFEAYLNADYTDKG 

LLTKEWMKGNRVSHITRTASG 

ANACGGNLTDRGDSFVHDLTS 

MARYVATGVLARSMGLVIYSFI 

QHTLTLEEYREITAFLFREFTHA 

AAARYTGEQETLPLSPQWILRQ 

CKEVASLCDGDTFSGEOLNLM 

LQQREWREGFLAER 


24786 


55154 


B 


24924 


56 


967 




24787 


55155 


B 


24925 


1 


1776 




24788 


55156 


A 


24926 


1 


864 




24789 


55157 


A 


24927 


424 


513 




24790 


55158 


A 


24928 


1 


5049 




24791 


55159 


B 


24929 


1 


939 




24792 


55160 


A 


24930 


1 


1837 





BNSDOCID: <WO 01 75067 A3_IA> 



3289 



wo 01/075067 PCT/IJSO 1/0863 1 



SKQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of lirsl 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /==pos5ible nucleotide 
deletion, \-possible nucleotide insertion) 


24793 


55161 


A 


24931 


1 


2249 


MLPDIARFLPRLANDQIEEFTW 

YVNHFTYSNAIKIFCYQMFLAS 

TQARASGAPLQRLFRAIGGNA 

WERPFRMVFCSAAFSEESSPFR 

ETNYEPQLFLGFATDYRFAGW 

TLRDVEMGY>JHDSNGRSDPTS 

RSWTMRLYTRLMAENGNWLVE 

VKPWYVVGNTDDNPDITKYM 

GYYQLKIGYHLGDAVLSAKGQ 

YNWNTGYGGAELGLSYPITKH 

VRLYTQVYSGYGESLIDYMFNQ 

TRVGVGAIGVNVAQAEVLNLE 

SGAKQVLQETFGYQQFRPGQE 

EIIDTVLSGRDCLVVMPTGGGK 

SLCYQIPALLLNGLTVVVSPLNS 

LKEKSANPFEFTFAAFAHAFHW 

VIQAIGMINTPADGSTHKQART 

SWLPYSSLPVLSVSTQDEKAKK 

KMRFMQRSKDSLAKWLSAILP 

VVIVGLVGLFAVTVIRDYGRAS 

EADRQALLEKGNVLIRALESGS 

RVGMGMRMHHVQQQALLEEM 

AGQPGVLWFAVTDAQGIIILHS 

DPDKVGRALYSPDEMQKLKPE 

ENSRWRLLGKTETTPALEVYRL 

FQPMSAPWR.HGMHNMPRCNG 

KAVPQVDAQQAIFIAVDASDLV 

ATQSGEKRNTLI 1 L Y ALATVLL 

ASVLSFFWYRRYLRSRQLLQDE 

MKRKEKLVALGHLAA/GVAHE 

IRNPLSSIKGLAKYFAERAPAGG 

EAHQLAQHVQIRRFHAHHPAS 



BNSCKDCID: <WO 0175067A3_IA> 



3290 



wo OI/075(»67 PCT/US(H/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOIDNO: 
in USSN 
09/540,217 


Ntickulidc 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location ol' Ihs 
codon for last amino acid 
of peptide sequence 


I Amino acid sequence ( X-|Jnknown, 
*==Stop codon, /='pos$iblc nucleotide 
deletion, \-possihlc nucleotide insertion) 


24794 


55162 


A 


24932 


261 


2115 


TLVFCWHAKLLSHGVFMDIISV 

ALKRHSTKAFDASKKLTPEQAE 

QIKTLLQYSPSSTNSQPWHFIVA 

STEEGKARVAKSAAGNYVFNE 

RKMLDASHVVVFCAKTAMDD 

VWLKLVVDQEDADGRFATPEA 

KAANDKGRKFFADMHRKDLH 

DDAEWMAKQVYLNVGNFLLG 

VAALGLDAVPIEGFDAAILDAE 

FGLKEKGYTSLVVVPVEDLAGI 

EIDHTTSMVMIFGIIFLTAVVVH 

IILHWVVLRTFEKRAIASSRLWL 

QIITQNKLFHRLAFTLQGIIVNIQ 

AVFWLQKGTEAADILTTCAQL 

WIMMYALLSVFSLLDVILILGQV 

K F P A\AFQLPLKG\I FQG I KLMGP 

ILVGILMISLLIGQSPAILISGLGA 

MAAVLMLVFKDPILGLWAGIQ 

LSANDMLKLGDWLEMPKYGA 

DGAVIDIGLPTVKVRNWDNTIT 

TIPTWSLVSDSFKNWSGMSASG 

GRRIKRSISIDVTSIRFLDEDEM 

QRLNKAHLLKPYLTSRHQEINE 

WNRQQGSRESV1\NLRRMP\NIG 

\TFCAYLNK\YLGTH\PR1RKDM 

TLMVRQLAPGDNGLPFEIYAFT 

NTVVWLEYESIQADIFDHIFAIV 

EEFGLRLHQSPTGNDIRSLAGA 

FKQ 


24795 


55163 


A 


24933 


1 


757 




24796 


55164 


A 


24934 


8 


343 




24797 


55165 


A 


24935 


1423 


1761 




24798 


55166 


A 


24936 


1 


851 


MKGDTKVINYLNKLLGNELVA 

INQYFLHARMFKNWGLKRLND 

VEYHESIDEMKHADRYIERILFL 

EGLPNLQDLGKLNIGEDVEEML 

RSDLALELDGAKNLREAIGYAD 

SVHDYVSRDMMIEILRDEEGHI 

DWLETELDLIQKMGLQNYLQA 

QIREEGKSIYQEQTTAMKRPDY 

RTLQALDAVIRERGF/EARGTK 

AVHYTISRLTAH*ATGKYVRAA 

AVGAYRTAAPDGTRAKTAGTA 

APGGVAGRRVAGR*TNRFDSA 

AAFTGGQRRQSGDVVASCTGS 

CVG 



3291 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/U SO 1/08631 



StQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


24799 


55167 


A 


24937 


1645 


2009 


PVFIQFVEGMCGTANEPACLLV 

NQSPATYFPGKIAAIWQNPRHV 

ESGSM*TL/IDSD*VSPTECLSPR 

HHYMPFEEAARGYEIFEKREEE 

CRKVILVPGAQSAEAAQKAVS 

GLVNAMPGGTl 


24800 


55168 


A 


24938 


1 


3936 




24801 


55169 


A 


24939 


1 


2240 


MRSPMTRNSRNGKHDYKPPPR 

KRRQPPHDHTAPNSTPARNQRG 

RPHRPNRQAGQREQRANNPTP 

NTPSPPPTNDPAEPHQTRHDSR 

QPHNTPPAYAELVAAALLTTDT 

NVTRRRLRYMQPDTKLCHSAG 

KSIYQEQTTAMKRPDYRTLQAL 

DAVIRERGFERAAQKLCITQSA 

VSQRIKQLENMFGQPLLVEDET 

RTQERLRRGEVVGAVSIQHQAL 

PSCLVDKLGALDYLFVSSKPFA 

EKYFPNGVTRSALLKAPVVAFD 

HLDDMHQAFLQQNFDLPPGSV 

PCHIVNSSEAFVQLARQGTTCC 

MIPHLQIEKELASGELIDLTPGL 

FQRRMLYWHRFAPESRMMRK 

VTDALLDYGHKADDIILRITAT 

AICGSDLHLYRGKIPQVKHGDI 

FGHEFMGEVVETGKDVKNLQK 

GDRVVIPFVIACGDCFFCRLQQ 

YAACENTNAGKGAALNKKQIP 

APAALFGYSHLYGGVPGGQAE 

YVRVPKGNVGPFKVPPLLSDD 

KALFLSDILPTAWQAAKNAQIQ 

QGSSVAVYGAGPVGLLTIACAR 

LLGAEQIFVVDHHPYRLHFAAD 

RYGAIPINFDEDSDPAQSIIEQTA 

GHRGVDAVIDVAVGFEAKGSTT 

ETVLTNLKLEGSSGKALRQCIA 

AVKRCGIVSVPGVYAGFIHGFL 

FGDAFDKGLSFKMGQTHVHA 

WLGELLPLIEKGLLKPEEIVTHY 


24802 


55170 


A 


24940 


687 


792 


TPTLTRPLRHPVAYRATLK*NR 
PAKVSQLCCTNA 


24803 


55171 


A 


24941 


3 


510 


AGDMVWLCVRTQISY*IPRTHP 

AVGIPRERPLRGADTPQRGASH 

RIRGEGKRK*KRWALLCCPGCN 

1*RHFCHH>J*ERYFW\IYWVEST 

GAVKHLQNTGHWLNAGALPV 

RRPRKSVTGSIARQWSVPISAR 

ALLACPCGQCAGYATQFVMKS 

ITQRFNVACRTRMYAVG 


24804 


55172 


A 


24942 


189 


563 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( \— Unknown, 
*=$top codon, /=possible nucleotide 
deletion, \=p(>ssible nucleotide insertion) 


24805 


55173 


A 


24943 


1224 


1772 


GSPSVSLATSSCSIKVQNPGISR 

VVAGSSAllSNVSPGCILRTVLR 

TIITGSGQRRPSASSVWSGHTSC 

VFRTANFSSGMVNLSVSVTNLS 

PSIVPRllCFIAGDPINPETNiFAG 

WL/VNGFRRTYLLNNPVFHNH 

NPRRHGHRFGLIVGHVDHGGV 

QFLMQLADLCAHLHAQLGIKV 


24806 


55174 


A 


24944 


1541 


3675 


LEIIKRKISMRRNWMHSHTRY 

WRFLDFPTLRGGRWMR*SGEK 

LNPISTPLRANCLALAQRATRL 

APMSFTWGMPTSQPDCAVPGR 

RALPPELLCLQRSSQSRFACTAI 

T 


24807 


55175 


B 


24945 


1 


1497 




24808 


55176 


A 


24946 


650 


739 




24809 


55177 


A 


24947 


4447 


4804 


RQNDRYSGRERHEITPLCW*IPR 

lAWALWLRSLRRGPQEKSLHN 

RVARTISWPYQARHPCRTLLGG 

HGFFLHIVLSQLPCLSYPLSSFA 

GLLARSSMFLKLAARFLCCRRS 

YAASPLSI 


24810 


55178 


A 


24948 


1 


3774 




248 M 


55179 


A 


24949 


431 


949 


IMYAIYHQNHGVNISPGLGKTHN 

YRQQHCGITYYWRDLMPANK 

NYKQRWITPGSASFYRSSHKAL 

IRLLATRLPAFPWGRRSAWRWP 

VRY*IRVPSSGSYHLEfSMRVA^I 

FPQPKALTPSNLHWTCTA*LWS* 

KTLSFVCWIATVLPARFWKLTD 

PWLAILPCANIYWQASAPD 


24812 


55180 


A 


24950 


337 


648 1 



8NSDOCID: <WO 017S067A3_IA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tJnkno\vn, 
*-$top codon, /-possible nucleotide 
deletion, N^possible nucleotide insertion) 


24813 


55181 


A 


24951 


1 


1430 


MFTYPHSKFRVNRFVGQVLLIE 

FSILLDGGRTGLGHSLSVWCISG 

DCSSFLQGKPTSLFLRKPSAllCS 

DSLSGSADLLRNHNFVCTAADT 

FTTDITPEAGDARLIGIAQTVRH 

LEDPMRAWKSIHKSCEILDPIHR 

APVKENTHPARKmiSDPAAGA 

VARJRYEGVLSVCRASASAYVS 

RSRTITVACWYVSNTGVTGATI 

GVKRQHRHARLFSGDGAPGFG 

TGKRDIRQLRRJLVRIQIQRTFFA 

AVLHVPTPWSRAIDAAALLTVI 

DVKVLTACACQACRTLALRVA 

QVIDRCSNPGDIMSSVARRYWF 

ISRWSAKRDCAVSYDQDPGQA 

qrscrsclvavdrglwlsayc 

rslmtqtllpddvprilpnassp 

srlrclvhiwvitacwicanssg 

fiarnl/glcgwekrlvkdltri 

qdtgrak:eilgatatlefr\r*t 

ptltrplrhpvayratlk*nrp 

AKVSQLCCTNA 


24814 


55182 


B 


24952 


1 


1295 




24815 


55183 


A 


24953 


3151 


3207 


LQWL1D*WCL**TFDLRFA 


24816 


55184 


A 


24954 


2740 


3917 


ngrsvwavklelfrvkpldipq 

QR VGQQH VLLK A FN RRL A MQF 

IQLIATDVTEILPLHVVEDGTDS 

LYCLALSHLRCGRLSLRWRREL 

PRGLGVNVSWCYPFKAQGQCA 

AEITDKAGQREIFGFARVKENA 

GYVIYECYQPDDGDKLIRELPF 

SSLIFARQWFVVGELLQHLPPE 

DRITPIVGMLQGVVEKGGELRV 

EVADTNESKELLKFCRKFTVPL 

raalrdagvlanyetpkrpvv 
hvffiapgccytgysysnistnsp 

FYMGIPRLKFPADAPSRSTLKLE 
E A FH VFI P a DE WDERL ANG M W 
A VDLG ACPGG WTFQLVKRNM 
WVYSVDHGSMVQ/SLWITTGT 
CWGTRFHSARGQKFPEVLQGS 
QTLPAATDPPGMQWLASGVLE 


24817 


55185 


A 


24955 


1 


519 




24818 


55186 


A 


24956 


510 


731 
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SEO lO 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < .\=Unknown, 
*=»Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24819 


55187 


A 


24957 


1 


1055 


MRLCPEKTTKAKRVKAVLAWS 

fCEEPWLSEWSEEVLEMGYKKL 

GDFSTAGAILETEIRPSPASAFTL 

DSQPPESNNLSEAKYAPNlsJIESI 

AKYFAPKSPMFSESPSGTALDS 

FNRNERRRWPLWPNKSGFGSD 

LTLSKIGISSPDIALERLYEQAR 

KLSGKFRALSELDESARSGVLK 

VLCAFAYQDYSRSAASTRJCCD 

CCDGGGFTEAQVFTNKVSYPW 

GKPPYWSKMSRAVRPSDWESW 

TQARE V VR V KCKPCNGKG VI S 

NSCRCHGKGKVLAKHESDRRG 

VPVMKACDRCGGRGYARLKFS 

S V\M RALILLRRLKKTA A YEQL 

QPLFEELVAECHKQESMADSIL 

SKVTR 


24820 


55188 


A 


24958 


361 


725 




24821 


55189 


A 


24959 


1100 


1738 


WQRSTLPLLFESAMQTGVNAG 

NPVAW*KSAGYGHIKLYDAKN 

RL\LVQSTALWASQLVQYLSTF 

FRKNLKRPSEFVTLADEIEHVN 

AYLQIEKARFQSRLQVNIAIPQE 

LSQQQLPAFTLQPIVENAIKHGT 

SQLLDTGRVAISARREGQHLML 

EIEDNAGLYQPVTNASGLGMN 

LVDKRLRERFGDDYGISVACEP 

DSYTRITLRLPWRDEA 


24822 


55190 


A 


24960 


1 


2043 




24823 


55191 


A 


24961 


2164 


2487 


KLKRIARHNFHGIRDLHLFQQV 

NRFSSGFPTTYWLMMADHVHH 

LKTYSTCRIEGGHRFLKDHRHS 

CAAPLTKLFFPRVKNIFSQQGN 

LPPMYAITARR*QTHNQHCGD 



8NSDOCID: <WO 01 75067 A3_IA> 
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SKQ ID 

NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
lucatiun of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^tinknown, 
^'^Stop codon, /—possible, nucleotide 
deletion, N^possible nucleotide insertion) 


24824 


55192 


A 


24962 


128 


2574 


QVVVVMAMVAKVVIDIVVVV 

GVEMIRVKVVAIVVEVVVVEV 

VVVMVAWWW****WW*/DMG 

EARWWWEYGVWEVEPEIILNA 

PQOYLLAGIGDTLAKWYEAVV 

LAPQPETLPLTVRLGINNAQAIR 

DVLLNSSEQALSDQQNQQLTQS 

FCDVVDAIIAGGGMVGGLGDR 

FTRVAAAHAVHNGLTVLPQTE 

KFLHGTKVAYGILVQSALLGQ 

DDVLAQLTGAYQRFHLPTTLA 

ELEVDINNQAEIDKVIAHTLRPV 

ESIHYLPVTLTPDTLRAAFKKYS 

QSCFVIRLGGDFIHQLAENHIVI 

FVNNHNGTRCQTFQWAISNCH 

TVSLQKFSVRKFLSDLFAIGGR 

RGVRPPTEAPGHQKSDNQAHV 

SVSFDGLDLVFFVVNQWAGVV 

FCFDLFSRKRGRFSVWRNKGFG 

RYCQRLANFRDRQAFQLLNQIH 

FTRCKQVDNGGTEFKATHFLAF 

QQCHRTVVFPGRPAIKTRVERL 

DRYRNRMEKSNGQANLRVHG 

GTWEKLVLQLDSAGMVNRVSS 

VGAPLREPIPTEGKGAKEDTWG 

NLSSNDPLLEAFGGQFGIAISMH 

QTLATRGGKRNARFTTRPRFHR 

GTNPRGIAPHIGTANARYSTGH 

CPVALPFGLRGPPLARENVATA 

TKGHESASRETEVVAVAKLTSR 

VLLICDATHALPIQVLRNDIRVI 

AAGNGCTDDLQLEHLPANTDIR 


24825 


55193 


A 


24963 


117 


335 


PGLAPATRRSTPGRFNADAGAD 
* RRA AGTG AGRAKRRG VGIH R 
CLADPFLADCRMAGLRGAALC 
GTAAASGK 



BNSDOCID: <WO 0175067A3.tA> 



3296 



wo 01/075067 PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*-Stop codon, /==pos$ibte nucleotide 
deletion, \=possible nucleotide insertion) 


24826 


55194 


A 


24964 


208 


1903 


YLAIKTFRCLHDFFTDEQLSRA 

VWIYGKRAIAAAQTKLPPAFGL 

PGAKHILFRGHCSESDVQQLAA 

ESGDDRSVVIGVGGGALLDTA 

KALARRLGLPFVAVPTIAATCA 

AWTPLSVWYNDAGQALHYEIF 

DDANFMVLVDPEIILNAPQQYL 

LAGIGDTLAKWYEAVVLAPQP 

ETLPLT V RLG INN AQA I RD V LL 

NSSEQALSDQQNQQLTQSFCDV 

GDAIIAGGGMVWGLGDRFTRV 

EAAHAGPNGLTGLPQTEKFLH 

GTKVAYGILVVQSALLGQDDVL 

AQLTGAYQRFHLPTTLAELEVD 

INNQAEIDKVIAHTLRPVESIHY 

LPVTLTPDTLRAAFKKLIQGLIS 

AEQLAQALAEQNGVAWESIDA 

WQIPSSLIAEMPASVALHYAVL 

PLRLENDELIVGSEDGIDPVSLA 

ALTRKVGRKVRYVIVLRGQIVT 

GLRHWYARRRGHDPRAMLYN 

AVQHQWLTEQQAGEIWRQYVP 

HQFLFAEILTTLGHINRSAINVL 

LLRHERSSLPLGKFLVTEGVISQ 

ETLDRVLTIQRELQVSMQSLLL 

KAGLNTEQVAQLESENEGE 


24827 


55195 


B 


24965 


31 


205 




24828 


55196 


B 


24966 


69 


402 




24829 


55197 


B 


24967 


1 


721 




24830 


55198 


A 


24968 


1 


1703 




24831 


55199 


A 


24969 


2853 


2889 


LIIGLDLPAVSAIFQRALRFTHV 
G I ADGG A Y V VQR/HRPDEPRRR 
CCSE 


24832 


55200 


A 


24970 


297 


473 




24833 


55201 


A 


24971 


1179 


2148 


CQ VLRPRTKRLNVLFLHRMQH 

QWRQRELVHNMCFVIACAKRK 

RAPFVQAAEENARPGQHDDEFP 

LAIWQTGSGTQSNMNMNEVLA 

NRASELLGG VRG M ERK VHPND 

DVNKSQSSNDVFPTAMHVAAL 

LALRKQLIPQLKTLTQTLNEKS 

RA F ADl VKIG RTH LQD ATPLTL 

GQEISGWPASRSGTGSWRYSGG 

YWTKYPSGVCASRSKMNWYST 

RASDGGHASDAVRTAQAADRE 

LRAPVRDELNASITSKTRLAEST 

SLAEWVKASPHDDDKPILLPGE 

WE VNTRRERQKQG 1 PLD AG S W 

QAICDAARQIGMPEETLQAFCQ 

0 
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SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IfSSN 
09/540^17 


Nucleotide 
lucation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno\vii. 
*=Stop codon, /^possible nucleotide 
deletion, V=po5sible nucleotide insertion) 


24834 


55202 


A 


24972 


166 


365 


N PFSNSPWETYPV A FTI PL A 1 > M 
GIYLRYLRPGRIGEVSVIGLV/SP 
DFRHYLWRLGGRKSDLGTVL 


24835 


55203 


A 


24973 


83 


362 


KPPCFLQASVTCWLRLPFASMII 
LPPCACS*ST*ESIRPAVVGPREF' 
EGITFRRFGRTRVVNRMIFDVl. 
RHLFT VI H PLFQFG VT Y 1 TID D N 


24836 


55204 


A 


24974 


584 


853 




24837 


55205 


A 


24975 


1 


3017 


MSQDPFQEREAEKYANPIPSRF 

FILEHLTKREKPASRDELAVFL 

HIEGEEQLEGYAPVLAPESGIM 

MRPTLTMPALTK F V DGTG P V \V 

TGNLFPFLFITIACG A VSGFf lALI 

SSGTTPKMLANEGQACFIGYCiG 

MLMESFVAIMALVSACIIDPCiV 

YFAMNSPMAVLAPAGTADVV 

ASAAQVVSSWGFSITPDTLNQI 

ASE VGEQS! ISRAGG A PTL A VG 

MAYILHGALGGMMDVAFWYH 

FAILFEALFILTAVD 


24838 


55206 


A 


24976 


*» 


206 


EPDFLPL* *RRN H EQN Y RDG KC 

TGSYRSLRTGR*SGQYDHHLRS 
DPGKSENGRSTGRRRC TG I SVA 
G 


24839 


55207 


A 


24977 


3 


982 


GDAEPFVFLPR\RKDHEYStJ>H 

YQHRFYLRSNRHGKNFGLYK 1 

RMRDEQQWEELIPPRENIMI.EG 

FTLFTDWLVVEERQRGLTSLRQ 

INRKTREVIGIAFDDPAYVTWIA 

YNPEPETARLRYGYSSMTTPDl 

LFELDMDTGERRVLKQTEVPGF 

YAANYRSEHLWIVARDGVEVP 

VSLVYHRKHFRKGHNPLLVYG 

YGSYGASIDADFSFSRLSLLDR 

GFVYAIVHVRGGGCKINLVVD 

NGKIVRAEAAQGKTNQGTLCL 

KGYYGWDFINDTQILTPRLKTP 

MIRRQRGGKLEPVSWDEAI.NY 

VAERLS A I KEK YG PD A \QT\ G SS 



BNSDCXilD: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
Incatioii of first 
codon for peptide 
sequence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24840 


55208 


A 


24978 


1339 


3640 


SPLSTAGISICGPLLIITDVDLGT 

TVAGIKGMIATGEGTTEWNSV 

MVAMLLTLIPPVVIVLVMQRAF 

VRGLVDMRNKMAGLKLQAVT 

KSWDGKTQVIKPLTLDVADGE 

FIVMVGPSGCGKSTLLRMVAG 

LERVTEGDIWINEQRVSELRLIG 

YMSRKMGGGKNRREPHIDVKR 

GIFGLSITPEFSEPLAEDFLSRRQ 

YGIRFRNLETGNWYPELLDNVE 

PSFVWANDSWIFYYVRKHPVT 

LLPYQVWRHAIGTPASQDKLIY 

EEKDDTYYVSLHKTTSKHYVVI 

HLASATTSEVRLLDAEMADAE 

PFVFLPRRKDHEYSLDHYQHRF 

YLRSNRHGKNFGLYRTRMRDE 

QQWEELIPPRENIMLEGFTLFTD 

WLVVEERQRGLTSLRQINRKTR 

EVIGIAFDDPAYVTWIAYNPEPE 

TARLRYGYSSMTTPDTLFDLDl 

DTGERRVFKPPEA^/PGFYAA/SY 

RREPRW/IVSADGVKYSFWAPR 

QHFRRDAPVLSFLLFSDRAPFR 

NNGPRVVLLLGYYHPELLGVT 

YSQLSVHEARPKPLPIPHSRHRH 

VPTRNEMAQEKERPAGSQSLFR 

GLMLIEILSNYPNGCPLAHLSEL 

AGLNKSTVHRLLQGLQSCGYV 

TTAPAAGSYRLTTKFIAVGQKA 

LSSLNIIHIAAPHLEALNIATGET 

INFSSREDDHAILIYKLEPTTGM 

LRTRAYIGQHMPLYCSAMGKI 


24841 


55209 


A 


24979 


1 


248 




24842 


55210 


A 


24980 


839 


1625 


PDAFILTTKPAG A! PTSTSITRPIP 

FCPSFAPCENATPAAET/HQRNT 

RPEWRFTFAFFLFAIFRNAVNT 

VTMSIRKGIGVHHNAANLVPW 

MTKFFQRFGIAFQSRGAVFHQH 

HHAGYAGQRGKTALAEQRLVF 

GFGINKQMRAVPLJGEVYQFSG 

*CQRQSFTADGFTDSNAFNNIS 

GNSTARDKLFIAGYGNRYFHC 

GVNAQIIFMQELGDFRHFVIF/A 

QKGNEYHGDTRISPGRFRRGHH 

PLC ALRL A ASVERSGNG HRA 


24843 


55211 


A 


24981 


2538 


2864 


GSSLINSKVMP/SF*QQNRKFAY 
KRAG VATDEFHAESF VRGRA P 
MKRKL*LFMQLGGDVIQPFDGF 
lAGNTVYRCQQLAVGDAVGKI 
LHNRYAFRQQSTVIQQQCRHLP 


24844 


55212 


A 


24982 


1 


128! 
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SEQII> 

NO: 


StQ ID NO: 
of pcpitde 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loc;ition of last 
codon for last amino :icid 
of peptide sequence 


Amino acid sequence ( X~llnkno%vn, 
*=S(op codon, /=passibie nucleotide 
deletion, \-possible nucleotide insertion) 


24845 


55213 


A 


24983 


1 


2180 


METLNLYADLRSVTGEALLLL 

DEPGVGVDPISRRELWQMVHE 

LAGEGMLILWSTSYLDEAEQCR 

DVLLMNEGELLYQGEPKALTQ 

TMAGRSFLMTSPHEGNRKLLQ 

RALKLPQVSDGMIQGKSNIVGI 

KDTIDSVGHLRTMINTVKSVRP 

SFSVFCGYDDHLLNTMLLGGD 

GAITASANFAPELSVGIYRAWR 

EGDLATAATLNKKLLQLPAIYA 

LETPFVSLIKYSMQCVGLPVET 

YCLPPILEASEEAKDKNRPLVD 

LEHAALQVGKGIIPPPLREYGAS 

EVRSVTRAFNHMAAGVKQLAD 

DRTLLMAGVSHDLRTPLTRJRL 

ATEMMSEQDGYLAESINKDIEE 

CNAIIEQFIDYLRTGQEMPMEM 

ADLNAVLGEVIAAESGYEREIE 

TALYPGSIEVKMHPLSIKRAVA 

N M V VN AARYGNG W 1 K VSSGTE 

PN R A WFQ VEDDG PG I A PEQRK 

HLFQPF VRG DSARTISGTG LGL 

AIVQRIGDNHNGMLELGTSERG 

\GLSIRAWLPVPGTRAQGTTKE 

GAREDAVEFFAKLGFVNQGEIT 

TPTTTPIRHFLMIKPVATLDDIL 

HRGDWCAQLQQAWYEHIPLSE 

KMGVRIQQYTGQKFITTMPETG 

NQNPHHTLFAGSLFSLATLTGW 

GLIWLMLRERHLGGTIILADAHI 

RYSKPISGKPHAVADLGALSGD 

LDRLARGRKARVQMQVEIFGD 


24846 


55214 


A 


24984 


875 


1150 




24847 


55215 


A 


24985 


1507 


1974 




24848 


55216 


A 


24986 


I 


1006 




24849 


55217 


A 


24987 


1491 


1703 


RECRYATNGKNNGCCRSAGSD 
FSSRLRYVR*PFIYTQ*SCGIGH 
CPGTDIRAKIRRTARFIKNYGTY 
CPS 


24850 


55218 


A 


24988 


1 


1758 




24851 


55219 


A 


24989 


1773 


2165 


PSRGVEVNSGWNWQATNRRVI 
RNFDDLDQLIIPGTARNAQTCIF 
NFVTVTMTLNNCRRIVQLANQ/ 
DYRQPTGTAVAETHGTAEIALL 
ATNFNVAVFIAPLGNQRHNRVL 
TVWHICFRRVGVLHVGNMASVI 
N 


24852 


55220 


A 


24990 


1 


141 


SPGKIRPVIAAAMKQIKEFMSP 
DSDFFR YM KTPTSATR* YN DCG 
TGQ 
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SEO ID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 

hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vii. 
*=$top codon, /=possible nucleotide 
deletion, \-possible nucleotide insertinn) 


24853 


55221 


A 


24991 


1430 


1933 


PflVCMGSLTMPDSACMAPI rPS 

AVRRWNSSFPPTFSAHTSSPCA 

CYPRCYRTVKGVL**HHR*W/V 

LlSTPGRGAYAASKYALEAWSi:) 

ALRMELRHSGIKVSLIEPGPIRT 

RFTDN VMQTQSDKPV EN PC 1 A A 

RFTLGPEAVVDKVRHAFISEKP 

KMRYPVTHGDLWR 


24854 


55222 


A 


24992 


1318 


4265 


LAIVALFLDLQNHIFSKGFWPS 

DICFYAAKVEEQNQRHQRYHG r 

S YNLEPDl KSSPGGLRDl HTLQ 

WVARRHFGATSLDEMVGFGFl, 

TSAERAELNECLHILWRIRl AL 

HLVVSRYDNRLLCVHPTLLTTL 

DIHGEAQIWRREVSSRYGQYPK 

AQAAQPDQLMSDYFFRVSLAM 

QNKTLLFSLDDTLVNTslALQTLN 

KTRPAMVDVIPTDGIVPLYINPO 

GIAKLLRNETLTSLPKNLEPVFY 

NAAQTLLMPKLDAL 


24855 


55223 


A 


24993 


1 


454 


MGFDDTRDRALFEDSAMSQQP 

TVPDRLRWLLQTFK YQKN IRl ♦ 

STPRKKPMRHSIWNIWGSRRC 

WSNPKRTFMSISVRGNMAAIM 

SFHTSAVMRSHCSILITIKSRW 

ATLNTLILR 


24856 


55224 


A 


24994 


65 


330 




24857 


55225 


B 


24995 


1 


1998 




24858 


55226 


A 


24996 


1175 


1877 


QQVPQKGPGRAKRHLHAAGW 
HWHQRDRCPEEK1MVRQ*RRYR 
AVRFIII 


24859 


55227 


B 


24997 


1 


3117 




24860 


55228 


A 


24998 


1888 


2412 


ARFKHVGDGTVTHRLFRRAAQ 
IVRVV*RAVSHRQHFTGVDIHO 
HGATRFSLVKGHRIVQFAINQR 
LQA FINTQRQ V VRSL A VSR RN 1 
FNYATIAVFTHNALTRLPGKPFI 
ETLLNALNPLTEHAARDLEDSP 
VRITAYIEDVDALAQAGADIIAI 
DGTDRPRP V P VETLL A Rll 1 H 


24861 


55229 


A 


24999 


1 


2457 





BNSEX)CID: <WO 0175067A3JA> 



3301 



wo 01/075067 



PCX/ L SO 1/08631 



SEQ li> 

NO: 


SEQ ID NO: 
of pepliJe 
sequence 


Met 
hod 


SKO 10 NO: 
in USSN 
09/540,217 


NiiclcoriUe 
lucalion of first 
coclon for peptide 
sequence 


Nucleotide location of l»st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkiiown, 
*=Stop codon, /=possiblc nucleotide 
deletion^ \=possiblc nucleotide inscrtiuii) 


24862 


55230 


A 


25000 


I 


3019 


MAALRQSFWSQLFDRVHIGLD 

FFDASINRIAAWVIGTRNMKKA 

LLRALLEPTAELRNWKRRAITL 

RVWHCWKSRNRCRGRRSGKCI 

ANVTIRQQDHQIETVFINQRLH 

ERMFPPFVLFAERLSGDEDLGL 

KAPILEALNDLGYEKPSPIQAEC 

IPHLLNGRDVLGMAQTGSGKT 

AAFSLPLLQNLDPELKAPQILVL 

APTRELAVQVAEAMTDFSKHM 

RGVNVVALYGGQRYDVQLRA 

LRQGPQIVVGTPGRLLD 


24863 


55231 


A 


25001 


60 


545 


PSPFTAGASMAVERSTG\HEGE 

LVLETLVIDGDENT/CAGTRRSL 

RANA*CLFHPFRAGAE1CLAEEV 

WFCRYPHCGCEQNTTTEEQRR 

TEWMVTESLADFLDPHDPGKT 

VEGYPAPKRARNRNRAEDHRQ 

RLRHRTRKKQTHGQRRRHRPE 

PAQRQPQTGTTD 


24864 


55232 


A 


25002 


1410 


1575 




24865 


55233 


A 


25003 


200 


691 




24866 


55234 


A 


25004 


1336 


2028 




24867 


55235 


A 


25005 


1 


345 




24868 


55236 


A 


25006 


671 


1204 


RTSDKLPFCRRSRMENLARFLS 

TTLKQLRQQRGWSLSRLAEAT 

GVSKAMLGQIERNESSPTVATL 

WKIATGLNVPFSTFISPPQSAT/P 

SLFPYDPQLCFEHLAIQMASGAI 

SESTPHEKGVIEHVVVIDGQLD 

LCVDGEWHTLNCGEGVRFAAD 

VTHIYRNGGEQTVHFHSLIHYP 

RS 


24869 


55237 


A 


25007 


2251 


2466 




24870 


55238 


A 


25008 


181 


626 


WQNFDTCGGDMLDKJLDAALR 

FQQEALNLRAQRQEVLAANIA 

NADTPGYQARDIDFASELKKV 

MQRG RD ATS V V A LTMTSTQHI 

PAQALTPSTAELQYRJXPANPSL 

DGNTVDMDRERTQFADNSLQY 

QMSLSALSGQIKGMIvrNVLQSG 

N 


24871 


55239 


A 


25009 


57 


278 




24872 


55240 


A 


25010 


171 


532 


KPVQFAIADGNNQPLALLNiHL 

PVMMLAIAHGPLLPAFPPELLV 

LFDDS/PLSSRVLLINAFSGGSDT 

AMRRAGKGAPAFLLPELPIITV 

VSPFLPQSSPRRKPIMSKRJPSAV 

NQRNPRQ 


24873 


55241 


A 


2501 I 


1 


648 





3302 



BNSDOCID: <WO_0175067A3_IA> 



wo (H/«7>067 PCT/l]S(H/0S63l 



$EQID 
NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locHtiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknovvn, 
*=Stop codon^ /s'possible nucleotide 
deletion, X^possible nucleotide insertion) 


24874 


55242 


A 


25012 


158 


514 


VLQLIKAVWTQRTQKPSWLHP 

VDSAPGLQMELPASPVPCTCTP 

QPLGG R WD WAL WSRG WRLL R 

RLGPHRSPRRS*GSGLWPWPAQ 

KGAPIVORWAKLGLLKCHQSGS 

PGRGGAESERGL 


24875 


55243 


A 


25013 


1 


693 




24876 


55244 


A 


25014 


119 


304 


DRRRCAHKITVIPKRMTIAGIRL 

PPQTVNPLGNFLRALIASTAGI 

MTAQMVAHSPAPPIP 


24877 


55245 


A 


25015 


361 


540 




24878 


55246 


A 


25016 


191 


446 


AKRRLGVYDADCCSIDKTQSLS 
ACTTRNCGAYSKCLCGKYAKP 
VGGIPQPLQESHVR*CCNVMEL 
SPCSDFT**HPPGAVSQPQT 


24879 


55247 


A 


25017 


1 


2259 




24880 


55248 


A 


25018 


1 


1170 




24881 


55249 


A 


25019 


■*» 
-) 


1240 




24882 


55250 


A 


25020 


1 


1259 


MAGPRYPVSVQGAALVQIKRL 

QTFAFSVRWSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAERVARSPTFTGFFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLSIHSLEAQSLRCLQPFCTQ 

DTRDRPFQAQAQESLDVLLRHP 

SG WWLVENEDRQTA WFPA PYL 

EE A APGQG REGG PSLGSSGPQF 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTSARNAGALTRRREIRDAA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLKRLRN 

AADWFGILAAQTLAVRAAVTG 

CTSGK/QIASCRWNSNQCARGR 

QR*MATTYGI*SSYLSVH*F*AN 

RQQRR 



BNSOOCID: <WO 017S067A3JA> 



3303 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24883 


55251 


A 


25021 


803 


2061 


AKPAARGGILAAPVRDTLFLYF 

RLKKNQRQEGFINTYPWPKKP 

GIFYMCVPIKGANAQDVAAFC 

VTARGRQNCLWESIARGPAHN 

NRGAARGRCNDRVVEVDHGFA 

VLTFNFQGVSPGEFTQTVDHFD 

FAAFRHTSQTTGQLIDHFLFPGT 

NLVDIGFRFAEDDTVFSQRFGF 

FDNFCYVQQCFRRDTADVQAN 

TAKGVVTFYDYGFQTYWVKV 

LDPGSEVVAEAGDGASAIDLAH 

RLDIDVILLDLNMKGMSGLDTL 

NALRRDGVTAQIflLTVSDASSD 

VFALIDAGAAGYLLKDSDPEVL 

LEAIRAGAKGSKVFSERVNQYL 

REREMFGAEEDPFSVLTERELVD 

VLHELAQGLSNKQIASVLNISE 

QTVKVHIRNLLRKLNVRSRVA 

ATILFQSAAFRSRFRRATSDNV 


24884 


55252 


A 


25022 


1 


1569 




24885 


55253 


A 


25023 


2151 


2709 


YLREASETARRQFTLPWILYNF 

RDLTGQDLTPETVTRLALQNEN 

IVGIKDTIDSVGHLRTMINTVKS 

VRPSFSVFCGYDDHLLNTMLLG 

GDGAITASANFAPELSVGIYRA 

WREGDLATAATLNKKLLQLPA 

lYALETPFVSLIKYSMQCVGLPV 

ETYCLPPILEASEEAKDKVHVL 

LTAQGILPV 


24886 


55254 


B 


25024 


1 


1201 





BNSDOCID: <WO 0175067A3_IA> 



3304 



wo 01/075067 



PCT/USOl/08631 



SHQ II) 

NO: 


SEQ ll> Nf>: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


24887 


55255 


A 


25025 


! 


2209 


MIGEIRDGETAEIAIKAAQTGHL 

VLSTLHTNSTCETLVR1.QQMG 

VARWMLSSALTLVIAQRLVRK 

LCPHCRRQQGEPIHIPDNVWPSP 

LPHWQAPGCVHCYHGFYGRTA 

LFEVLPITPVIRQLISANTDVESL 

ETHARQAGMRTLFENGCLAVE 

QGLTTFEELIRVLGMPHGDGAA 

MDREENELGVSCIAVPVFDIHG 

RVPYAVSISLSTSRLKQLYAGLP 

VWCDGSRFFAQKARAIKCKQW 

GYVGAKSRQRWLFYAVDRLRK 

TVVAHVFGERTMATLGRLMSL 

LSPFDVVIWMTDGWPLYESRL 

KG KLH V 1 SKRYTQRJERYNLNL 

RQHLARLGRKSLSFSKSVELHD 

KAAGGVPVLVRELLKAGLLHE 

DVNTVAGFGLSRYTLEPWLNN 

GELDWREGAEKSLDSNVIASFE 

QPFSHHGGTKVLSGNLGRAVM 

KTS A VPVENQ V I E A P A V V FESQ 

HDVMPAFEAGLLDRDCVVVVR 

HQGPICANGMPELHKLMPPLGV 

LLDRCFKIALVTDGRLSGASGK 

VPSAIHVTPEAYDGGLLAKVRD 

GDIIRVNGQTGELTLLVDEAEL 

AAREPHISELSAFTFGTGRGYSA 

AFGVKCPFRKRALSDPCYAMR 

EVADFLINKGVDGLFYLGTGGE 

FSQMNTAQRMALAEEAVTIVD 

GRVPVLIGVGSPSTDEAVKLAQ 

HAQAYGADGIVAINPYYWKVA 


24888 


55256 


A 


25026 


1 


3395 


MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKEIKEDTNK 

WKYIPCSWLGRINIVKMAILAK 

VIYRFNAIPIKLPMTFFKELEKT 

TLKFIWNQKGAASRSNPEPKNK 

LEDHITNSTIYRLSTKSCSVSGL 

KQTLLAESEALTSYSHRVFSAW 

DFGLCGDVHVRLRQRIILYELK 

GQVPALLLDDGTLLTEGVAIM 

QYLADSVPDRQLLAPVNSISRY 

KTIEWLNYIATELHKELKFSFH 

WSTTSHKGLGM 



3305 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/US(n/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X^tlnknown, 
*-Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


24889 


55257 


A 


25027 


145 


681 


FNG ATQRIFD A RG KPST Y 1 G S IQ 

HVNADVDQRATTLQFFIGKDTP 

AGNAAATQGAGGGNVNLSQN 

AVGHLFTQLLRIERKTMVKVV 

GQHLAQFARGIDISRACYHMA 

ARFQCHQGMFVMKTVR*ADA 

NHIRFHCQQHGLRIVPHGCIPVF 

FCQRLPLGKAAVTDSYQFQIRC 

GCSSTKH 


24890 


55258 


A 


25028 


696 


953 


LSGLCSVRRAYPGGRSCPGVP* 
FVGLVARRPGGG*GSCFVLLHP 
QRSGTGGCL*QPPFPGAGAGRK 
IRECIRVGRSAGHAAGGET 


24891 


55259 


A 


25029 


3 


506 


RGKPSTYIGSIQHVNADVDQRA 

TTLQFFIGKDTPAGNAAATQGA 

GGGNVNLSQNAVGHLFTQLLRJ 

ERKTMVKVVGQHLAQFARGID 

ISRACYHMAARFQCHQGMFVM 

KTVR*ADANHIRFHCQQHGLRI 

VPHGCIPVFFCQRLPLGKAAVT 

DSYQFQIRCGCSSTICH 


24892 


55260 


A 


25030 


291 


560 




24893 


55261 


A 


25031 


63 


404 




24894 


55262 


A 


25032 


660 


1073 


LSHECSFWLTNQLVSPRAQTVS 

GELQPAYAHGVLCRQYPSAFE 

KASETPQSSNPCPSSYTIHPTVE 

NFQTCRNQHLSKGCLINAGRA 

GPSPGTGGWGELEVAAAARLQ 

GAWKRHLQSSRPPGQALFASPP 

♦WTGSVQ 


24895 


55263 


A 


25033 


272 


511 


GSDTALPSAIAAPLLAAMAWLP 
PRERGTL A H/Q VLEH YQL A QLP 
VSAL/QMPLHCPPQAIAHHQQL/ 
EQQALASLQNWGVFHV 


24896 


55264 


A 


25034 


1 


3300 




24897 


55265 


A 


25035 


1117 


1376 


PPPIGLTYSSSASPLSLFCTVRKP 
FSRSCW*QTNSNPISSCPELVTP 
SE*L*PRRSIRLDSLSAVRGFAS 
Rl WLSS AITFPSGSLA 


24898 


55266 


A 


25036 


207 


427 


DEHLQQRKKPLFLNYGRTEQA 
SVK*RISWVQNPERSSLC*G1LA 
A*NPMSVSGL*LT*HCLSARRY 
ELVCQPK 



BNSDOCID: <WO 0175067A3JA> 



3306 



wo 01/075067 PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, V^'possible nucleotide insertion) 


24899 


55267 


A 


25037 


2012 


2547 


LKFARPKLWGIFRNRQYHHML 

ERVRSQAIDAPALDRGAALGAL 

MRLEHPNASAEAALTMLAQLS 

PAQSGEALHGLLALARHQLAC 

QPAFIAGFSSHLNQLSEADFINA 

LPDLRAAIWAWLPPRERGTLAH 

QVLEHYQLAQLPVSALQMPLH 

CPPQAIAHHQQLEQQALASLQN 

WGVFHV 


24900 


55268 


A 


25038 


1 


150 


DKASRGRSRQQS/CAVLQPLLVI 

PRQT/WVWSGPPANSSRPGEEG 

PDC*KEN 


24901 


55269 


A 


25039 


1 


150 


DEASRGRNRQQS/CAVLQPLLV 
IPRQT/WVWSGPPANSSRPAEEE 
PDC*KEN 


24902 


55270 


A 


25040 


96 


389 


PCLSP*LYPSGVHKSTFIYGFYN 

T*PCTSQSLFWQHSC*GSITSSS 

YFYLLPEEGTGSNLCCSAASAG 

DTQANRVWSGPPANSSRPAAE 

GHDCWKEN 


24903 


55271 


A 


25041 


1181 


1364 


VSLGN 1 KFRQTG APLGQSFQRK 

EQSAIFAVLQPPLVIPRQI/WVW 

SGTPADSSRPAAEGPDC*KEN* 

RVNRQPTEWEKIFPIYPYDKGLI 

SRIYKELKQIYKKKIKPPHQKV 

GKGYVFSKEDIYAANRHMKKC 

SSSLAIREMQIKTTMRYHLTPA 

NRGIEIINCPFLDDAASCIDPTYS 

SNIFPPVNLSWGLPMKPKEVKI 

KRQKKEHLLKDRDFSFQEPIMA 

LRTVILEILMEKEMDNSQRECIK 

DILTKH L VELSIL ARTFKNTQLP 

ERAIFQIKQYNSVSCGVSEWQL 

EEAQVFWAKKEQSLALSILKQ 

MIKKLDASCAANNPSLKLTYTE 

CLRVCGNWLAETCLENPAVIM 

QTYLEKAVEVAGNYDGESSDE 

LRNGKMKAFLSLARFSDTQYQ 

RIENYMKSSEFENKQALLKRAK 

EEVGLLREHKIQTNRCPSGTKL 

PEEGTVSNLCCSAASTGDTQAN 

RVWSGTPADSSRPAAEGPDC 



3307 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locntion or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


24904 


55272 


A 


25042 


42 


963 


VQEGCVRPFCCRSAGVCWRST 

PDS VCLG ITSGGCRTAKTAACS 

FLWKLCPRGTPARCQVECSYTR 

CLS\SLLGGVSQAGGTRVRDPL 

EEEVCPLAELERCAGRSVAVFR 

ASRQEHLRLLKLTSQPPLPPGA 

LSQGDGSFIYKPLTGVAAFLSD 

ALPKRRNLERQSGYSTFEELCF 

QKRTWGRDAVRISDLLLGDHS 

HFGKCPISRLERAENMPVVSEL 

SAAGCSTEVNHVFVGIIWQKGK 

CSKYTAPSKSSVPVSSTRGHVHT 

TVQNPTLVPFVGKLNIDSPIGDR 

NI P VLTA GNCKTLG DLRSFPHN 


24905 


55273 


A 


25043 


98 


352 




24906 


55274 


A 


25044 


3 


414 


PEEALCALAELERCAGRAAALF 

RAERQKRLRLLKLHPQPPLPPG 

ALSQRDGS\LSISP*LGL\RLSFR 

DALPREQFYRLFTDRSDRVPEN 

S VTDVCH i ESKMEPLRLGP/SN V 

SIMRPSLVCSFTTLVFISSNAQSS 

LVA 


24907 


55275 


A 


25045 


2 


1544 


STTRGSPPQEARQYRHNQAYA 

YSIQGDGAEDDDERJVRFHTRL 

PVFMLPPTPRKTSWIVAPVLEV 

LARAIRHETEIQGIHTGTEDVPV 

SLFADDMIIYLDNLKDSSRKLL 

EVIRDFSKVSGYKINVHESVAL 

LYTNNDYAENHIKNSTPFTIGY 

VLAFVVMVIAVSCVRLLYAHN 

CTQHTSLKHKCQAWVVTTVDA 

A A FMTQ ATREERRI A YS APGG Y 

FFH I LE VL ARTI RQEKEIQG IQTG 

KEEVKVSLFADDMIIYLENLKD 

SSRKLLEVIKEFSKVSGYKINVD 

SRGSPTDLViYKEEIVFLIVPKA 

KKSKIKVLASDPLCYAATTWR 

MTIIAGLPVEYNDRFIRGIAVFA 

P WRKTPG 1 YHQSHDPLC Y A ATT 

WRMTIIAGLPVEYNDRFIRGIA 

VFAPWUKTPGIYHQSHGACLG 

RRSRTITVVDAQPQVMDMDPT 

CSLFTTGQCLGEPDLLASARRL 

QFFSHQYSIAVLMANARGNSAX 

LWXDNYGGLIVRADRGSLLLVG 



BNSDOCtD: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


iV!et 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
tocsition of flrst 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \-possible nucleotide insertion) 


24908 


55276 


A 


25046 


1 


1228 


MLQSNRTAASHSPSIQPAIQPAI 

QPASQLSIHNLWTQFRHSTKIPV 

EWVNGEWLNGRMPEDHHEWQ 

CNYQNVQQFIDEGNYTSGDNH 

TLRDPHYVEDKGHKYLVFEAN 

TGTENGYQGEESLFTsIKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

EL ANG ALG 1 1 ELNNDYTLKK VM 

KPLITSNTRETVDFNGKHIHVR 

GAKLLFPAIQQPYPPLYFGGSSD 

VAQELAAEQVDLYLTWGEPPE 

LVKDFIEQVRAKAAAHGRKIRF 

GIRLHVIVRETNDEAWQAAERL 

I SH LDDETIAKAQAAFARTDS V 

GQQRMAALHNGKRDNLEISPN 

LWAGVGLVRGGAGTALVGDG 

PTVAARI7NJEYAALGIDSFVLSG 

YPHLEEAYRVGELLVPLLDVAI 

P\EI PQPQPLN PQG E A LRKK 


24909 


55277 


A 


25047 


1 


1075 


MTIKGEQAKKQLIAAALAQFGE 

YGMNATTREIAAQAGQNIAAIT 

YYFGSKEDLYLACAQWIADFIG 

EQFRPHAEEAERLFAQPQPDRA 

AIRELILRACRNMIKLLTQDDT 

VNLSKJFISREQLSPTAAYHLVH 

EQEAEHRFAMGELPDEVLEICQ 

RLAKLTEMLRGLAELFLNDLSE 

KTGSHDIVRLHRLILQMNRALG 

MFEAQSKLWRLASLAQSSGAP 

VTKWATREEREGQLHLWFHCV 

GIRVSDQLERLLWRSIPHIIVTS 

ATLRSLNSFSRLQEMSGLKEKA 

GDRFVA/SGFP/HLTTANRAKLL 

FPGCALSLPSTTKSSILPKWRPF 

SVSRWRAKNISVCWYCLPADG 

RCSAFSTM 


24910 


55278 


A 


25048 


530 


642 


LKTLW/PAVQEPVPHRYHGATV 

FR1MQT1FIKQICRLLL*GTAGHF 

VCGITACHAAEAAHRLTVQPVP 

Rl LDQRRPAQLHSRQVTAAIRQ 

PLHRRQAVRRDAVCQPLLVVC 

VFRLMLPQQFPRLR VLH RL AF A 

GQAAFIVIAIVDGNTVAFAQVA 

DVCQPAVAIILPLLLCEFSGQVI 

MITLRPPVKAALLYQPVQRIVT 

EDAVAAVQEPVPHRYHGATVF 

RIMQTIFIKQICRLLL 


24911 


55279 


A 


25049 


1075 


1479 





3309 



BNSDOCID: <WO 01750e7A3_(A> 



wo 0 1/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


24912 


55280 


A 


25050 


2 


588 


RWSSLTSSRYGFCRCPESADKE 

CLHVKSAAGKKATNVGHYAG 

WLRTYSPH L AAHRVN FFFG IN A 

HMDQRGPGRLMISCNEACGSA 

CYSNHSYMRNDKHAVRRADSG 

RAEGGGPRVKSVIKAPVITPKJC 

KPVVSTLKHWVLMLAWVTCSP 

LTVLVSPDGEMFDVMEKYAFSA 

WKWICRLRLAISQATFHALLPE 

KJG 


24913 


55281 


A 


25051 


912 


1169 




24914 


55282 


B 


25052 


! 


1665 




24915 


55283 


A 


25053 


43 


302 




24916 


55284 


B 


25054 


1 16 


1534 




24917 


55285 


A 


25055 


1 


1017 


NVQQFIDEGNYTSGDNHTLRDP 

HYVEDKGHKYLVFEANTGTEN 

GYQGEESLFNKAYYGGGTNFF 

RKESQKLQQSAKKRDAELANG 

ALGIIELNNDYTLKKVMKPLITS 

NTRETVDFTvIGKHIHVRGAKLLF 

PAIQQPYPPLYFGGSSDVAQEL 

A A EQ VDL YLT WG DPADLX VN EI 

VEQVRAKAAAHGRKIRFGIRLH 

VIVRETNDEAWQAAERLISHLD 

DETIAKAQAAFVARTDSVGQQR 

MAALHNGKRDNLEiSPNLWAG 

VGLVRGGAGTALVGDGPTVAA 

RJNEYAALGIDSFVLSGYPHLEE 

AYRVGELLVPLLDVAIP\E1PQP 

QPLNPQGEALRKK 



BNSDOCID:<WO 0175067A3 tA> 



3310 



wo 01/075067 



PCT/USOl/08631 



SEQIO 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24918 


55286 


A 


25056 


I 


2677 


MVLNRLLTGLFFGSTPPRCHYD 

LIGADPDRTIRSVRLYWRHSLN 

ELISMLPKFNKELTRKLFKLQE 

MLPFLNLHMSPERMLQRMDSE 

KVVTFTTALMTGLSGAMASVL 

LLVMTVVFMLFEVRHVPYKMR 

FALNNPQIHIAGLHRALKGVSH 

YLALKTLLSLWTGVIVWLGLEL 

MGVQFALMWAVLAFLLNYVP 

NIGAVISAVPPMIQVLLFNGVY 

ECILVGALFLVVHMVIGNILEPR 

MMGHRLGMSTMVDGVRVLKD 

GTDLNQTGSFYLAARPYAEKN 

GAFIQGVLATFSEADALTRSQR 

EQSIALLAKTMGLPAPVIASLLE 

ISQPVS>JHPIRTRLTAEVAALQQ 

QTADLFYENRLVPKKVDIRQRI 

WQPTRLEGKQFMSLNMFWFLP 

THGDGHYLGTEEGSRPVDHGY 

LQQIAQAADRLGYTGVLIPTGR 

SCEDAWLVAASMIPVTQR\LKF 

LVALRPSVTSPTVAARQAATLD 

RLSNGRALFNLVTGSDPQELAG 

DG VFLDHSERYEAS AEFTQ V W 

RRLLQRETVDFNGKHIHVRGA 

KLLFPAIQQPYPALYFGGSSDV 

AQELAAEQVDLYLTWGEPPEL 

VKEKIEQVRAKAAAHGRKIRFG 

IRLHVIVRETNDEAWQAAERFV 

LSGYPHLEEAT/RVGELLFPLLD 

VAIPE/IPQPQPLNPQGEAVAND 

LSPRRTVAASGDQLLAGAVGFS 


24919 


55287 


A 


25057 


114 


372 




24920 


55288 


A 


25058 


2270 


2760 


TSPIPSQIRQYSIAA^GSTGNLGL 

SIGIMSARIGFKVTVHMSADAR 

AWKKAKLRSHGVTVVEYEQD 

YGVAVEEGRKAAQSDPNCFFID 

DENSRTLFLGYSV/AGQRLKAQ 

FAQQGRIVDADNPLFVYLPCGV 

GGGPGGVAFGLKLAFGDHVHC 

FFAEPTHSPCMLL 


24921 


55289 


B 


25059 


1 


2460 




24922 


55290 


A 


25060 


1 


993 





.017S067A3_IA> 



3311 



wo (H/()75(»67 PCT/IJ SO 1/08631 



SEO ID 
NO: 


SEO lO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24923 


55291 


A ' 


25061 


332 


1349 


ILYDSDIYRFSCRSGGHIPAVIY 

HLSAKRRTMENAKMNSLIAQY 

PL VKDL V A LKETT/WG FI PATL 

HGVKGLPYVGLTEQDVQDAHX 

ARLSRFAPYLAKAFPGKWLPTG 

GIIES\ELGAL\PAMQKRL\EKEY 

QQPISGQLLLKKDSHLPISGSIK 

ARGGIYEVLAHAEKLALEAGLL 

TLDDDYSKLLSPEFKQFFSQYSl 

AVGSTGNLGLSIGIMSARIGFKV 

TVHMSADARAWKKAKLRSHG 

VTVVEYEQDYGVAVEEGRKAA 

QSDPNCFFIDDENSRTLFLGYSV 

AGQRLKXAQFAQQGRIVDADNP 

LFVYLPCGVGGGPGGVAFGLK 

LAFGDRVHGLQA 


24924 


55292 


A 


25062 


284 


1494 


RLSLPDMFPPVQQFPVSLHRAF 

YRYDKSAYYALRIAGIASRLNP 

RRFSPSILTPERRCVVTLRNDIR 

RDVLRFTNQPRSTASTRQARRR 

MKSSCWHMPTTSKPQALSHTS 

NSPTTSISRPNWSYSNVCNRSRT 

MAN LSG YNF A Y LDEQTKRM IR 

RAILKAVAIPGYQVPFGGREMP 

MPYGXWGTGGIQLTASWIGESD 

VLKVIDQGADDTTNAVSIRNFF 

KRVTGVNTTERTDDATVIQTRH 

RIPETPLTEDQIIIFQVPIPEPLRFI 

EPRETETRTMHALEEYGVMQV 

KLYEDIARFGHIATTYAYPVKV 

NGRYVMDPSPIPKFDNPKMDM 

MPALQLFGAGREKRIYAVPPFT 

RVESLDFDDHPFTVQQWDEPC 

AICGSTHSYLDEVVLDDAGNR 

MFVCSDTDY 


24925 


55293 


A 


25063 


1 


333 





BNSDC3CID: <WO 017S067A3JA> 



3312 



WO(»1/(»75067 w _ PCT/USO 1/0863 1 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown. 
*==Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


24926 


55294 


A 


25064 


1368 


2451 


PAHAAPGGGC/VRSLACRFLVVN 

M R VTG KS YSTLRRV LS A I WN VV 

RMMRCALTRALVAFRVR/SSVP 

LAAVLAIYARENGAGTMFEFE 

AAYDEDTSIN4MDEEASADNCT 

VMSVIDGDKPDHDDDTHPDDE 

PPQPPRGGRPGLRGLTLRWFSV 

AAQRSDILDAVTLSLKVAALAT 

LIALVLGTLAAAALWRRDFFG 

KNAISLLLLLPIALPGIVTGLALL 

TAFKTINLEPGFFTIVVGHATFC 

VVVVFNNVIARFRRTSWSl.VHA 

SMDLGANGWQTFRVVVLPNLS 

SALLAGGMLAFALSFDEIIVITF 

TAGHERTLPLWLLNQLGRPRD 

VPVTNVVALLVMLVTTLPILGA 

WWLTAKATYLEKLKV 


24927 


55295 


A 


25065 


I 


2072 


MSEQLTDQVLVERVQKG[:)OKA 

FNLLVVRVQHKVASLVSRVVP 

SGDVPDVVQEAFIKAYRJZLTPR 

RPYLLRAFYE WLLDNQLTPl IL 

VVDVTLPGVQVPMEYARDGQI 

VLNIAPRAVGNLELANDEVRFN 

ARFGGIPRQVSVPLAAVLAIYA 

RENGAGTMFEPEAAYDEDTSI 

MMDEEASADNETVMSVIDGDK 

PDH DDDTHPDDEPPQPPRGG RP 

ALRWNVIVAIIFTTKPTAMGIA 

VRFTTAKGETPA IPDVTTTTA VI 

GETARASWAKCIGIIITTAVPIV 

VKPFANISPATTSVPRFFGLPAS 

SSHTLIGAIIGIGLTNALLTGSSV 

MDALNLREVTKIFSSLIVSPIVG 

LVIAGGLIFLLRRYWSGTKKRD 

RIHRIPEDRKKKKGKRKPPFWT 

RIALIVSAAGVAFSHGANDGQK 

GIGLVMLVLVGIAPAGFVVNM 

NASGYEITRTRDAVTNFAARES 

EASVIRHSNRFIETINGGRRCSR 

GITLTLHKLR\SAQPLL\AVLNR 

LEQKKPVGLRYDPQAQSLVCLP 

TQTRTGWNLNGFEVGFRPCVR 

LMIYGRSLEAQATASLAAATG 

YDSHIFDLFPASASAQIDTDTAV 

ILLCHDLNRELPVLQAAREAKP 

FYLGALGSYRTHTLRLQKLHEL 

G WSVRQETTQIRAP VG 1 FPK A R D 

AHTLALSVLAEVASVRLHQEE 



3313 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/0751167 PCT/IIS0I/0S63I 



SKQ ID 

NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ lU NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
cc»don for peptide 
sequence 


Nucleotide location of Inst 
codun fur last amino acid 
of peptide sequence 


Amino acid sequence ( \=lInknown. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24928 


55296 


A 


25066 


2 


332 


AGYSTRTALAIVNKPPSSAIPPT 

SGLASRKRNPASNDFNGCSRGC 

GGGGNAGRLNNGSKRSASTPP 

TIRPTNIAPPUASPKAPPARWN 

VSSSGSAPAPRRRANPETQLR 


24929 


55297 


A 


25067 


I 


3192 


MNKICFKYICKSLLAAILSATLLA 

GCDGGGSGSSSDTPPVDSGTGS 

LPEVKPDPTPNPEPTPEPTPDPE 

PTPEPIPDPEP/TPE/PEPTPEPTPD 

PEPTPEPIPDPEPNQNGAELSYN 

TEKTLTIRDSVFTYTENADGTIS 

LQDSNGRKATINLWQIDEANNT 

VALEGVSADGATKWQYNHNG 

EL V 1 TG DN AT VNNN G KTT V DG 

KDSTGTEmGNNGKVIQDGDLD 

VSGGGHGIDITGDSATVDNKGT 

MTVTDPESM 


24930 


55298 


A 


25068 


1078 


1317 




2493! 


55299 


A 


25069 


135 


361 


SCSMLAGLCG*GSSSSVS!TTCF 
ALS ASTl A * PREPQQ ALP V * PL A 
LPNSSQDGTPMKATSfFSSPLCT 
RCTRPP 


24932 


55300 


A 


25070 


469 


841 


RWWKQYAAAGFQCMCATAVS 

NLTRPVAA*TAAIPESKSPVLPN 

SPASTVRRS*PVSTMPPIRPGDG 

DHDPRFKAPSGTPHQPPRAGHS 

L\RRHG*TENCTAA*GQLRTPG 

DNGTVMSADTITFP 


24933 


55301 


B 


25071 


1 


2922 




24934 


55302 


A 


25072 


1 


3849 




24935 


55303 


A 


25073 


1 


2280 




24936 


55304 


A 


25074 


672 


1045 


GAVLSINCRTLSPAAASGENVA 
TPPA^TSNNNTPI IN KPKPLALAE 
ATGVIIAPKPPSSAAPMASPVTF 
CAVHKPLIRPNIASGVCVCSIVY 
CSIMELTALNQPNSARQTTPKIHI 
GIRPNRPMARN 


24937 


55305 


A 


25075 


650 


1465 


RKPICAADICQLSASAGYSTRT 

ALAIVSGLASRKRNPASMDFNG 

CSRGCGGGGNAGRLNNGSKVI 

NVPAAASP*FQATPPVASNKPPI 

MGEITDPRRTVNIVIVIAPACIKF 

SRPTS AG V A AN S A VTPSDAKK P 

SHKPSK*IASNDGSGSSALRHSP 

MKPMPQVPRASKITFLRS*RSA 

STPPTIRPTNIAPPVSVTESPTCQ 

VECVIIWICTGTATPSKPRDTIE 

MKRARNTARNAGCVSAGSSGS 

SAEVGSSNSKTSGSIASARAIET 

RCC 



3314 



BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide iocntion of last 
codun Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24938 


55306 


A 


25076 


156 


3092 


LNRRWIANIAKLEAEQARKLK 

KTEKDSLKDEVLHSLLPRAFSR 

FSQTMMWIDTVNGLIMVDCAS 

AKKAEDTLAVLRKSLGSLPVVP 

LSMENPIELTLTEWVRSGSAAQ 

GFQLLDEAELKSLLEDGGVIRA 

KKQDLTSEEITNHIEAGKVVTK 

LALDWQQRIQFVMCDDGSLKR 

LKFCDELRDQNEDIDREDFAQR 

FDADFILMTGELAALIQNLIEGL 

GGEAQHSGTGSLPEVICPDPTPN 

PEPTPEPTPDPEPTP 


24939 


55307 


B 


25077 


61 


2118 




24940 


55308 


A 


25078 


132 


280 


RRRAALPERSGPGLDHRRVRH/ 
GCHVLPTPVTLVKRRKVSRVD 
AQWKSSV 


24941 


55309 


A 


25079 


1 


1449 




24942 


55310 


B 


25080 


110 


550 




24943 


55311 


A 


25081 


657 


805 


RRRAALPERSGPGLDHRRVRH/ 
GCHVLPTPVTLVICRRKVSRVD 

AQWKSSV 


24944 


55312 


A 


25082 


756 


938 




24945 


55313 


A 


25083 


781 


1257 




24946 


55314 


B 


25084 


1 


2727 




24947 


55315 


A 


25085 


1 


2286 




24948 


55316 


A 


25086 


1161 


2024 


VRSAVWPCLQRDPDCHHNRCG 

TGGTSRPGPARNPRIEPETCVG\ 

RIRMLGVLLYDADAMERAAST 

ENEKDLYQRQLDVFLDPNDPK 

VIEQAIKDGIPLSVIEAAQQSPV 

YKMAMEWKLALPLHPEYRTLP 

MVWYVPPLSPIQSAADAGELGS 

NGILPDVESLRJPVQYLANLLTA 

GDTKPVLRALKRMLAMRHYK 

RAETVDGKVDTRALEEVGLTE 

AQAQEMYRYLAIANYEDRFVV 

PSSHRELAREAFPEKNGCGLPF 

GDGCHGSDTKFNLFNSRRIDA! 

DVKTEPHP 


24949 


55317 


A 


25087 


664 


1065 


VAPEPHHGRKQLCREGLGVFH 

PTHHITHHLGVSLSLLITIFDAQS 

VHGPDDGCQGLDSVAVDNRLV 

LFHVFSGEAIFMDDLHLLHNGA 

FS*FSSPEQE*F/PRLWRR*CHPL 

♦GFSQSPCSARGRLSPLRSEYIP 



BNSDOCID: <WO 0176067A3_IA> 



3315 



wo 01/075067 



PCT/USOl/08631 



StlQlD 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /—possible nucleotide 
deletion, \=|)0ssible nucleotide insertion) 


24950 


55318 


A 


25088 


434 


1663 


PAGAFPDIANDFGEKSLLMPGG 

AVIMGDRNNVLPVDLVDPQQV 

QEFVDHAWYRYPNDQVGRHPF 

DGITDPWYNPGDVKGSDTNIQ 

QLNEQERYSWIKAPRWRGNAM 

EVGPLARTLIAYHKGDAATVES 

VDRMMSALNLPLSGIQSTLGRI 

LCRAHEAQWAADAIENNYSRN 

PSQGYSTVPRSPHPKVDPILTKP 

SGPAGPEMTRKQTQREDRPRSR 

PSMTTSPTSNLKPSVPAFKGVG 

YLDSbDRIGAADYQPTEQDlLR 

TRVKTTGIVETHFTFKNLHFRT 

EQASVHACYCRLFDVEGQRSE 

RKKWIHCFEDVTAIIFCVALSG 

YDQVLHEDETTVLSTRIVDGHR 

YSDHSTIACPAFGTYTLLELKEL 

ALSCSTLLHIPHQRSPAGSFLAD 

NLNCTQAAVIPEFGGF 


24951 


55319 


A 


25089 


1 


1247 


MTFGGDQIFESLVYRSAFRHVY 

SRGSPWYLHTNSDLSFVESKKE 

LIAEHILETFPWNLKGLTEIPWG 

DASGESGAVGLGVLAAVHYHP 

QRQSLMEKLALNKDAVVLVIS 

TEGDTDQVIERLESDAVLRYGI 

EDVVTNLDVLERMQPSESLLRA 

VLHTKHLMNPEVLAAARRIVC 

QVVEEIMARLAKEVRQAFSGV 

RDRRRRSFIPLARNFDFKSTLRA 

NLQHWHPQHGKLYIESPRFNSR 

IKRQSEQWQLVLLVDQSGSMV 

DSVIHSAVMAACLWQLXPGIRT 

HLVAFDTSVVDLTADVADPVE 

LLMKVQLGGGTNIASAGEYGR 

QLIEQPAKSVIILVSDFYEGGSSS 

LLTHQVKKCVQSGIKVLGLGA 

LDSTATPCYDRDTAQALGNVG 

AQI\AALMPGELGSLAWENLLA 



3316 

BNSOOCIO: <WO 017S067A3_IA> 



wo (n/(»75067 



PCT/li SO 1/08631 



StQ II) 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in tiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


24952 


55320 


A 


25090 


1 


1691 


MGAYLIRRLLLVIPTLWAUTINF 

FIVQIAPGGPVDQAIAAIEFGNA 

GVLPGAGGEGVRASHAQTGVG 

NISDSNYRGGRGLDPEVIAEITH 

RYGFDKPIHERYFKMLWDYIRF 

DFGDSLFRSASVLTLIKDSLPVS 

ITLGLCWYFVCRACVVTHALSL 

WQSASIEVPRTSATAKARKTEP 

GRQTKRKVRSSQTVAARQRIAT 

LPHSMTVCNPGLFHSQMADAL 

AHRYYGFNIAEPWDNGSEAML 

QRDIGLKSESRGLMAGKRCSCL 

KGECGWSLDMQARVSTCFYVR 

LLCGTELEDHRICllDTCDNKCG 

PQRRYVIKFRELCLVNSTVTLV 

DQEYELTVTDPELYDGSSQALA 

GISDLSSIYATCDPGYSCTDRVT 

LVDVRKRQSKTGPYKEIGRYGI 

DRNRSPLN PG FRGKPDLMPSQC 

lACGACACACPANALTIQTDDQ 

QNSRTWQLYMGRCIY/CDGRCE 

EVCPTRAIQ\LTNNFVLTVTNKA 

DLYTRATFHLQRCSRCERPFAP 

QKTIALAAELLAQQQNAPQNR 

EMLWAQASVCPECKQRATLIN 

DDTDVLLVAKEQL 


24953 


55321 


A 


25091 


1 


866 





3317 

BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



pcT/us(n/08r>3i 



St:Q ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==tlnknown, 
*-Slop codon, /'^'possible nucleotide 
deletion, \=possible nucleotide insertion) 


24954 


55322 


A 


25092 


338 


2388 


CVQEPLITVSWRLFAIPAGMKF 

SLFLRCLFCFHLAARYLVLLCQ 

LH/SQGIKVLDFTGVQSGPSCTQ 

MLAWFGADVIKIERPGVGDVT 

RHQLRJ3IPDIDALYFTMLNSNK 

RSIELNTKTAEGKEVMEKLIRE 

ADILVENFHPGAIDHMGFTWEH 

IQEINPRLIFGSIKGFDECSPYVN 

VKAYENVAQAAGGAASTTGF 

WDGPPLVSAAALGDSNTGMHL 

LIGLLAALLHRELNMTVAEIVE 

REEWAGFRARETAALEAVTAP 

STVIATGGGIILTEFNRHFMQKN 

GIVVYLCAPVSVLEDFRQRTME 

VLRLAFLSSGILEFFTSLSIALVA 

VYFGFSYLGELDFGHYDTGVTL 

AAGFLALILAPEFFQPLRDLGTF 

YH AKAQA VG A ADSLKTFM ETP 

LAHPQRG EA ELASTDP VTI EA E 

ELFITSPEGKTLAGPLNFTLPAG 

QRAVLVGRSGSGSRYCPYINHR 

NVRLGPIVTDVPWENSGDKSLP 

EATAQVISSGSGATKVEDGLGD 

LNKPVSNQTMLVTGIDTPVYNAP 

SAGSAPFGVLADNMRYPILHKL 

KDRLNQTWYQIRIGDRLAYISA 

LDAQPDNGLSVLTYHHILRDEE 

NTRFRHTSTTTSVRAFNNQMA 

WLRDRGYATLSMVQLEGYVK 

NKINLPARAVVITFDDGLKSVS 

RYAYPVLKQYGMKATAFIVTT 


24955 


55323 


A 


25093 


1810 


2399 


STFRNSDDEPYIVRPVAVAWRD 

YVPQPARNGLSNFTGNLEEPAV 

MVNYFLQGDPYQGMVHFTRFF 

HQHPSGLS*WVAGNIFQILCAN 

QPVRKRTRDNVQLLHSRGQRG 

VFRCSRRVLTGLVDRFGRTQTF 

HREAAGEFSGEITGVTDGAWR 

HFRLVLTTQAQRAEEARQQAIS 

GGTEPSAFPDTLPVDTEYVMNF 


24956 


55324 


A 


25094 


1 


577 


MPVSTAVATVIKTKQVEFQLQ 

VGVPLYFRLRANPIKTILDNQK 

RLDSKGNIKRCRVPLIKEAEQIA 

WLQRKLGNAARVEDVHPISER 

PQYFSGDGKSGICIQTVCFEVIG 

CREEPDAEECHGDREQRRVFIR 

EDGFFVTKDLYPNRRAXGI ISTT 

AVISPSQPPIIAPRVAQSSEPRSA 

AHALARAIRQSTTV 



3318 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=po$$ible nucleotide 
deletion, \=possible nucleotide insertion) 


24957 


55325 


A 


25095 


51 


407 


TCPIRAQRVETLYDRAYREVFG 

WNPRGPTGRPNARHTG*SKEG 

G RTE A DETDA A DSGQRGMEQR 

SEMDRKPTGTTGQRSEKPRRTL 

ECLALHETRIFLPQRKETHSSDA 

HDMPGPPML 


24958 


55326 


A 


25096 


3047 


4131 


AHSGQMYMPLSSCIRSCILGSV 

VMTCGFPQKSAGQKRQKTADC 

RKRPQLYTKSLSLS/AVKAILAK 

GYDPVKWRKKDKVLDAVLKE 

LESGKYSDGDKHAFDQMLHSI 

GKQGGDPYLVN4ADFAAYVEA 

QKQVDVLYRDQEAWTRAAILN 

TARCGSSMESKRLDNAALAAGI 

SPNYINAHGKPQSISAETKRRLL 

DAMHQRTATKVAVTPVPNVM 

VYTSGKKMPMVVEGSGEYSW 

LLTTEEGTQYKGHVTGGKAFN 

LPTKLPEGYHTLTLTQDDQRAH 

CR VI V A PKRC YEPQALLNKPKL 

WGACVQLYTLRSEKNWGIGDF 

GDLKAMLVDVAKRGGSFIGLN 

PIHALYPAIRRAPAHTARLLAV 


24959 


55327 


A 


25097 


524 


697 


AANWWWKSRRNWR*KMTAM 
LDRIISHIIRTVRMSGSVAVTRAI 
AVPGLLLLLIIATA 


24960 


55328 


A 


25098 


1 


1938 




24961 


55329 


A 


25099 


33 


226 





BNSDOCID; <WO 0175067A3_IA> 



3319 



wo 01/075067 



PCT/USO 1/08631 



SEOID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion^ \»possible nucleotide insertion) 


24962 


55330 


A 


25100 


1 


2314 


MDRAGDGPIRPLSGPTDVYGDT 

VYLRDPGPNHGKTTNGPLRFVP 

LLPFGQQVFPRVTPNFWNPVSS 

AALPARYMQTIENAAVWAQIG 

DKMVTVGNIRAGQIIAVEPTAA 

SYYAFNCGFGKAFIDKGHLEPV 

QGRQKVEDGLGDLYKPLSNQN 

LVTWKDTPVYNAPSAGSAPFG 

VLADNLRYPILHKLKDRLNQT 

WYQIRIGDRLAYISALDAQPDN 

GLSVLTYHHILRDEENTRFRHT 

STTTSVRAFNNQMAWARVDRG 

YATLSMVQLEGYVKNKINNRA 

TEREELRVSKITVLILGVIAIILG 

VLFENQNIAFMVGLAFAIAASC 

N FPI 1 LLSM Y WSKLTTRG A MMG 

GWLGLITAVVLMILGPTIWVQI 

LGHEKAIFPYEYPALFSITVAFL 

GIWFFSATDNSAEGAHLRPIRR 

KKVYRFNYLRSDGPYQGWVSE 

RLLILRAISPGCSKLVHFPTLFDS 

LYRTLVKAGEKSGLLAPVLEKL 

ADYNENRQKIRSKLIQSLIYPC 

MLTTVAIGVVIILLTAVVPKITE 

QFVHMKQQLPLSTRILLGLSDT 

LQRTGPTLLATVFIVAVGFWL 

Wl.KRGlSrNRHRFHAMLLRVALl 

GPLICAINSARYLRTLSILQSSG 

VPLLDGMNLSTESLNNLEIRQR 

L AN AAEN VRQGN S I H LSLE/QT/ 

AIFPPMMLYMVASGEKSGQLG 

TLMGAQSHWECATVNAASRIR 


24963 


55331 


A 


25101 


20 


825 


GFPRSRSCYASCTACRTHTYSA 

EK/QLTRALAKLARATSNEICLS 

QAFHAHLEETHGQIERIDQVVE 

SESNLKIKRMKCVAMEGLIEEA 

NEVIESTEKNEVRDAALIAAAQ 

KVEHYEIASYGTLATLAEQLGY 

RKAAKLLKETLEEEKATDIKLT 

DLAINNSFYKEDIFMNRJEHYH 

DWLRDAHAMEKQAESMLESM 

ASRIDNYPELRARIEQHLSETKN 

QIVQLETILDRNDISRSVIKDSM 

SKMAALGQSTADTTKNSTHRQ 

SNTRQGN 


24964 


55332 


A 


25102 


2 


269 


GIIGLHLQQQEAVAVAIVRGAT 

RMLFATLVAVAAGERHYQRW 

ADC*CAAAG*NVVTVESRTAA 

ASSHYVGVSRQSHITAVISAPV 

DVPW 



3320 



BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


24965 


55333 


A 


25103 


607 


727 


RQAVYRG**TAGQRANLLLLR 
RHSACALAAGESQSSCPAG 


24966 


55334 


A 


25104 


465 


574 




24967 


55335 


A 


25105 


3 


636 


AHTSGFGDKESEKVSPQRKLHA 
MSRTFFWEN\LRCHGNLGSPTY 
AFQISAIDRVNFALVVGLHLRH 
DYRNEKLGRSGRHYQAPVGNR 
SSADGMHRDPCSQLDICCILLG 
AGSIYGLYRYIEPOLPDVATF K 
DVRLOIPMOIYSADGFI lAOYG 
EKR RTP VTDG P V M WFPFM 1 1 TTC 
VKGNFALNNOFRFDMI NYNTF 
GIYGKNVNFENNKQT 


24968 


55336 


A 


25106 


434 


1205 




24969 


55337 


A 


25107 


368 


532 




24970 


55338 


A 


25108 


722 


934 




24971 


55339 


A 


25109 


82 


420 


ARADPHRAHTAGVNGVNARLR 
IFNADTCl RRHAOPPTnriFk'nF 

RVRFRVFKLGSIRAEGEKLAQL 
QRR*NRRR1QGDRSQPNRD/RA 
VPEDLPSKERMPGRTALTVN^sR 
SEWT 


24972 


55340 


A 


25110 


618 


788 


WYPCCRNWRYLAGGDSGFCR 
GERA*R*IASQSGVT*AVATVV 
FPSVLAGLRITGHS 


24973 


55341 


A 


25111 


186 


1198 


QKTAVSTSITALTRWGS/SRA/G 

KRGAVLRSRVTRGKYHYPSSW 

RETSSSVQNAPLMRQIKEVFLAI 

RJEQLLTKDEiLELYLNKIYLGY 

RAYGVGAAAQVYFGKTVDQL 

TLNEMAVIAGLPKAPSTFNPLY 

SMDRAVARRNVVLSRMLDEG 

YITQQQFDQTRTEAINANYHAP 

ElAFSAPYLSEMVRQEMYNRY 

GESAYEDGYRIYTTITRKVQQA 

AQQAVRNNVLDYDMRHAIAA 

RHYVLWKPTANIRARYKAQGI 

ELPAVVPAGPDNPMGHHAIRL 

AAYGGVYLLHGTNADFGIGMR 

VSSGCIRLRDDDIKTLFSQVTPG 

TKVNIINTPIKVSAEPN 



3321 

BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 



PCT/USO 1/0863! 



SEQID 

NO: 


SKQ n>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknown, 
*=Stop codon, /-possible nucleotide 
ilclction, \=possiblc nucleotide insertion) 


24974 


55342 


A 


251 12 


1087 


3289 


RLRSCGAQKNTFCNAAAGCRW 

RTTLSKMGGLLIAADLQDPVO 

DMEMWQFHPTGIAC/AGVl.VT 

E/GCRGEGGYLLNKLHGERrMER 

YAPNAKDLAGRDVVARSIMIEI 

REGRGCDGPWGPHAKLK!J)HL 

GKEVLESRLPGILELSRTFAHVU 

PVKEPIPVIPTCHYMMGGIPTKV 

TGQALTVNEKGEDVVVPGI.FA 

VGEIACVSVHGANRLGGNSIJ. 

DLVVFGSARQVLHLQESIAEQO 

ALRDASESDVEASLDRLNKWN 

NNRNGEDPVAIRKALQECMQH 

N FS V FREG DAM A KG L EQL K V 1 

RERLKNARLDATSSEFNTQRVE 

CLELHNLMETAYATAVYATFR 

TERRG A HSRVFDFPDRDDEN WL 

CHSLYLPESESMTRRSDYTLEA 

DEGRDMMLLDALIQLKEKDPS 

LSFRRSCREGVCGSDGLNMNG 

KNGL ACITP! SA LNQPG K K I V 1 R 

PLPGLPVIRDLVVDMGQFYAO 

YEKIKPYLLNNGQN PPA RE 1 \ LQ 

M PEQREKLDGL Y ECI LC ACCST 

SCPSFWWNPDKFIGPGSLLAGY 

RSGLIAGIPKCSARYLSGEKRSV 

AWQQIAAEIGISIDAQFNESI.KG 

ISRDESLRRILQHGGKEGDFNSO 

ERAQLAYRKNLLYVHSLRELT 

VNAVLPGIRSLLADLRAQQIJ^V 

GLASVSLNAPTILAALELREFFT 

FCADASQLKNSKPGPGIFLAGC 


24975 


55343 


A 


25113 


47 


630 


VG WETSFAQIRSRFLRI RFCR A Y 
SSTLF VS A ANPTT* G/QM V F • CG 
NGAQHKNFLLLYRSIUGGFHFO 
RGHHINTFNKRWRR**NRT*YO 
RDVRATTGSGGGDRKTHLAGA 
VIRDITHRIERFTRRAGGNI IN V 
QM FQ V VDG RKC ATA 1 ST V L DM 
FGDH FG RQKI ASCQR WL A KM R 
TVQQPICKNIVRKPGCHSLA 


24976 


55344 


A 


25114 


731 


829 





3322 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SCQ ID 

NO: 


SKO M) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of lirst 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possjble nucleotide insertion) 


24977 


55345 


A 


25115 


2 


3744 


RLPFKYPVKVKPLPAPFSKILLN 
SPAlPQLPITMlsJGSDFSLPEGPM 
NRWENIQLTPETRLAPRAYFFS 
YDSVAQARTFARETSSLFLPLS 
GQ W\N FH FFDHPLQ VPEAFTSE 
LMADWGHITVPAMWQMEGHG 
KLQYTDEGFPFPIDVPFVPSDNP 
THAVORiFTi '^nrsu/onK'OTi tier 

» Lyyj viLi iriiiV I V IN vjv^ i v vjr oN. 
GSRLTAEFDISAMVKTGDNLLC 
VRVMQWADSTYEKDQDMWW 
SAGIFRDVYLVGKHLT 


24978 


55346 


A 


25116 


1 


2643 




24979 


55347 


A 


25117 


2499 


2935 


RSGGVACNCAVSASCMLVTVL 
PWLSLPV/SVFGLWDGFFASLG 

R<sP/<sT TVRT r;<sVi<iPMir;r;i i i a 

TCinVAI I P! I ^1 PA I PPPPnPRP 

LLGGLLTMASAVRV 


24980 


55348 


A 


251 18 


676 


1035 




24981 


55349 


A 


25119 


1 


1842 




24982 


55350 


A 


25120 


I 


1341 




24983 


55351 


A 


25121 


563 


1360 


PSVLRCRNWVI*SPYCISLPSRV 

SSLPFLVWIPVAR/CTAIGASRE 

AMLGVLVEPMLLLGLWVAAQ 

VAGSTNISNITDTVYHWPLSQSl 

PLVLALCACAFATFIEMGKLPF 

DLAEAEQELQEGPLSEYSGSGF 

GVMKWGISLKQLVVLQMFVG 

AIVKLVVGVLVIALFENSMARL 
RLDITPRDMIRIELDSWEQNGE 
AIKRTGQPLLLSLLVRNLLDNA 
VRYSPQGSVVDVTLNADNFIVR 


24984 


55352 


A 


25122 


382 


1424 


VLLENLSEPPNQHDIIEILTVQR 

KEEETALSCRLVLRKLTETEPVI 

IFEGIEAPATLPADEVPVGKDEN 

DNVEVSRWGTPREFDFEVRDH 

VTLGEMHSGLDFAAAVKLTGS 

RFVVMKGQIARMHRALSQFML 

DLHTEQHGYSENYVPYLVNQD 

TLYGTGQLPKFAGDLFHTRPRH 

ECFRHIGSLGLATPLVTECMQW 

LFGIPHTLQLDAIIITCWIILNAIC 

VACGLQKGVRIASDVRSYLSFL 

MLGWVFMVSGASFIMNYFTDS 

VGMLLM YLPRMLF YTDPI AKG 

GFPQG WTV FY W A WWVI Y AIQ 

MSIFLARISRGRTVRELCFGMV 

QEFGCKSSTKIDNADFNQA 



3323 



BNSDCXJID: <WO 0175067A3. IA> 



wo (>I/075(K.7 PCT/DSO 1/0863 1 



SKQ ID 
NO: 


SEQ ID NO: 
uf* peptide 
sequence 


hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 






A 


I J) 


4 1 ft 


610 




24986 


55354 


A 


25124 


662 


811 


AQQLPGMSDWQNSQEQHQMK 
N*VRLFMRTSRKLMDRLNVLIK 
LWSPNRT 


24987 


55355 


B 


25125 


1 


3264 




24988 


55356 


A 


25126 


489 


3256 


PRVFSSATRSLVAMRRWVYRV 

RRJQYRRTTQTAVFHSTHGNYR 

EGQPVGTLIDDRYICANENVEL 

VHYAQPLLNEADSLAKVMPSDI 

PLKQRRWLGLQMLEGDIYSRA 

YAGEASQHLDAALARLRNEMD 

DPALHIADARYQCIAAICDVVS 

NTLTAEPSRFTTAVDKIVLNRFL 

GLPIFLFVMYLMFLLAINIGGAL 

QPLFDVGSVALFVHGIQWIGYT 

LHFPDWLTIFLAQGLGGGINTV 

LPLVPQIGMMYLFLF 


24989 


55357 


A 


25127 


779 


910 




24990 


55358 


A 


25128 


2203 


2665 


ACWARJSAAVIQRSGMPGVRV 

CGRIKSCSKAVRCQRHVFATCV 

WNGRQVTSGAGTWSTIAWYSG 

VMSSA!SSWSRPAIPFSAEA*TIG 

KSSCA'VGRVEVNEQlEYLIFfNP 

IRTRARAVNFVDNNNRLQAVS 

KRFFGYEARLRHRAVKCVNHQ 

OH 


24991 


55359 


A 


25129 


241 


918 




24992 


55360 


A 


25130 


2142 


2646 


KGVCGTTNPAKIXQAILQAFHEl 

FGEGSCHIASVAVESGVPEQPF 

GSEETRAGARNRVANARRLLP 

EADF\\^A1EAGIDGDSTFSWVV 

lENASQRGEARSATLPLPAVILE 

KVREGEALGPVMSRYTGIDEIG 

RJCEGAIGVFTAGKLTRASVYH 

QAVILALSPFHNAVY 



BNSDOCID: <WO 0175067A3JA> 



3324 



wo 01/07S067 PCT/US«)1/««63I 



SEO ID 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
loc;ition of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknj>wn, 
*=Stop codon, /-possible nucleotide 
deletion, \=pos$ible nucleotide inscrliunk 


24993 


55361 


A 


25131 


473 


1765 


KAWLMTGIVRHWKGRAVPPA 

EQLLEHLGNGKSFDSVAQAWD 

AAMADAKAEDTVLWGVfZAFRI 

NAAVAKDDTQIHTHMCYCFFT 

DIMDSIAALDADVITIETSRSDM 

ELLESFEEFDYPNEIGPG V YDII 1 

SPNVPSVEWIEALLKKAAKRIP 

AERLWVNPDCGLKTRGWPETR 

AALANMVQAAQNLRRGARAG 

CAADFAASARLAVGEALTNIA 

ATQIGDIKRIKLSANWMAAAG 

HPGEDAGLYEAVKAVGEELCP 

ALGLTIPVGKDSMSMK IRVVQE 

GNEEREMTSPLSLVISAFARVi: 

DVRHTITPQLSTEDNALLLIDLG 

KGNN ALG ATAL AQ V Y RQLG D 

VAQRKLLAYHDRSDGGLI,V TL 
AEM A VLSSLGQGG YFG I IM 1 l/D 
SGQYPGKSKTGQSTPDVAAOA 
RQSWIP 


24994 


55362 


A 


25132 


602 


2563 


VVTTLTLVLTAVGSVLLLLFLV 

MKARMHAFLALMVVSMGAGL 

FSGMPLDK1AATMEKGMGG1 L 

GFLAVVVALGAMFGEILHETG 

AVDQIAVKMLKSFGHSRAHYA 

IG L AG L VC ALPLFF E V A I V L L 1 S 

VAFSMARHTGTNLVKLVIPLFA 

GVAAAAAFLVPGPAPMLLASO 

MNADFGWMILIGLCAAIPGMII 

AGPLWGNFlSRYVELHIPDDISt 

PHLGEGKMPSFGFSLSLILLPI^V 

LVGLKTIAARFVPEGSTAYEWF 

EFIGHPFTAILVACLVAIYGLAM 

RQGMPKDKVMEICGHAL\OPA 

GIILLVIGAGGVFKQVLVDSGV 

GPALGEALTGMGLPIAITCFVL 

AAAVRIIQGSATVACLTAVGLV 

MPVIEQLNYSKRRGFTGRVECN 

FGVCKGPSKYHSQHDAINROG 

REASDAHGTLENLPLPLVPQI'N 

AATALAALRASGLEVSENAIRD 

GIASAILPGRFQIVSESPRVIFDV 

AHMPHAAEYLTGRMKALPKNG 

RVL AVIGMLHDKDI AGTL A WL 

KS V VDD WYCAPLEGPRG ATA t 

QLLEHLGNGKSFDSVAQAWDA 

AMADAKAEDTVLVCGSFHTVA 

HVMEVIDARRSGGKLCOMHVN 

VQDKIDEEINQVHICLCLVLVIV 

SGCKYVGYSLKCSEHYYSLVR 



3325 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 
NO: 


SEO in NO: 
oi' peptide 
sequence 


Mel 

hod 


SEO Ii> NO: 
in UStiN 
09/540,217 


Nucleotide 
location of first 
codon lor peptide 
sequence 


Nucleotide lociition of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l]nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possiliIe nucleotide insertitm) 


24995 


55363 


A 


25133 


518 


1079 


TQKETNKRCSPLVGWYPAFRM 

AHFLASERSCYQKLSN\RKSH\P 

AVAGMVSGMTVANLL/EHSAG 

NVFKSGI*LALHLFIDRCF*YCG 

DGIGLFLGARYSRRGERKSART 

ISLFAQPGPVVNFRRHDVWQRR 

CVCLVOLRKAIHDVYFRFFGNG 

DDLYYDVSWARDGAGKYAKW 

QDFRTLFTTAHCSSD 


24996 


55364 


A 


25134 


322 


798 


AQRAHVVGTVGKFDEDDADIL 

HHRHNHLAKVFGLRLFLIAELE 

FIKFRHPLYQLGDAFTKKLFHIL 

ILVVGGSIFNHVMQQRRHQRFI 

VEFHLGQNAGN\ATGCVi*GSPL 

ERVCPS*ASRATRYACRRRLIW 

SIARPAAKVSACCSArATSK*RS 

KGQRVLLGNCHVEVAIREFT 


24997 


55365 


A 


25135 


440 


906 


CGFSSLSRLPHSSYSAHHAVAPS 

VLMSASGRPRWSQWYRWIFRA 

GVYTGSIWFFICSTVRPHDASQ 

RRLSSLT/QVSQDFTFQPVNHQL 

WAGGKPTAGITVGKQ*W*PFIK 

FTVPG DDSG DG RGQGFLQI A AG 

KCRAQTFFSFCRAGKHDPCRRT 

VS 


24998 


55366 


A 


25136 


1059 


1541 


TAPLLRPGCRLS*SAAHPAAPA 

QSTNQCPGDRYAATLPAHHRH 

TNHG*IADVHQHISATPASAAS 

YAPGFLKDGAPASERHRETGC 

GRDRPH*PSLYKLSG1LRPYQPA 

SFPG*QQRAVLSAR*LLPVQCSL 

HSQRCRRRPHRLHRSAPAPGIR 

ERRSRR 



3326 

BNSDOCID: <WO 0175067A3_IA> 



wo (n/«75«67 PCT/IIS(M/0863I 



SEQ ID 

NO: 


StQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Niiclcf>tide lociition of Inst 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


24999 


55367 


A 


25137 


236 


2211 


QGALMSEDIFDAIIVGAGLAGS 

VAALVLAREGAQVLVIERGNS 

AGAKNVTGGRLYAHSLEHIIPG 

FADSAPVERJLITHEKLAFMTEK 

SAMTMDYCNGDETSPSQRSYS 

VLRSKFDAWLMEQAEEAGAQL 

ITGIRVDNLVQRDGKVVGVEA 

DG D VI E A KT V I L A DG VN STL A E 

KLGMAKRVKPTDVAVGVKELl 

ELPKSVIEDRFQLQGNQGAACL 

FAGSPTDGLMGGGFLYTNENT 

LSLGLVCGLHHLHDAKKSVPQ 

MLEDFKQHPAVXAPLIAGGICLV 

EYSAHVVPEAGINMLPELVGDL 

HERSLIFVASGPAGNSKETASD 

KLEEALPTKNWEVPGANWNTP 

GNGIPSVPEKLKGMLSAPNYRR 

MVLPAPLQILLLQNAKGGELLG 

AAGGQIAFNLGSAVGAYCGGM 

M LTLGL A YN YV ALPA A L LSFA 

AMSSLLLYGRYKRQQAADTPV 

LAKPLGQLDNAPFRCENVNLIR 

EEIGFNALDKFKRTTGALLQLQ 

QALHPALGADLCGSTGFAVLFI 

SPVRGNTHLRHLVHIFGTDLDL 

iNivno V tVAvunivvj V V^J\JL.Lr\ V tvr W 

NGDIVFHAARTRLVQAVHLAQ 
HAITGVRJJDDHAESVDVHDRV 
KTLLFEHHFAVNRJKMLLPTTD 
AARYSRFLQTPFDFRKNLLDHL 


25000 


55368 


A 


25138 


1 


1932 





3327 

BNSDOCID: <WO_017S067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEO II> 
NO: 


SKQII) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon» /=possible nucleotide 
deletion, \-po$siblc nucleotide insertion) 


25001 


55369 


A 


25139 


1 


1200 


MAIPAFGLGTFRLKDDVVISSVI 

TALELGYRAIDTAQIYDNEAAV 

GQAIAESGVPRHELYITTKIWIE 

NLSKDKLIPSLKESLQKLRTDY 

VDLTLIHWPSPNDEVSVEEFMQ 

ALLEAKKQGLTREIGISNFTIPL 

MEKAIAAVGAENIATNQIELSP 

YLQN RK V V A W A KQHG 1 H ITS Y 

MTLAYGKALKDEGIARIAAKH 

N ATPA Q V I L A W A MG G GP V E\ W 

RR*QIWRGFSSAS*RHELYITTK 

IWIENLSKDKLIPSLKESLQKLR 

TDYVDLTLIHWPSPNDEVSVEE 

FMQALLEAKKQGLTREIGISNF 

TIPLMEKAIAAVGAENIATNQIE 

LSPYLQNRJCVVAWAKQHGIHI 

TSYMTLAYGKALKDEGIARIAA 

KHNATPAQVILAWAMGGGPVE 

MAKVADMAGIFVSKLKTFNAG 

VKGSTLGASGPQYVMVPKKHA 

DQLRESLASGEIAAVQSTLVAD 

NTPLNSRVYTVRSGDTLSSIASR 

LGVSTKDLQQWNKLRGSKLKP 

GQSLTIGAGSSAQRLANNSDSIT 

YRVRKGDSLSSIAKRHGVNIKD 

VMRWNSDTANLQPGDKLTLFV 

KNNNMPDS 


25002 


55370 


A 


25140 


2237 


2404 




25003 


55371 


A 


2514! 


307 


642 




25004 


55372 


A 


25142 


1449 


2084 


NAPRCAYYWDVIAVTMPTTCC 

TLKISPLCRELI LTLANRTTTQR 

AEPMTRRLIQVLFDELPQQPQQ 

QLHLPVSSHPKIRTMVEMMAK 

GPVEWGALGQWAGFFAMSER 

NLARLIVKETGLSFRQWRQQLQ 

LIMALQGLVKGDTVQKVAHTL 

GYDSTTAXFITMLRKPGKTAGTS 

LYHRRYGVSLLSSAWGQVGPP 

RYCRQANSVLSDRFCVLI 


25005 


55373 


A 


25143 


981 


1103 




25006 


55374 


A 


25144 


222 


379 




25007 


55375 


A 


25145 


1 


1452 




25008 


55376 


A 


25146 


500 


854 




25009 


55377 


A 


25147 


1 


1374 




25010 


55378 


A 


25148 


2 


167 




25011 


55379 


A 


25149 


781 


1047 




25012 


55380 


A 


25150 


1 


783 





3328 

BNSDOCID: <WO 0175067A3JA> 



wo l)l/<J75067 



PCT/IJSO 1/08631 



SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25013 


55381 


A 


25151 


442 


857 


LVKNPVKRMEIQQKNLTLFEYL 

DWWDVLFLLLESELLFANTWL 

AATSESVDDCSGVKPP^^riKMnT 

*AMPSWAKASnASSARrAMI Y 

SFCTQTISAILRASATCVGVTLL 

RPICFTRPCCCISASTVRL ASl DP 

SAGP 


25014 


55382 


A 


25152 


3 


4105 




25015 


55383 


A 


25153 


2 


269 


YK.NPYIAAKIOPICTHDTI TPINP 

GRJKLW1.MTKRPMWVVPERSN 

*IAARSLG*VGRM**P*QAGAE 

ATMYAGSTPIASATGTIAASAA 

A 


25016 


55384 


A 


25154 


1 


1370 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGALIIILTKTNPASISK 

NEVFRSGMIAIVAVYGIAWMA 

ETMFAPACYGYYILPTYPSDLA 

A I QFDRSGTTH IG RF VINHSFILP 

GLIGVSVSCVFGWIFAAIKRDA 

AAGRAKENVIFHHFPFQSVKAD 

lATNPFKRPGGAFIRITQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFKJCDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAVIMGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATLI 

GRKNFSAEERETGKAALVMGC 

MVGSVGGAVTAALVGAQCYA 
GWGGLIVLPVVEGKLGYIAAV 
AVGAVVTAVCVNVLKSLARKN 
GSSTDEKEDDLDLDFEIN 


25017 


55385 


A 


25155 


I 


789 


MKlIAGITPADSGTLEIEG>fNYV 

RLTP VHA HQLG 1 YL VPQEPLLFP 

SLSIKENILFGLAKKQLSMQKM 

KNLLAALGCQFDLHSLAGSLD 

VADRQMVEILRGLMRDSRILIL 

DEPTASLTPAETERLFSRLQELL 

ATGVGIVFISHKLPEIRQIADRIS 

VMRDGTIALSGKTSELSTDDIIO 

AITPAVREKSLSASQKLWLELP 

GNRPQHAAGTPVLTLENLTGE 

GFRNVSLTLNAGEILGLAG/TEL 

A ETL YGLRTLRGG RJ ML 


25018 


55386 


A 


25156 


1 


1332 
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SEQ II) 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 


25019 


55387 


A 


25157 


1594 
• 


2220 


MWVNPERGRAENTIIGGNATGI 

GTLNVQDQDSVITVRRLS*SAL 

KPG I L V FKLTPA ETERLFSRLQE 

LLATGVGIVFISHKLPEIRQIAD 

RJSVMRDGTIAGTGFGDDFGFT 

HPLRQQRLPQHLVSFMRAAVQ 

QIFTLEIQRGVRPGCNVLAFGQ 

RGWTPGIVFQQVVELSLKFRJFL 

RTDKSFFQLAQSRHQDLWHVH 

AAKLTKIGVK 


25020 


55388 


A 


25158 


14 


237 


KTTSFPAKLFNACRISLLASAE/ 
CQSEYFSIFSNMDLADTVMFL* 
GAIRFSDLVNEQIQHTFLIPGETI 
CRLSEVV 


25021 


55389 


A 


25159 


1 


1506 




25022 


55390 


A 


25160 


158 


639 


SGC*PGRPSLN/GRLDVLSAWS 

VSILRLGGMALEGSIAYIVINFC 

DVKPQRFRGLSVPAASITVVLIQ 

QFVLHRRELRRKLALPAHHLVT 

FTWGNVSAVDETRQWMVIKPS 

GVEYDVMTADD\RWWLR*PAV 

RWWKAAKNPLPIHQRIWRSTV 

AMPKLAVLC 


25023 


55391 


A 


25161 


2 


2886 


SVPTIIFFFLPVLRFWRPGIQQA 

KKCHLFATGTQSRRNTLRQRT 

AKGIPQQRMTAKREEISIGILHV 

TPQQRRECRGDNRFTARFRRTP 

WRLLGHCVSAAVTGVLPAVAG 

SPLAYSDTDEFYPVAGGTMSQ 

HLPLVAAQPGiWMAEKLSELPS 

AWSVAHYVELTGEVDSPLLAR 

A V V AGL AQA DTLRMRFTEDNG 

EVWQWVDDALTFELPEIIDLRT 

NIDPHGTAQALMQADLPQDLR 

VDSGEPLVFHQTTLGFI 


25024 


55392 


A 


25162 


1 


1659 




25025 


55393 


B 


25163 


200 


646 




25026 


55394 


A 


25164 


1 


3197 


MPHRQHGPQMTPSHQRTTINR 

DQREQQPIGTAAPQTRPQSAPY 

CEPHTRRRTLQPHNRGFRTAKY 

TSTQARKYHMARPERSNDSDH 

PVHTRSRWNATQTERHTQHHV 

SPPSSLRTLRTNCTSHAHHRYH 

RHAQWHRVGLLDVKPTGVPSN 

TVFSPPKNALWADRVDTSRGR 

TTVEQDNHPNGGNVVGTPSDN 

NFWLETTGGDPNKEYYHHHHY 

MEDYCRYYPLLIAEPLLFPSLSl 

KENILFGLAFCKQLSMQKMK 


25027 


55395 


B 


25165 


1 


2505 
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SKQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25028 


55396 


A 


25166 


159 


1744 


NSRISGLQQRYLMHIMVTQGGL 

MSLSIVHTRAALGVNAPPITVE 

VHISKGLPGLTMVGLPETTVKE 

ARDRV/RSAirNSGYEYPAKKITI 

NLAPADLPKEGGRYDLPIAIAL 

LAASEQLTANKLDEYELVGEL 

ALTGALRGVPGAISSATEAIKSG 

RKIIVAKDNEDEVGLINGEGCLI 

ADHLQAVCAFLEGKHALERPK 

PTDAVSRALQHDLSDVIGQXEQ 

GKRVLEITAAAGHNLLLIGPPG 

TG KTM LA SRINGLLPDLSNEE A 

LBS A A 1 LSL VN AES VQKL WRQR 

PFRSPHHSASLTAMVGGGAIPG 

PGEISLARNGVLFLDELPEFERR 

TLDALREPIESGQIHLSRTRAKI 

TYPARFQLVAAMNPSPTGHYQ 

GNHNRCTPEQTLRYLNRLSGPF 

LDRFDLSLEIPLPPPGILSKTVVP 

vjiLOk>/\ 1 V fvv^jv V ivi/\/\ivl^tvV^r rwtv 

QNKLNAWLDSPEIRQFCKLESE 
DAMWLEGTLIHLGLSIRAWQR 
LLKVARTiADIDQSDIlTPTYCG 
KADARNSGNVCPSSRALVQR 


25029 


55397 


A 


25167 


127 


503 


NRCLLLTLLRCKGRNREEENDA 

FAF*^F^<^T K'^Jkc FMR p<^r;Ri Qvr;rv 

i^rA.i_:»oc<rvi_/rviN rvr iNrvi o\ji\j-fO i KJU 

RMFDIGVNLTSSQFAKTVMML 
♦RARLGLR*TTGLELRELLPLIP 
AEKL*A"ETDAPYLLPRDLSAKP 
STSRYHCVIEARAWFK 


25030 


55398 


A 


25168 


3 


406 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


25031 


55399 


A 


25169 


1 


1252 


MFDIGVNLTSSQFAKDRDDVV 

ACAFDAGVNGLLITGTNLRESQ 

QAQKL A RQYSSC WSTAG VHSH 

DSSQWQAATEEAIIELAAQPEV 

VAIGECGLDFNRNFSTPEEQER 

AFVAQLRIGADLNMPVFMHCR 

DAHERFMTLLEPQMVENYETLl 

FEAHSTDYQTPQSLRQLVIDHF 

AILKVGPALTFALREALFSLAAI 

EEELVPAKACSGLRQVLEDVM 

LDRPEYWQSHYHGDGNARRLA 

RGYSYSDRVRYYWPDSQIDDA 

FAHLVRNLADSPIPLPLISQYLP 

LQYVKVRSGELQPTPRELIINHI 

QDILAHTTQPVKANKQNKEEH 

AMPNIVLSRJDERLIHGQVGVQ 

WVGFAGANLVLVANDEVAED 

PVQQNLMEMVLAEGIAVRFWT 

LQKVIDNIHRAADRQKILLVCK 

T*WKWYWQKGSPYVSGRCKK 

LSTTFI A PPl DRKSC WF VKH PP! S 


25032 


55400 


A 


25170 


2 


319 


YSSVFSLSASASFSSSRFRPLPT* 
KREKKTPISNRQYIGIANSVCEK 
TSGGVSNIPTTNAPTSTYGRFLR 
KSSGEVIPIQHSSTIATGTSKETP 
NAINSAITKLK 


25033 


55401 


A 


25171 


1 


1011 


MIPHPKLEGDRSTQALPPTPVIR 

VTERRNLNWVGTTIGFVHTGK 

PLSFVYDMADIIKFDTVVPKAF 

EJARRNPGEPDREVRLACRDIFR 

SSKTLAICLIPLIEDVLAAGEIQPP 

APPEDAQPVAIPLPVSLGDAGH 

RRRRSG R VSE VS WRSG VMSFR 

RASGDKPQPKPKVMPEHAECPP 

AARRGQMMSICPCFALKIDIAD 

NKFFNGETSPLFSQSQAKLARQ 

FHQKIAGYRPTPLCALDDLANL 

FGVKKILVKDESKRFGLNAFK 

MLGAPEKCHRRKNDF*RRSDRI 

VL1RL*REFSSHQKGLRDRPAH 

KAVLGDNQLFSGGTGAPVWPG 

FAKRAVMF/TPLKNLLSAISIFN 

AKHGHILIIWPRLAAGGHSACS 

GITFGFGCGLSPLARRKLMTPE 

RQLTSDTRPDRLLRWPASPSET 

GSGMATGCASSGGAGGCISPA 

ASTSSISG INL AN VLLLRKI SLH 

AKRTSRSGSPGLRRAISKAFGTT 

VSNLMMSAIS 


25034 


55402 


A 


25172 


1 


510 




25035 


55403 


B 


25173 


1 


1482 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540»2l7 


Nucleotide 
loc<ition of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn» 
*=Stop codon, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


25036 


55404 


A 


25174 


704 


1069 


RLWQADCKENAGXGDYYWTFF 
r\^r 1 r V o I v^iv i i v^rl v LyiNov^ i IVl 

NFDFSAPEYHAHWRYGLLMVG 
ESQHGLGANAIQASQCFKAAN 
QPLGADATFLQQIKGEIICFGLFI 
TGVFSIDSAFCDIT 


25037 


55405 


A 


25175 


1 


639 


MARVWLCDFIPYGYLPTLNAM 

PESTRKQIMPWTRLSGSLHTWN 

RTPNRRIGRYPSGLPPDSANRPR 

REPDACRSLHSPAKYRGNPNRD 

RLDHQQNGLPARGKDTPRSNK 

PSISQWTNTKPQPRHQPRGKKG 

HKSPAPEMPKPPQATSSTREQT 

1^. I WKar Wis. IKY JbLKA 

RGPMACVTISLNVCCAHLVRL 

VMVTLKQTDPIRNLGEMPSKSQ 

TKKAREVHLHSLHLQELAQEQ 

EPPARKRKTQWAVSERK 


25038 


55406 


A 


25176 


82 


356 


AQCEEYRVPQTLKRNPKQCFDI 

SIRGGSQPCGIFSTPVRNTLQNM 

GQMGWLVAPG*WLWREIRKH 

NRWCACPRKPGRAGFSMALRW 

GSGHA 
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SEQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucle(»tide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \«lInknown, 
^'^Stop codon, /^possible nucleotide 
deletion^ \=possible nucleotide insertion) 


25039 


55407 


A 


25177 


1 


2635 


MNKSGKYLVWTVLSIMGAFAL 

GYIALNRGEQINALWIVVASVC 

lYLIAYRFYGLYfAKNVLAVDP 

TRMTPAVRFTNDGLDYVPTDKK 

VLFGHHFAAIAGAGPLVGPVLA 

AQMGYLPGMIWLLAGVVLAG 

AVQDFMVLFVSTRRDGRSLGE 

LVKEEMGPTAGVIALVACFMI 

M VIIL A VLA M I V VFCALTHSPWG 

TYTV AFTIPL ALFMG I YLR YLRP 

GRIGEVSVIGLVFLIFAllSGGWV 

AESPTWAP YFDFTG VQLT WM L 

RLINRSIMMDFSLTEEQELLLAS 

IRELITTNFPEEYFRTCDQNGTY 

PREFMRALADNGfSMLGVPEEF 

GGIPADYVTQMLALMEVSKCG 

APAFLITNGQCIHSMRJ^GSAE 

QLRKTAESTLETGDPAYALALT 

EPGAGSDNNSATTTYTRKlsIGK 

VYINGQKTFITGAKEYPYMLVL 

ARDPQPKDPKKAFTLWWVDSS 

KPGIKINPLHKIGWHMLSTCEV 

YLDNV*TSVWRTCACPALRRA 

TQRYRJ^QSRAGNLRTSGEAIRR 

DMEWTSLRSE\DWEKGDTIKQC 

ISAATSCVYGVTGEGILEGGDA 

QILREPLPGTKLGLLNWPVFDA 

LESRSTRERDGKPGGEICGETA 

NILIRGPENRPLRRDPPGKP 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=^Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25040 


55408 


A 


25178 


216 


1829 


TVCRCHFVTTKHIGRERNQRAR 

QCLVGKTTDTQQHNCDIRVGE 

QADHTRAIMHQHCTQRYDHLTG 

NDQVHTKPTLEQRRQVTTEDT 

TEVSKQHRHPGEHRDLFQRTLN 

ISADDQRRLLLELQNDNLNHNR 

IWLRLAAQPEDHIYGCGEQFSY 

FDLRGKPFPLWTSEQGVGRNK 

QTYVTWQADCKENAGGDYYW 

TFFPQPTFVSTQKYYCHVDNSC 

YMNFDFSAPEYHELALWEDKA 

TLRFECADTYISLLEKLTALLGR 

QPELPDWIYDGVTLGIQGGTEV 

CQKKLDTMRNAGVKVNGIWA 

QDWSGIRMTSFGKRVMWNWK 

WNSENYPQLDSRIKQWNQEGV 

QFLAYINPYVASDKDLCEEAAQ 

HGYLAKDASGGDYLVEFGEFY 

GGVVDLTNPEAYAWFKEVIKK 

NMIELGCGGWMADFGEYLPTD 

TVT l-TNiriVQ A PIMI-I>J A WPA 1 \X/ 

AK'P'NIVFAI PPTriK'f riPIl PPNyfP 
/Aiw^rv I iif/XL^ctZ I vjis.LvJCii i-»r r^ivirv 

A r^QT/r^r^TrSr^WXTl PPN/lk'PCk'P 
/\Vjo 1 /Vjl^lVJOX I 1 1 L. 1^ tl iVHV K o IV 

LVLRWCDFSAFTPMMRTHEGN 
RPGEHWAF/DGDAKHRHLAVY 


25041 


55409 


A 


25179 


277 


488 




25042 


55410 


B 


25180 


260 


1500 




25043 


5541 1 


A 


25181 


1 


764 


MQEWGRYTILSGCCNSALKGD 

VCLLYGFRVAGRRQASE*TPGA 

Y1SIRVPSSKK*GFQLVLLPFSAN 

GKSPAY*RFSKSFAEDGEKDAG 

FPHPYAEAGYDNGGRRSGAGT 

LLSR*I*TGAGRGAWRV*RLTG 

E*MAGKRT*VTASGYSQR*IMV 

FI W^T VR^YRI /nRVROHMnPR 

1 JL^ W Ol^ I JXO I Ivl-«/VJIIX. V JVV^mNVJX Ix 

YT PVT AR>J\A/T^M^A\XA/A A AW 
Oni TDMI^Rl^TMi^IR^nQMVll A 

^nYAATAA*pi <ir;nRiPi 
TG*RHGGTPSCAGFTGDY 


25044 


55412 


B 


25182 


I 


3117 




25045 


55413 


B 


25183 


270 


388 




25046 


55414 


A 


25184 


2154 


2279 




25047 


55415 


A 


25185 


614 


623 


RPNSGAR*GRGDKRSTQSVPET 
VRLLFCAGTFDQQPGNARWDD 
QYRCIRSGIVGVRAVLLGGDIL 
DTQPLPVELAETLGKSAE 



3335 
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StQ ID 
jNO: 


SEO II> NO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last nmino :icid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \-possiblc nucleotide insertiont 


25048 


55416 


A 


25186 


1208 


2813 


CYGVAWPFDPTLKFEFWRYFT 
HALMHFSLMHILFNLLWWWY 
LGGAVEKRLGSGKLIVITLISAL 

lsgyvqqkfsgpwfgglsgvv 

yalmgyvwlrgerdpqsgiyl 

rrg viifapiwi vrrwfemtp 10 

wsnyffenlfkyewvq'i rspa 

gaiqfeavdapeiipdpfdpskk 

rkptmlvtdltlrfdpeffkisr 

rflndpqafneafarawfkll 

hrdmgpksryigpevpkedliw 

qdplpqpiynpteqdmxdlkfai 

adsglsvselvsva wasas i fk 

ggdkrggangarlalxmpo 1 r 

tgdvtrrqpiral\pvle\kioke 

sgkasladiivlp\glfvvi:ksa 

saaglsihvpfapgrvdarq)do 
\taigmfellepiadgfrnyrar 
ldvsttesllldkaqqltlta pb 
mtalvggmrvlganfdgskn 

GVFTDRVGVLSNDFFVNLLDM 
RYEWKATDESKELFEGRDKET 
GEVKFTASRADLVFGSNSVLRA 
VAEVYASSDAHEKFVKDI VAA 
WVKVMNLDRFDLL 


25049 


55417 


A 


25187 


1520 


I960 


P VPLNFG WQRSTE V L 1 C H V N S P 

STAAMTISP WRR* ♦ R RRTKQLS 

APLLLGVSAIGW/LTHLVAFMA 

WLLAKT/AFGRSFYATGDNLQG 

AR/QLGVRTEAIRIVAFSLNAER 

DFDDLRDSG PLl A M 1 LFI M PTLS 

SISSRRLNPGVPSEI 


25050 


55418 


A 


25188 


1155 


1778 


SASGGVMLKFIQNNREIi ALLA 

VVLLFVLPGFLDRQYLSVOTLT 

MVYSSAQILILLAMGATl.VMLT 

RNIDVSVGSITGMCAVLLGMLI. 

NAGYSLPVACVATLLLGLLAGF 

FNG VLVA WLK/I PA 1 V ATI .0 P.L 

YRGLMSLWTGGHWFEGYPRIE 

KPSPPVAGVHHWCVTQIGGLRP 

AVAKRVGPDLPGDNKGAKGVL 

NTLDNYGVDGKCV 
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SEQ ll> 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


iNuclcutide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25051 


554! 9 


A 


25189 


1 


2227 


MVTlAGnLGGLALVGLlTYFGK 

WTYLWKEWLTSVDHKRLGIM 

YIIVAIVMLLRGFADAIMMRSQ 

QALASAGEAGFLPPHHYDQIFT 

AHGVIMIFFVAMPFVIGLMNLV 

VPLQIGARDVAFPFLNNLSFWF 

TVVGVILVNVSLGVGEFAQTG 

WL A YPPLSG I E YSPG VG VD Y WI 

WSLQLSGIAVAHIAAQNVAVLL 

ISSDLEEIELMADRVYVMHQGE 

ITHSALTERDINVETIMRVAFGD 

SQRGVMLKFIQNNREITALLAV 

VLLFVLPGFLDRQYLSVQTLTM 

VYSSAQILILLAMGATLVMLTR 

NIDVSVGSITGMCAVLLGMLLN 

AGYSLPVACVATLLLGLLAGFF 

NGVLVAWLKJPAIV\ATLGTLG\ 

LYRSIMLLWTGGQWIEGLPAEL 

KQLSAPLLLGVSAIGWLTIILVA 

FMAWLLAKTAFGRSFYATGDN 

LQGARQLGVRTEAIRJVAFSLN 

GCMAALAGIVFASQIGFIPNQT 

GTGLEMKAIAACVLGGISLLGG 

SGAIIGAVLGAWFLTQIDSVLV 

LLRIPAWWNDFIAGLVLLAVLV 

FDGRLRCALERNLRRQKYARF 

MTPPPSVKPASSATSDFICIGIVA 

LPLTMVIVSGGIDISFGSTIGLCA 

I A LG VLFQSG VPM PL A I LLTLLL 

GALCGLINAGLIIYTKVNPLVIT 

LGTLYLFAGSALMLSEEQKNTK 

KTRQREDKKKEKKKQRK REEK 


25052 


55420 


A 


25190 


1055 


1206 


SFALFSSSSPRSRP*FASTKS*TL 
TTGQVLPSTNVRFLTGNWGPPV 

VATG 


25053 


55421 


B 


25191 


1 


1386 




25054 


55422 


A 


25192 


1 


449 


MQDPLLALLEDYNKGDLEKQV 

PPAQSGPQPGKAGRDRPIVIML 

DPGHGGEDSGAVGKYKTREKD 

VVLQIARRLRSLIEKEGNMKVY 

MTRNEDIFIPLQVRV/AKAQKQ 

RADLFVSIHADAFTSRQPSGSSV 

FALSTKGGMCSYRGSGCLQ 


25055 


55423 


A 


25193 


1536 


1941 


STSNQNSTALCRRRGLVHCIDG 

ANDDDSVMVWPSGSGRPWSAE 

PGAPQRWAQLVVEDVELDLLH 

FIVFGDDVMLNVVLQGQAFML 

ALGLVTNVGVLAHAHHHALVS 

GVPNDGGGTWVGGRCVQQSQ 

LCTCWSHCQ 



3337 



BNSDOCID: <WO 01 75067 A3_}A> 



wo 01/075067 



PCT/USO 1/08631 



SKQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
<>r pcplide sequence 


Amino acid sequence ( X=lJnkii<»vn, 
*=Stop codon, /^possible nucleotide 
deletion, \==po$siblc nucleotide insertion) 


25056 


55424 


A 


25194 


240 


855 


SRAGYAPAAAQKVASPYVRRJE 

R*NQSD\PAVLTGIGERGK*LLS 

RDFFIAPLAGMIVEKRGAVHLA 

RWSVPVERKGQWQPAGLWAQ 

FFLADIVCPAATALPDTTAEDQ 

HIDHPAVVHVHVIPVVNTCAED 

NHRAPMRFMGGIGKFTGDGFNI 

L A R H PGN L LTPG WG V RFDFS V I 

FRT V Fl FQPAIE A V 1 RQYQI IN AD 

HRTGVAID 


25057 


55425 




25195 


840 


1 157 


OVAPTAOPARPADPFALPTVOA 

RLTPFCYLVAKGDWCVYRRSY 

SLWHSVASPRVRQSPRLGY*GY 

TANSPGILLAPLSLRGEMFLPQD 

APKSVPPYKRGKSVAIN 


25058 


55426 


A 


25196 


1076 


1339 


LVCVASMPVEISTDASASSGVI 
VISSAMSGSWSAETKRRLAMV* 
PEPLHLWAISIPTTSGRFTSSLIS 
PFPAR*YSPARYIPRVWRV 


25059 


55427 


A 


25197 


2 


118 




25060 


55428 


A 


25198 


1809 


3145 


ARHKQHAYGYRYRQSPRCYGV 

SGKKRGLRYYGSWLAISGSSRI 

TR/LLCMYLRRFFIGVIGADIAN 

MGISAGAMWLLSVSQVSLAAV 

SQVVAVRVWPASSYTRVTVES 

NRQLKYKQFALSNPERVVVDIE 

DVNLNSVLKGMAAQIRADDPFl 

KSARVGQFDPQTVRMVFELKP 

NVKPQLFALAPVAGFKERLVM 

DLYPANAQDMQDPLLALLEDY 

NKGDLEKQVPPAQSGPQPGKA 

GRDRPl VI MLDPGHGGEDSG A V 

GKYKTREKDVVLQIARRLRSLI 

EKEGNMKVYMTRNEDIFIPLQV 

RVAKAQKQRADLFVSIHADAF 

TSRQPSGSSVFALSIQRGARPVG 

DRYVDHTMFDMVQSLTIADSL 

KFG KA V LN ICLG KINKL H KN Q V 

EQAGFAVLKAPDIPSILVETAFI 

SNVEEERPNGQPGHPLDPATTM 

G TLIDCAHADSVQ 


25061 


55429 


A 


25199 


1 


277 




25062 


55430 


A 


25200 


902 


1006 




25063 


55431 


A 


25201 


2 


1265 




25064 


55432 


A 


25202 


409 


525 




25065 


55433 


A 


25203 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGHIFQLLSRCLLQI 
LNHCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 



3338 



BNSDOCtD: <WO_0175067A3JA> 



wo 01/075067 



PCT/US01/0S631 



SEQ ID 

NO: 


SKO ll> NO: 
of peptide 
sequence 


Mel 
hod 


SFQ ID NO: 
in IISSN 
tiy/rt40»21 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25066 


55434 


A 


25204 


3 


71 




25067 


55435 


A 


25205 


1 


1212 




25068 


55436 


A 


25206 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRJLPFNRIGLIRRITRRIRQR 

LLFGLVTFILI.LNRSQTMPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

MQSDEGEINPVDILRWPGVMA 
AQEQDLDAIAAEILAALDGTLD 
DFl V A RETEGQSGL K R V YH SPG 
APDIREFTRDAIP 


25069 


55437 


A 


25207 


5 


402 


EIFSVVWllMTRGDVVTISRWR 

LLPISRLEKSEGDWLPETVISAF 
NMPSSLSLI1SSL*FKVRDV*HFF 
/RI *TLRG H Y R V I N \A/PN FlsJ 1 VV<s 
QGIGKRLANSWLVFTLFHRI 


25070 


55438 


A 


25208 


48 


219 


PETCGHL W A Y V WPSC A A V\G L 
YFKVHVLG*RSVTPVTDIVKLL 
EFTRLRLPGYTKSIE 


25071 


55439 


A 


25209 


1 


912 





3339 

BNSDOCID: <WO ^01 75067 A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



StQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 

hod 


SEQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-Unknown, 
*='$top codon, /=po.ssiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25072 


55440 


A 


25210 


\ 


1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRNSLSILPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHlvJ 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKGISRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAKRIIGVD 

MLPERL AM A KQLG VMDHG Y * I 

LPDVYA/^*IGVARVSWMNGRID 

SELRTRVRAYAHTRTRARTCTR 

TRTRTYAYVRTHTHVCAYTHM 

RVRVRTHARAHTR 


25073 


55441 


A 


25211 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLDIIRRYKAEYVVILAGDHl 

YKQDYSRML I D H VEKG A RCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMGIYVFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFTTPGDPTPRLHGSGFIDIR 

QIHHQTRSHLEGVKTGIRFLNH 

FSGNPQGGIAHVNGVARFQVK 

QCHQ A WGQQ Y A ARLRFQ A RG I 

SLQI AIHR VDI 1 HRFD VRQL 


25074 


55442 


A 


25212 


16 


543 




25075 


55443 


A 


25213 


1 


3387 





3340 



BNSOOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/lISOI/08631 



SKQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in LiSSN 
09/540,217 


Nucleotide 
location ot first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25076 


55444 


A 


25214 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 
AAVPGTPSILALPSYSTTPFGVC 
TSASMNVPVLTLRIRTRVTGEV 
AAIKPFSMANAPTPDSILPQLGV 

ERJLIMATLL/\WAGTFD*SVWF 
GHDTDVVTLYRFHEALCYSVT 
LRTPHRRVLRFKSQHPGELACFI 
SPVA 


25077 


55445 


A 


25215 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYI RHAHFI VIVPTA TX/n Ar; 

LGFLWFNTYPAQVFMGDVGSL 
ALGGALGIIAVLLRQEFLLVIM 
GGVFVVETLSVILQVGSFKLRG 
QRIFRMAPIHHHYELKGWP 


25078 


55446 


A 


25216 


269 


1219 


QTRTRR VQLQDLIEY V A I HQ W/ 

FSDKHPVPFYSCIFDDSFTNCYS 

WSISKDGYFIFGGAYPMKDGQT 

RFLTMKDKMSAFQFQFGKTVK 

SEKCTVLFPSRGQDFVCGKDNA 

FLIGEAAGFISASSLEGIIYALYS 

TDIPRSVLLKQPDKLNPAYWRA 

TRLVClTLFGQiVNTICMAAPDL 

RKWIMLSPVAHKGHHLEWVLH 

DMQI LP VPRPSGCICSG SSTFFC 

DQDSAFRGCCRSGNRNGGRKI 
VAVSLKKVSGAAKPCGHFRST 
RYRVAYSTIIN 


25079 


55447 


A 


25217 


1 


1158 




25080 


55448 


A 


25218 


1156 


1899 


LKLGIRYPQCQRLVTHSLDGISL 

PLHTAH*SQSNSAENTHRAISLK 

A VPPFFTAERRG VN AEEHRNG R 

LINGECRQRFNVLRVANGVRN 

VQFAKARDRNDIASFRQIGFDT 

FQTEVAQHFTDFRVAGFAFAID 

DSDLLVRLHFTALDAANADNA 

NIAVVIFI R>JI HI PRTVk' VMVP 

RRNVVNNRLVQRGHVFRHIFV 
VQTRDT VQRRS VN DRE VQLL V 
GRVEVNEQIEYYADAFVIMLER 
LCKVLCCR 


25081 


55449 


A 


25219 


1 


2583 





3341 



BNSDCXJID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEOID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ U) NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25082 


55450 


A 


25220 


278 


787 


TLLSATRQVYALLSTKPAFFSS 

HSSFSTSSRLISSRAASSMDVAF 

PIAFSASKTVS1KFFSR*ICLLRNS 

HRPPFMVMRSflRSPSNVFMAS* 

FRFVSIPTLRIDAVRRSTIWCSTT 

ARFSSRADAKFIKNVFQQAIPDS 

AAKWFFPVPGFPLNAKFVHPVI 

SSSAMDFA 


25083 


55451 


A 


25221 


866 


1144 




25084 


55452 


A 


25222 


19 


1203 


N WNLTP Y A SLTG FTA DNPE YH 

LSNGMKSKSVDTRSIYRELGAT 

LSYNMRLGNGMEVEPWLKAA 

VRKEFVDDNRVKVNSDGNFVN 

YLSGRRGIYQAGKDLDRFKNL 

VLVHAARYAADLSYLPLMQEL 

EKRYEGKLRIQTVVSRETAAGS 

LTGRIPALIESGELESTIGLPMN 

KETSHVMLCGNPQMTRRLIPAS 

VEVYHDSLCXRKIWHGWEQHIT 

ARYLVGADGANSMVRRHLYP 

DHQIRKYVAIQQWFAEKHPVPF 

YSCIFDNSITNCYSWSISKDGYF 

IFCGAYPMKDGQTRFTTLKEK 

MSAFQFQFGKTVKSEKCTVLFP 

SRWQDFVCGKDNAFLIGEAAG 

FISASSLEGISYALDSTDILRSAL 

RKPIRTEQGANGAIRELEKJFRPA 


25085 


55453 


B 


25223 


58 


359 




25086 


55454 


A 


25224 


4 


329 




25087 


55455 


A 


25225 


I 


1008 




25088 


55456 


A 


25226 


I 


1335 





3342 

8NS0OCID: •cWO_017S067A3_IA> 



wo 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mtt 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V==possible nucleotide insertion) 


25089 


55457 


A 


25227 


3 


1886 


H RLN ITA EN DCRRLHCSLRDLS 

SLLQAVGRLAEYFIGDVFAARF 

NDALTVVERLVKVTLYGSQIKL 

YNIETAVPSVLKPDLIDVHAQS 

LAGGCRLSAHWLAQYCSEIHR 

QNTQQFVTLISTTMDAITPLIST 

KVQDKLLLSACHLLVSLATTVR 

PVFLISIPAVQKVFNRITDASAL 

RLVDKAQVLVCRALSNILLLPW 

PNLPENEQQWPVRSINHASLISA 

LSRDYRNLKXPSAGAPQRKMPL 

DDTKLIIHQTLQRLRKILWENIS 

G\ESTKSSTDFAYQFGCRES\AQ 

VSLGLFPAFMHQSDVTDEMLSF 

FLTLFRGLRVQMGVPFTEQIIQT 

FLNMFTREQLAESILHEGSTGC 

RVVEKFLKILQVVVQEPGQVFK 

PFLPSIlALCMEQVYPIIAEfU>SP 

DVKAELFELLFRTLHHNWRYFF 

KSTVLASVQRGIANEEQMENEP 

QFSAIMQAFGQSFLQPDIHLFK 

QNLF\YL\ETLNTKQKL\YHKK\I 

FR\TAM\LFQFVNVLLQ\VL\VH 

KSHDLL\QE\EIGHRHSYNMASV 

DF\DGFFAAFLPEFL\TSC\DGV\ 

DANQKSVLGRNF\KMDRLCPCL 

PGPAPHSPRMCTGWSTTCGLLT 

DSGNDSLAPWGLWKLLGPCLL 

PGGTRDFLLVAT 



BNSDCX:iD: <WO 0175067A3_IA> 



3343 



wo 01/075i>67 



PCT/USO 1/08631 



StQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInknown, 
*=Stop codon, /-possible nucleotide 
deletion, X^pnssible nucleotide insertion) 


25090 


55458 


A 


25228 


689 


3053 


VDCRMS/FSYIEKFTDFLRJLFVS 

V HLRRJ ES YSQFP V VEFLTLLFK 

YTFHQPTHEGYFSCLDIWTLFL 

DYLTSKIKSRLGDKEAVLNRYE 

DALVLLLTEVLNRIQFRYNQAQ 

\LEEL\DDETLDDDQQTEWQRY 

LRHSLEVVAKVMELLPTHAFST 

LFPVLQDNL\EVYLGLQQFIVTS 

GSGHRLNITAENDCRRLHCSLR 

DLSSLLQAVGRLAEYFIGDVFA 

AR\FNDALTVVERLVKVTLYGS 

QIKLYNIETAVPSVLKPDLIDVH 

AQSLAALQAYSHWLAQYCSEV 

HRQNTQQFVTLISTTMDAITPLI 

STKVQDKLLLSACHLLVSLATT 

VRPVFLISIPAVQKVFNRITDAS 

ALRLVDKAQVLVCRALSNILLL 

PWPNLPENEQQWPVRSINHASL 

ISALSRDYRNLKPSAVAPQRKM 

PLDDTKLIIHQTLSVLEDIVENIS 

GESTKSRQICYQSLQESVQVSL 

ALFPAFIHQSDVTDEMLSFFLTL 

FRGLRVQMGVPFTEQIIQTFLN 

MFTREQLAESILHEGSTGCRVV 

EKFLKILQVVVQEPGQVFKPFL 

PSIIALCMEQVYPHAERPSPDVK 

AELFELLFRTLHHNWRYFFKST 

VLASVQRGIAEEQMENEPQFSA 

IMQAFGQSFLQPDIHLFKQNLF 

YLETLNTKQKL Y H KKIFRTAML 

FQFVNVLLQVLVHKSHDLLQE 

EIGIAIYNMASVDFDGFFAAFLP 


25091 


55459 


A 


25229 


1 


853 


MISVANEIAEAGFDPQGRTSED 

LLDLAESRVFKIAESRANKDEG 

PKNIADVLDATVARIEQLFQQP 

HDGVTGVNTGYDDLNKKTAG 

LQPSDLIIVAARPSMGKTTFAM 

TLVENAGRNMLQDKPWLIFSLE 

MPSEQIMMRSLASLSRVDQTKI 

RTGQLDDEDWARISGTMGILLE 

KRNIYIDDSSGLTPTEVRSRARR 

IVAREHGGIGLIMIDYLPLMRVP 

ALFDNRTLEIAEISRSLKALAKE 

LNVPVVALSHLNRSLEQRAEER 

PGNSDLGESGSI EQDADLIL 



3344 

BNSOOCID: <WO_0t7S0S7A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tInkno>vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=po5sible nucleotide insertion) 


25092 


55460 


A 


25230 


206 


1073 


VKITSWLMSNSALPGTLKLLAL 

ILKCSTCVRVLPRSELRNLER/Q 

GQLDSVGGFA/YLAEL/SKNTPS 

AANISA/YADIVRERAVVREMIS 

V/ANEIAEAGFDPQGRTS/EDLL 

DLAESRVFKIAES/RANKDEGR 

NPMFDDRGKRGEPSDLIIVAAR 

PS/MGKTTFAIvrNLVENAAML/Q 

DKPVLIFSQTKI/RTGQLDDEDW 
Ai?TQr^T/iv>inii 1 PkT PKii vir^ncc/^ 

rVlvloVJ i/lVIVJII-'I^II.N.rvJNl T II^L/OOVJ 
I /TPTFVR^R A RT?I APPU/r:r'ir'T 

L./ 1 1 IS V IVk3lvM.IVlVl/Ar\tlii/001VjL 

ixyfir^vi r^i \yfp\/p/Ai cnkxiDTTi ci 

liVIlU Y Lfl^LlVlK. Vr/ALolJiNK 1 Ltl 

AEISRSLKHFEKLALICGCRNNG 
TTRYCKSLLA 


25093 


55461 


B 


25231 


1 


483 




25094 


55462 


B 


25232 


287 


635 




25095 


55463 


A 


25233 


I 


2469 


MPSDISLASCRLRATSRLFTDHR 

RQSDCMTAINRIPIVDDEDNVR 

RFETHCANNVRTALHLFADIHP 

DVVLMDIRMPEMDGIICALKEM 

RSHETRTPVILMTAYAEVETAV 

EALRCGAFDYVIKPFDLDELNLI 

VQRALQLQSMKKEIRHLHQAL 

STSWQWGHILTNSPAMMDICK 

DTAKIALSQASVLISGESGTGKE 

LIARAIHYNSRRAKGAFIKVNC 

AALRESLLESELFGHEKGLFER 

ANEGTLLLDEIGRM/PLVLQAIL 

RILQEREFERIG/GHQTIKTVDIAS 

LLAPTRLQAMVKEGTFREDLFY 

RLNVIHLILPPLRDRREDISLLA 

NHFLQKFSSENQRDIIDIDPMA 

MSLLTAWSWPGNIRELSNVIER 

AVVMNSGPIIFSEDLPPQIRQPV 

CNAGEVKTAPVGERNLKEEIKR 

VEKRIIMEVLEQQEGNRTRTAL 

MLGISRRALMYKLQEYDATGF 

FRDGMTIMVGGFMGIGTPSRLV 

EALLESGVRDLTLIANDTAFVD 

TGIGPLIVNGRVRKVIASHIGTN 

PETGRRMISGEMDVVLVPQGTL 

lEQIRCGGAGLGGFLNPTGVGT 

VVEERQTSIDTSTRKRPFELGRP 

SRNNDKGIRPRSGAGSEEYPRT 

LHDSLKRLOTDYLDLYOVHWP 

LRPFYCFGKI GYSWTDSAPA 

QLDTLDALAEYQRAGKIRYIGV 

SNETAFGVMRYLHLADKHDLP 


25096 


55464 


A 


25234 


I 


891 




25097 


55465 


A 


25235 


1 


1614 




25098 


55466 


A 


25236 


1 


946 





3345 



BNSDCX3ID: <WO ^0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SFQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


25099 


55467 


A 


25237 


1055 


1474 


NGVKSKPPPNHQTGSAPGFSAI 

KNRTFAWPTLPNTSCWANTML 

IGSRELG 1 RSSQSGPLLG VR V WC 

/CRCRGTQG/HSQGKDG/IPENGl 

RAYKFTSS*ASFRNSACFRQPSR 

I KPLRKATWLLCGLSTRHLITK 

RLSSPDWA 


25100 


55468 


A 


25238 


2036 


2743 


DLLl RQMPLLSRR V 1 P V 1 R VPVT 

GVLWKSFTPRITIFGH/ALIDQH 

SMIVAAQGLTPDHQLLLQIYDR 

ARVSASRIVHQAQIYGDAVVR 

YAFIEHRAEVFDFASIEGNEENM 

VWLCDCAKVYGHAQVKAGIEE 

DAIPTIHYSSQVAEYAIVEGNCV 

LKHHVLVGGNAVVRGGPILLD 

EHVVIQGESRITGAVIIENHVEL 

TDHAVVEAFDGDTVHVRGPKV 

INGEERITRTPLAGLL 


25101 


55469 


A 


25239 


2234 


2571 


IMSSVDSSLVLPLKAMVPSRITL 

1 RS A 1 WRl SG/RLM RD KNN TH A S 

SKQLLQATKQAFGFRRGKRGG 

RFIEDQNPRVAHQPAEDFHHLA 

IGDIQRSCQTMQIKLAAQRRQQ 

VLH 


25102 


55470 


A 


25240 


659 


1206 


NAHCSTSNTAKAKPGSVMAVDLR 

IPIRFGVMLSAA/FGDDVVDLIA 

QVDLVTTAVGPVVLERIAPAIA 

KGQVKRKEQGHESPLNIIACEN 

M VRGTTQLKG H VNfN A L PEDA 

KAWVEEHVGFVDSAVDRIVPP 

SASATNDPLEVTVETFSEWIVD 

KTQFKGALPNIPGMELTDNLM 

AFVERKLFTLKH 


25103 


55471 


A 


25241 


332 


683 


ALPGR*RHVHLPGSAYEWNDA 
EPAQESDELSLKMLTA IC WLTA 
TAySTSLKI*R*KVALRCLVGRIR 
RLRRIRQQCQLLMRRSRVLSGR 
LSSV 


25104 


55472 


A 


25242 


1 


841 


MVKVAGECRVRASAHLPGLNR 

STKNTEDRGANNQEGTNTQKT 

RGETNERLKKNEHRDLRLARY 

PAKENNKQGDKNKPRTYEKLT 

GTVTHQEPPHHADQSPGLCLFR 

TSRAQVERGPTVLLLISQENQIE 

RYDSDNHSQLNLCLRVPTVTTQ 

RRDYDIAERYRQKGIKLPARKE 

RLMTI AERLRQEGHQIG WQEG 

KLEGLHEQAIKIALRMLEQGFD 

RDQGIA/RRASCQRQQRQSSLPT 

P/EHCCAISGATARKPAALPAAR 

IRRILVSIIRCTSGCPALSG 



3346 



BNSOCXJID: <WO 0175067A3 IA> 



wo ()l/075((67 PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for l;i$t amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \-possible nucleotide insertion) 


25105 


55473 


A 


25243 


240 


651 


RCPPQSCLLAEGRWCG*K/CRK 
VSV*SNRYR*SRLSLGELLRAYS 
RNRDl PGF/SSGSARVT VATHV 

AARGLDI KSLEL V VNFEL A WE P 
EVNVHRIGRTARAGNSGLAISF 


25106 


55474 


A 


25244 


1455 


1643 


RDPHQICVAESVYLAAFVLLCA 
GLCVRRRSTTGARNAAAAC*N 
GLW*AEAQCPAYYVCPVVG 


25107 


55475 


A 


25245 


549 


641 




25108 


55476 


A 


25246 


1378 


2084 


PNFGYSPPASSCGQVSQNSS*LQ 
CSVSGRDKMLRTGPCARTVSSS 
YLMGVSFSRDA**DAR*VCACH 
NTIAALSASAERFTSCERASHSE 
ARSGCCNSVRVMSNNPCCPRSL 
IGVYDILFFQESTAKRCKRSLSG 

LRSTTSPISAASFPSGWECNAAS 
TCSAALRSTAITSLPSLAKFRAS 
SPSNSQTPRTAGLTGSAASESSI 
PQPQAAANS 


25109 


55477 


A 


25247 


1 134 


1428 


A V/WHGAIG AR* LN ADNRPL Wl 
EITREHAELPGKTGRRMETKQR 
RAITFTQRQNGFESHTPGAVFFS 
INNRCQFGDR 


25110 


55478 


A 


25248 


96 


535 


RPQTTVQPALYVAEQSICSQPC* 

*FSTKCDRKPAAVLAPAGYAAL 

PVLFSSAKLDGSWLRWNSASG 

RRQNGSFSCAALASKRPASASS 

KLNSA**SLPSAVFAAPVRVAA 

SMIISGFCALASiRPSASTRRPSA 

SVFITSTFLPLR 



BNSDCXJID: <WO 0175067A3JA> 



3347 



wo 01/075067 



PCT/USO 1/0863 1 



SEO »l) 

NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niiclcutide 
location of first 
codon for peptide 
sequence 


Nucleolide locntion oflast 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X==Lliiknou ii. 
*=Stop codon, /=possibte nucleotide 
deletion, \=possible nucleotide inserli<in) 


25 11 1 


55479 


A 


25249 


1471 


3026 


SPLRSSVACRGWHRKNNKKGW 

CPRRGDPARPVRDSLO\HATAin 

VATPGRLLDHLQKGTVSLDAI. 

NTLVMDEADRMLDMGhSDAIL) 

DVIRFAPASRQTLLFSATWPLAI 

A A ISG R VQRDPL A I El DSID A LP 

PIEQQFYETSSKGKIPLLQRTLV 

RFANGSARVLVATDVAARGLD 

1 KSLEL VVNFELA WDPE V H V M R 

IGRTARAGNSGLAISFCAPLEA<;) 

RANIISDMLQIKLNWQTPPANS 

SI ATLEAEMATLCIDGG K K A KM 

RPGDVLGALTGDIGLDGADIGK 

lAVHPAHVYVAVRQAVAHKA 

WKQLQGGKIKGKTCRRCYPLA 

AP YVRHCSLVGRAASHQ A 1 AVH 

VAGFGLYALFRRTGGCRLRCR 

YSGGLRLIRPTV AAGICRPI )KT 

RKRRJRHRAPFPDAARAPYPAY 

RSQYNQFFFTNSDFSFIGPKPSM 

LQSM LCAPCNQA D VFHf G A N V 

SASKSYLFTFRSLMMVTLSPCS 

QQI A VS I FN DQL V A FLC R FC V V 

PLRRHIHGQMYMPLSS 


25112 


55480 


A 


25250 


196 


330 




25113 


55481 


A 


25251 


62 


617 


NRRLPSGGDEMSAQVSLFLHH 
R1\SQF\LVQESSCWTDW\KFR!> 
GVAQLRPKEVRF\TMR n VNGQ 
TRVPRKGVQPPTTWIFND I KDQ 
LERRIARLETGMA WACEPPSRT 
RHLISNCQISETDIPNVFAVRVN 
YLLYRAQK\ERDETFYVGTRI D 
KVPPSEXDTTWRCLKRDIVLDO 
AVITSHNLSVLF 


25114 


55482 


A 


25252 


1 


318 




25115 


55483 


A 


25253 


1 


510 




25116 


55484 


A 


25254 


9 


79 




25117 


55485 


A 


25255 


1 


361 




25118 


55486 


A 


25256 


863 


1245 


FSQIYLARSALSSAHSSRSPWOH 

SVWTLVRSVTNLETSANSALG 

NLWLRRATAHALKALSPNFWR 

LAHLSLCLADEAFPSSRS/lltLW 

QQAGSFISSLATFCKSSFI PFSK E 

KEFRGIKVRMSSGNFI 


251 19 


55487 


A 


25257 


909 


1069 


GILSPFLVFVRFVKDQIVVDVW 
YYF*GLCSVPLVD1SVLVPVPCC 
FGYCSLVV 


25120 


55488 


B 


25258 


1 


1878 




25121 


55489 


A 


25259 


778 


990 




25122 


55490 


A 


25260 


312 


635 




25123 


55491 


A 


25261 


4047 


4276 





3348 

BNSDCX:iD; <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ li> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V^^possible nucleotide insertion) 


25124 


55492 


A 


25262 


1599 


1776 


WFPASSMSQPKKj\QDQTDSQP 

NSTRGTERSWYHSF*NGSKQ»K 

KSNSSPTHFMRPASS 


25125 


55493 


A 


25263 


1 


162 




25126 


55494 


A 


25264 


1 


3370 


MNRAPI pkqskdktsretknts 

RSKTRERTDELEG LSTDNH AET 

QHAETNTDMTHERYTQIRNHT 

YKTTHQMEDKRTKPKREKEIH 

NRPDDMAKAGIPRSILNTGHPG 

KLMQTEVHHVRTLKIMLKVYS 

RALQEELQFSSKAIGRLFPCAD 

DLLETHSHFLAOTHERSGYVPL 

CVCATHTKFYEFMEDVNTAYT 

KRHTMFRSLSMVSECLFSLING 

DDMFVTFAAMQAQQGRSSLV 

WLFSQLYLYSFISLFIYMV 


25127 


55495 


B 


25265 


44 


238 




25128 


55496 


A 


25266 


I 


444 


MPAEFITG\ERS\SEGFF\RIHAG1 

EQAISRGLAYAPYADLKNLDD 

KTIASFQQQLSDMGYKFQFITL 

AGIHSMWFNMFDLANAYAQG 

EGMKHYVEKVQQPEFAAKKD 

GYTFVSHQQEVGTGYFDKVTT! 

IQGGTSSVTALTGSTEESQF 


25129 


55497 


A 


25267 


710 


1395 


DLPGISSKWVIAVIFGHLIVGIFI 

PPAIIVRAGIT*RQVRAVIAAHE 

GKAPQQIIIMAHLDTYAPLSDA 

DADANLGGLTLQGMDDNAAG 

LGVTLQLAERLKNTPTEYGIRF 

VATSGEEEGKLGAENLLKRMS 

DTEKKNTLLVINLDNLIVGDKL 

YFNSG VOTLE ARHORSFNTVK P 

WPDSVISNRPFAGNTGSVDDND 

EIQRNLNDTNYNRMWEYNNRG 

VGSKVVAEAKK 


25130 


55498 


A 


25268 


2 


2105 




25131 


55499 


A 


25269 


754 


1133 


RAANQHQTVDLTRLQTRJAQR 

LFN RH SQ A 1 EQRQPQIFQF VL V K 

FAFPRFFLILPANVQWRLIATFC 

RFHTGVQGCQFTLVKRGPGDIR 

DYQQTNLDWYNSRNTTKLDES 

VNRV/HAAIQS*RQNGL 


25132 


55500 


B 


25270 


1 


1275 




25133 


55501 


C 


25271 


1 


1167 





3349 

BNSDOCID: <WO 0175067A3. IA> 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of pepride 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( \=lJnknown« 
*-$top codon, /^possible nucleotide 
dclelion, \-possible nucleotide insertion) 


25134 


55502 


A 


25272 


275 


2424 


SPAMHFQSFT/WQNNLDDNTJA 

SFQQHLSDMGYKFQFITLAGIH 

SMWFNMFDLANAYAQGEGMIC 

HYVEKVQQPEFAAAKDGYTFV 

SHQQEVGTGVYAASGNSLLLM 

RALNAAWFGIIDCSNHFARLRC 

SVWSIPRSDLRCAAAFRTGRLA 

CCPAGDEKPYPSLRSSRWSGRG 

ATALHYYTAKRCRPDKTRQRRl 

RQPARALDVGCGVTALSDLPG 

CRTSQRCRPDKTRQRRIRQPAR 

ALDVGCGVTALSDLRGAALHG 

SLANYRVVNFLFRLPDAMILSV 

LLRSCPFVFPLLRRLRAGAPVGP 

YCTGTPITPLPSTRLFAPLPNRC 

SMAGMYGGLQPVPHPAIGARC 

LMRCLTHLIRPTMGTGSMAEE 

ALGTSFKRLCAHYSRMRCWRIL 

SGLRGARPNKIVCRJRRLRRIRPI 

LRLRFPRHSRVVFIFGGGNPRR 

AKQRQTGEEVEKCHQPQHGTK 

CCARGGFAACLVFEYVVVFWT 

SLPDSFCRKSFPTRIRGSMVPSL 

WDFPPGVDGRKGKTSWNGVPG 

PCVTCGLGLTCPESPCCPGLSLG 

DGYPEKVSVGPPIPLKFQAILQA 

FHEIFGEGSCHIASVAVESGVPE 

QPFGSEETRAGARNRVANARR 

LLPEADFWVAIEAGIDGDSTFS 

WVVIENASQRGEARSATLPLPA 

VILEKVREGEALGPVMSRYTGI 

DEIGRKEGAIGVFTAGKLTRAS 


25135 


55503 


A 


25273 


1 


441 




25136 


55504 


A 


25274 


3 


2919 


AVSNCSEGLSKEWGPRPCRHR 

GMEKLPLGGKFWPTQ/EAVRT 

VRARLQAD/VTGVPTVLVARTD 

ADASDLITSDCDPYDSEFMTGE 

RTSEGFFRTHAGIEQAISRGLAY 

AP Y ADL V WCETSTPDLEL A RRF 

AQAIHAKYPGKLLAYNCSPSFN 

WQKNLDDKTIASFQQQLSDMG 

YKFQFITLAGIHSMWFNMFDLA 

NAYAQGEGMKHYVEKVQQPE 

FAAAKDGYTFVSHQQEVGTGY 

FDKVTTIIQGGTPDKAFT 


25137 


55505 


A 


25275 


432 


549 





3350 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/IISO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion^ 


25138 


55506 


A 


25276 


652 


2689 


KFSVGYAVQNFNATVSTKQKQ 

VFSEQNTSSYFAEPQLDVNYYQ) 

NDVVHFVTTRDDMPEATRVML 

EPTINLPLSNNWGSINTEAKLLA 

THYQOTNLDWYNSRNTl KLDE 

SVNRVMPQFKVDGRMVFERD 

MEMLAPGYTQTLEPRAQYLYV 

PYRDQSDIYNYDSSLLQSDYSG 

LFRDRTYGGLDRJASANQV n G 

VTSRIYDDAAVERFNISVGOIY 

YFTESRTGDDNITWENDDKTGS 

LVWAGDTYWRISERWGLRGGI 

QYDTRLDNVATSNSSIEYRRDE 

DRLVQLNYRYASPEYIQATLPN 

VNHHiTMEHLHMKTRTQOIEEl- 

QKEWTQPRWEGmRPYSAEDV 

VKLRGSVNPECTLAQLGAAKM 

WRLLHGESKKGYINSLGALTG 

GQALQQAKAGIEAVYLSGWQV 

AADANLAASMYPDQSLYPANS 

VPAVVERJNNTFRRADOIQWSA 

G I EPG DPR YVDY FLPI V A DA LA 

GFGGVLNAFELMKAMIEAGAA 

AVHFEDQLASVKKMRHMGRT 

ASDQPWLAYAPYADLVWCEPP 

PPDLELARRFAQAIHAKYPGKL 

LAYMCSPSFNWQKNLDDKTIAS 

FQQQLSDMG YKFQFmL AG 1 HS 

MWFNMFDLANAYAQGEGMK 

H Y VEKVQQPEFA A A KDG YTF V 

SHQQEVGTGYFDKVTTIIQGGT 

SSVTALTGSTEESQF 



3351 

BNSDOCID; <WO 0175067A3_!A> 



wo 01/075067 



PCT/US0I/0S631 



SEQ ID 
iNO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
lociilioii of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno>vn, 
*=.Stop codon, /=passiblc nucleotide 
deletion, \~|>os$ible nucleotide insertion) 


25139 


55507 


A 


25277 


134 


1695 


FPDPARLPPVSVNHHITMEHLH 

MKTRTQQIEELQKEWTQPRWE 

GITRPYSAEDGGKLRGSVNPEC 

TLAQLGAAKMWRLLHGESKK 

GYINSLGALTGGQALQQAKAGI 

EAVYLSGWQVAADANLAASM 

YPDQSLYPANSVPAVVERIKNT 

FRR A DQl/Q WS A G I EPG DPR Y V 

DYFLPIVADAEAGFGGVLNAFE 

LMKAMIEAGAAAVHFEDQLAS 

VKKCGHMGGKVLVPTQEAIQK 

L V AA RL A A D VTG VPTLL V A RT 

DADAADLITSDCDPYDSEFITGE 

RTSEGFFRTHAGIEQAISRGLAY 

APYADLVWCETSTPDLELARRF 

AQAIHAKYPGKLLAYNCSPSFN 

WQKNLDDKTIASFQQQLSDMG 

YKFQFITLAGIHSMWFNMFDLA 

KAYAQGEGMKHYVEKVQQPE 

FAAAKDGYTFVSHQQENRSSK 

OOOPLLTVGRIRRSRRIROSVPR 

TGTGCASRRFNTAICPWADAVIS 

NRPFAGNTGSVDDNDEIQRNLN 

DTNYNRMWEYNNRGVGSKVV 

AEAKK 


25140 


55508 


A 


25278 


230 


380 




25141 


55509 


A 


25279 


432 


1247 


PSQEPSVHGRWMA*KGHSRJV* 

WRAYD*TH\FNPVLKKSVSLGS 

NIRHMLAEEATTEELDG'nGPV 

LV*PNRH*PAYWMRAYLNLKK 

MSCRSFRRKA*RW*CETQTVV 

HRDRVDQGNNHFDVVARHYH 

LYAFLRKERQLIFFKFKYARIQY 

AG 


25142 


55510 


A 


25280 


243 


430 


RRPSYSVLORLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 


25143 


55511 


A 


25281 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 

ANYSMSDRCCKPFG/LDSSTG* 

WFQ*RSVPLPILLPDTSRHQL*C 

SDPTRNGPAXQACQRFFHIVERV 

ARVHHARFAATVTVDHVVIDQ 

RFFQICRT/PWCRLHRHHWRSSS 

GTR*TF*SPARHFCLLHNDSSYR 

STARPTCSGTDVPDRRCSDAHL 

CDHWSGSRAHADTDAECWCL 

NPQPAPSLLQCRR 


25144 


55512 


A 


25282 


803 


1622 




25145 


55513 


A 


25283 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 



3352 



BNSDOCID; <WO 0175067A3JA> 



wo 0 l/()75«r,7 PCT/LSO 1/0863 1 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Srop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25146 


55514 


A 


25284 


1 


2063 


MKNFMENVLRYLSDDKWKPD 

A ICASMTVGTNLDTV YFKRHGQ 

VTGNSAAFDFHPDFAGISVEHL 

SSYGDLDPQEMPLLILNGFEYV 

TQVGNDPYAIPLRADTSKPKLT 

QQDVTDLIAYLNKGGSVLIMEN 

VMSNLKEESASGFVRLLDAAG 

LSMALNKSVVTsTNDPQGYPNRV 

RQQRATG 1 WV YERYPA VDG AL 

PYTIDSKTGEVKWKYHVENKP 

DDKPKLEVASWLEDVDGNRKR 

NFSNDARANGTAAFTDCETQT 

VVH RDR VDQGFTN HFDL V ARH 

YHLYAFRQFDGTSHVSSTEVEL 

RTVAFEERSMTAAFISWTECTL 

QIRTCPQNPTGKVWTCDELEIM 

ADLCERHGVRVISDEIHMDMV 

WGEQPHIPWSNVARGDWALLT 

SGSKSFNIPALTGAYGIIENSSSR 

DAYLSALKGRDGLSSPSVLALT 

A H 1 A A YQQG A P WLD ALRI YLK 

DNLTYIADKMNAAFPELNWQIP 

QSTYLAWLDLRPLNIDDNALQ 

KALMDQEKVAIMPGYTYGEEG 

RGFVRLNAGCPRSKLEKGVAG 

LIN A I RAKKS ATMIDTTLPLTDI 

HRH LDGN 1 RPQTI L ELG RQYU I S 

T jy A CT*! IDIJ\//*\\/l A "K.icr»r-vi \r 

JLJr/VV^ol^b 1 LlrH Vv^VlANh.rDLV 
orL 1 KXUWOVKVLASLDACRR 

V /Vr JtIN IJbJL^AAKjiULH Y V bLKr b 
r\j I IVlAMAHi^LrVAO V VtAViD 

GVREGCRTFGVQAKLIGIM 


25147 


55515 


A 


25285 


3 


371 




25148 


55516 


A 


25286 


63 


180 




25149 


55517 


A 


25287 


2 


205 




25150 


55518 


A 


25288 


495 


707 


REFSSHQKGLRDRPAHKAVLG 
DNQLFSGGTGAPVWPG/HSENV 
VPVDPTVMKRLPDDVNHPALDY 
YWRLSFA 



BNSDOCID: <WO 0175067A3_IA> 



3353 



wo 01/075i>67 



PCT/USOl/08631 



SEO lO 
NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25151 


55519 


A 


25289 


1 


1713 


MTWAYSPSYGKPLSVPQGIIGL 

MTRPGMDVTLAHPEGYDLIPD 

VVEVAKKNAKASGGSFRQVTS 

MEEAFICDADIVYPKSWAPYKV 

MEERTELLRANDHEGVKXAPEK 

HCL\AQNAQHK\DWH\SIEEMM 

EP\TREGEAQNKHGRP\AEINGA 

SCKEGRSDQKAYDEKSRPDEM 

PIDDNVVLNKGDVLQVSGDAR 

RVKTI ADRIG FI SIH SQ VTDLL A F 

C AFF VIGLM IG Ml TFQFSTFSFG 

MGNAAGLLFAGIMLGFMRANH 

PTFGYIPQGALSMVKEFGLMVF 

MAGEIQVDGNTIYPHIWKSCDG 

GVLFAKQYLLRLGIILYGFRLTF 

SQIADVGISGIIIDVLTLSSTFLL 

ACFLGQKVFGLDKHTSWLIGA 

GSSICGAAAVLATEPVVKAEAS 

KVTVA VATVVIFGTVAIFLYPA I 

YPLMSQWFSPETFGIYIGSVIEV 

G VD VPN ASLM 1 1 ENPERLGL AQ 

LHQLRGRVGRGAGLLTACCST 

KRRFLKAAPEVTRTGLADDRSS 

GLPLQTGYELASMQGLVDVVR 

LSPQGTDTFAMLDAFRANENG 

AAPLPLTANSDCNGYWRRLAG 


25152 


55520 


A 


25290 


629 


1054 


ASGRFREVTG/MEEAFKDADI/V 

YPQSWAPYKVMEERTVLLRAN 

DHEGLKAXLEKQCLAQNAQHK 

DWHCTEEMMELTRDGEALYM 

HCWPADISGVSCKEGEVTEGVF 

EKYRIATYKEASWKPYIIAAMIX 

CPVNTPNQVHCSSNC 


25153 


55521 


A 


25291 


235 


780 




25154 


55522 


A 


25292 


1 


2783 


MTYRNNHQTG V AFLFQTKFCl E 

DGGVKTFDGYRVQTQSRHAEQ 

EVTDVEINLFCHPLCIIMQIFTV 

HISEELATFIVRGFRFRRGKAAl 

GIFLVNNQLQPDIVHRGFCTEH 

HDVRGIICHFTLVEHVITGSGFG 

NTRFTFFRAGNNKMPRLGVGA 

GWAVLQGVPVRFGVWPLPEYP 

AYACGKFNGAIRAGDAAQLAA 

YAQAFIQLHGPIDAGDGVNRA 

DHRAGDFFEIVFQNLFAIADVD 

LAINHAVNAQLRLRNP 



BNSOOCID: <WO_01750e7A3_IA> 



3354 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
delerioii,\=possible nucleotide insertion) 


25155 


55523 


A 


25293 


365 


722 


TSCLSALAIK/QQHLDEKKELG 
HI ^aHARR] II miVTP/r* A r^Qr: 

iii_<i3A\vJ/Ar\.r\j^ii->vjii V 1 r i\^/\u^\j 

VlSJI R Y^A\/*PAn A VVT PPlA A\/ 
V IN I orv V rr\\Jr\ V T L#r JL//\/\ V 

GGSADRTADAGALLGANVDCA 
VADRFLPLYLVALHLYAELGRS 
GQPGVRAYSALR 


25156 


55524 


A 


25294 


798 


1094 




25157 


55525 


A 


25295 


1 


2780 


MGIVASASVQAAEIYNKDGNK 

LDVYGKVKAMHYMSDNASKD 

GDQSYIRFGFKGETQINDQLTG 

YGRWEAEFAAWTDMFPEFGG 

DSSAQTDNFMTKRASGLATYR 

KTTSSAYRWPELNLQYHRCTS 

AARAMLLSGRPVMQINERTAV 

SHSMSVIPIDVERPIAAAPCTPG 

LWRTKTPLRVPSTYPLRLPGRA 

RVVCHRTFRLHLCKDWVFMFS 
rsi 1 TIT vpi ivrivi ipt ur^oA 


25158 


55526 


A 


25296 


66 


300 


QSTYCDNPPVPVSRGL*P*RRSS 
STSSAGYQK*RYCQHRHDPASR 


25159 


55527 


A 


25297 


240 


424 


Rr'QRFiPT-ir^PrM iaxti pi\/\/itca 

TT?A*f^TA*I Pf mviHQWA A 14* A 

G»GGAPVTAQVFVQHG 


25160 


55528 


A 


25298 


1 


1425 




25161 


55529 


A 


25299 


1 


471 




25162 


55530 


A 


25300 


1269 


1390 




25163 


55531 


A 


25301 


601 


1119 


VAAGAV*RGH*NVQLGKLFFV 
ASDLRINAIAGGVVVFS*FIQGL 
TNAIGSGFNNARCRKPTGQVA 

AT^nnRDAriPFTT AlsTWOPTVA A 

GIFFQCSGEFVGIQFQFAIAGIGR 

LRLNRPQRGVAEQCTIARTLAIS 
SRJVIAVYLVRLLKVSISEL 


25164 


55532 


A 


25302 


1666 


1769 


RLKRHPPLRPSWPPY*TGAHVW 

HFSPLANWKPGI 


25165 


55533 


A 


25303 


1 


1970 


MKDDIFFRTSGGGVTLSGGEVL 

MQAEFATRFLQRLRLWGVSCA 

lETAGDAPASKLLPLAKLCDEV 

LFDLKIMDATQARDVVKMMLP 

RVLENLRLLVSEGVNVIPRLPLI 

PGFTLSRENMQQALDVLIPLNIR 

QIHLLPFHQYGEPKYRLLGKTW 

SMKEVPAPSSADVATMREMAE 

RAGLQVTVGEKWGVSIETQGA 

LGTENRLADEDIRRADVALLIT 

DIELAGAERFEHCRYVQCSIYA 

FLREPQRVMSAVREV 



3355 



BNSDOCtD: <WO 0175067A3JA> 



wo 01/()75067 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25166 


55534 


A 


25304 


2804 


3494 


LSLAEWKCLNPSQRALYREVM 

LENYRNLEAVGQLQPQSTQRIP 

*GRJCNGDRLTSQKGLDL\VLEA 

LPGLL\EQGGQLALLGAGDPVL 

QEGFLAAAAEYPGQVGVQIGY 

HEAFSHRIMGGADVILVPNRFE 

PCGLTQLYGLKYGTLPLVRRTG 

GLADTVSDCSLENLADGVASG 

FVFEDSNAWSLLRAIRRAFVLW 

SRPSLWRFVQRQAMAMDFSW 

QWAAKSYRELYYRLK 


25167 


55535 


A 


25305 


1 


1306 




25168 


55536 


A 


25306 


818 


1658 




25169 


55537 


A 


25307 


2611 


2826 




25170 


55538 


A 


25308 


609 


2359 


PPPKIAPVWGCRKKSLPARSKSI 

FCFALFFPFFLNGEllLPESPCPF 

WTLFRNDGGKKRDPLAPVYLL 

GKLLTISPGPICPDMIGVLFDSTV 

RREVAHIGNVQHRFCGPLFLKL 

VEFIDFILTIDIAAIIRQYLVVICE 

VDQRINQIAIATRIFRTGYTAAD 

LRQHLMQLLIFLVVFTRFVALT 

TQFFHFFRCVTKNKDIVSTDMl 

QHLDIRTVQRTDSQRTVKRKLH 

VTGAGSFRPCQRNLFRQICRRN 

DQLRQANAVVRDEHDFQLIAN 

LRIVVDHFRYVIDQMNNVLRH 

VIGRSRLTAKIMIHARYPLRJRVG 

LDAVIAEMASGLDPFWRPDVV 

HAHDWHAGLAPAYLAARGRP 

AKSEFTVHNLAYQGMFYAHH 

MNDIQLPWSFFNIHGLEFNGQIS 

FLKAGLYYADHITAVSPTYARE 

ITEPQFAYGMEGLLQQRHRERR 

LFGVLNGVDEKIWSPETDLLLA 

SRYTRDTLEDKA ENKRQLQN A\ 

MGLKVDDKVPLFAVVSRLTSQ 

KGLDLVLEALPGLLEQGGQLA 

LLGAGDPVLQEGFLAAAAEYP 

GQVGVQIGYHEAFSHRIMGGA 

DVILVPSRFEPCGLTQLYGLKY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAWSLL 

RA 1 RRAFVL/WSRAGS WRYS A R 

AIRCCRKVSLRRQRNTPVRWAF 

RLAITKHFRIALWAARTSFWCP 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25171 


55539 


A 


25309 


1028 


1632 


TSASAGTARNFSSNFAVRTTGH 

STSEATSSSRLSLKSALPPILRAA 

SSASALMFFVIGDDFPTSRRISG 

Y*SALSMVNSGSPIKRWPRJTRS 

D*MPRMVAGMTLSP/MQQGHG 

vnrviniLVriv v M.r i^tvlorijivjor 

avivc V av I irooo/\o V r fvi\. Y inJnH 

APNLLTLCSVCLQRRTPGQSPG 

RVFRFHDPVAFRQVSYFQRQTP 

lA 


25172 


55540 


A 


25310 


I 


336 




25173 


55541 


A 


2531 1 


1889 


2257 


SAMTFPRSRR1SGY*SALSMVN 

<5 PI 1? WPP ITR Q * \>f DD A/f \/ A 

OMTi ^P<s^R VTvr'Tr^pxk'r^xcT 

vJIVl 1 LOr OOIV-V 1 VV^ 1 VjK. 1 iVL^ 1 oLf 

APQRISFGIGSFAREVATRRPYR 

DIKEGFSQREAALLPQSLRVPQ 

TGTWSAAGAQA 


25174 


55542 


B 


25312 


1 


735 




25175 


55543 


A 


25313 


1439 


1744 


^ A NyfXPPPQP P IQr:V*C A I CN>f\/XI 

SGSPIKRWPRITRSD*MPRMVA 
GMTLSPMQQGHVPWQLMVVL 
WNTRQRWKPSSPDRYVNRAMS 
L PSRKG EMLKP A PC RK 


25176 


55544 


A 


25314 


1209 


1972 


SAMTFPRSRRISGY*SALSMVN 

SGSPIKRWPRITRSD*MPRMVA 

GMTLSPSSRVTVCTGRTKCTSL 

APQRISFGIGSFAREVATIFGSSA 

SV/HFALHMGAIQQPFAFIGSQT 

LSLVNGNTATTVPQPSAALLGLP 

S A SNA W A 1 AGPRFSISRSGC AS A 

RLATFSARRRGASKPLNGCLLR 

ATLSSPDKFQQGSTGGMLWGV 

LRHSPKFSITADGREFTLHWPN 

TGAMTGCATPGEYVWYSTFDN 

TQRKYPHPWEL 
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SKQ ID 

NO: 


SEQ ID NO: 
(»r peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Niicicotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-po$$ible nucleotide insertion) 


25 Ml 


55545 


A 


25315 


1 


1521 


METQHRLMRTFQPRQQDWTY 

ALWGGVKLRWLFFFLWGLFLF 

AGEEELGIRQTRTNDFLVTGDN 

LLRIFRFDVGNEDKVRQQFAVV 

RIHREVFLVTFHGVNQRFSRHR 

EEFLFEFCVTPKLNEGTTQRTN 

NRGIAVLNTGHRHPDLVAAVE 

QQLQQFTHTAYQIVPYESYVTL 

AEKINALAPVSGQAKTANFFHP 

GSETGVENGVKMVRAHTGTPG 

V\IAFRGG\FHGRTYMTMALTG 

KVAPYKIGFGPFPXGSVYHVPYP 

SDLHGISTQDSL\DAIERLFKSDI 

EAKQVAAIIFEPVQGEGGFNVA 

PKELV A A I RRi^CDEHGI VMIAD 

EVQSGFA RTG KLF AMDH Y ADK 

PDLMTMAKSLAGGMPLSGVVG 

NANIMDAPAPGGLGGTYAGNP 

LAVAAAHAVLNIIDKESLCERA 

NQLGQRLKNTLIDAKESVPAIA 

AVRGLGSMIAVEFNDPQTGEPS 

AAIAQKIQQRALAQGLLLLTCG 

AYGNVIRFLYPLTIPDAQFDAA 


25178 


55546 


A 


25316 


1 14 


187 


RSTISSVRYGDDAFKP*RQAV/N 
VL 


25179 


55547 


A 


25317 


105 


317 


YLFFLSRFNHWISMEKKLGLSA 
LTALVLSSXSWARVFSVCRKIW 
RQLPARQHCSSAGVLLALAFYC 
WPLPC 


25 180 


55548 


A 


25318 


1 


593 




25I8I 


55549 


A 


25319 


1 


729 




25182 


55550 


A 


25320 


1 


1005 




25183 


55551 


A 


25321 


1 


1361 




25184 


55552 


B 


25322 


1 


2793 




25185 


55553 |A 


25323 


27 


255 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \=pos.sible nucleotide insertion) 


25186 


55554 


A 


25324 


225 


1408 


RilYMHMESQKIWFALSTPMEIR 

NECCLPSHSSPKMYLGACLF\PL 

SSSWGIDDRDDLLRTIHRMIDN 

GHAARLAGFYHRWFRYSPCEW 

RDYLAELNEQGQAYAQFVAST 

AECCGEGGIKAWDYVRMGFLS 

RMGVLNNWLSEEESLWIQSRIH 

LRALRYYSNWRQYFAGYTFGR 

QYWQSPEDDHLPLLREFLAQET 

TDVDIIRRAYLALLPSFHTETDP 

QGFKQLRHAYDDALPIAQSPAK 

SVLQPEEYEWEALLVEMLGLL 

HRI AM VQLSPAALGNDM A A 1 E 

1 RMRFT ARTIPPTDIO! VVOTI 1 

IGRKFl PVRTrOT HAPT^AF^TP 

LRKIPRFSGKLHFYAFCPNIYSS 

YHSAAKYGGSCQPGSTAHRLG 

YYWRWHFIAGLCHADPHAHSS 


25187 


55555 


A 


25325 


230 


380 




25188 


55556 


A 


25326 


432 


1247 


PSQEPSVHGRWMA*KGHSRIV* 
WRAYD*TH\FNPVLKKSVSLGS 
NIRHMLAEEATTEELDGT\GPV 
I V*PNRH*PA YWMR A VI ivif kTk' 

MSCRSFRRKA*RW*CETQTVV 
HRDRVDQGNNHFDVVARHYH 
LYAFLRKERQLIFFKFKYARIQY 
AG 


25189 


55557 


A 


25327 


10 


638 


SSVPTAGSRYNHLRAPRYSPLF 

ANYSMSDRCCKPFG/LDSSTG* 

WFQ*RSVPLPILLPDTSRHQL*C 

SDPTRNGPA\QACQRFFHIVERV 

ARVHHARFAATVTVDHVVIDQ 

RFFOTPRT/PWCRI T4RVIH\X/R<:<sQ 

GTR*TF*SPARHFC[ 1 HTsin^^^YR 

STARPTCSGTDVPDRRCSDAHL 

CDHWSGSRAHADTDAECWCL 

NPQPAPSLLQCRR 


25190 


55558 


A 


25328 


803 


1622 




25191 


55559 


A 


25329 


498 


686 


RRPSYSVLQRLPSAVLLPYY*R 
DWYHRTAGRRRDGNAGRQHQ 
NGCYPDPPDRDGRRSAFRNP 



BNSDOCID: <WO 0175067A3JA> 
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$KQ ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
loc:iticin of first 
codon for peptide 
sequence 


Nucleotide location ofiast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unkno^vn. 
*=Stop cudon, /^possible nucleotide 
deletion, \-possible nucleotide inscrliiui) 


25192 


55560 


A 


25330 


1 


2063 


MKNFMENVLRYLSDDKWKPD 

AKASMTVGTNLDTVYFKRHC.O 

VTGNSAAFDFHPDFAGISVKHL 

SSYGDLDPQEMPLLrLNGFFYV 

TQ VGN DP Y A I PLRA DTS K PK 1 /F 

QQD VTDLI A Y LN KGG S V IJ M li N 

VMSNLKEESASGFVRLLDAAG 

LSMALNKSVVNNDPQGYPNkV 

RQQRATG 1 WV YER Y PA V DC i A L 

PYTIDSKTGEVKWKYHV^ENKP 

DDKPKJLEVASWLEDVDGNRKR 

NFSNDARANGTAAFTDCETQT 

VVHRDRVDQGHNHFDLVARM 

YHLYAFRQFDGTSH VSS TEVliL 

RTVAFEERSMTAAFISWITC 1 L 

QIRTCPQNPTGKVWTCDELEIM 

ADLCERHGVRVISDEIHMDMV 

WGEQPHIPWSNVARGDWALL r 

SGSKSFNIPALTGAYGIIENSSSR 

DAYLSALKGRDGLSSPSVLALT 

AHIAAYQQGAPWLDALRIYLK 

DNLTYIADKMNAAFPELNWQIP 

QSTYLAWLDLRPLNIDDNArO 

KALMDQEK V A 1 M PG YT YG 1 - EG 

RGFVRLNAGCPRSKLEKGVAG 

LINAIRAKKSATMIDTI LPL I Dl 

HRHLDGNIRPQTILELGROYNIS 

LPAQSLETLIPH VQ V f A N EPDL V 

SFLTKLDWGVKVLASLDACRR 

V AFEN IE D A ARHG L H Y V E L R I- S 

PG YM AM A HQLP V AG VV E A V 1 D 

GVREGCRTFGVQAKLIGIM 


25193 


55561 


A 


25331 


2 


696 


FLLLLWEIRKSSQQTFP FEMNA 

AEMAQLVAGVDEVGRGPLVG 

AVVTAAVILDPARPIAGLNDSK 

KLSEK\RRLALYEE!KEKAI.S\VS 

LGRAEPPEIDELNILHATMLAM 

QRAVVGLHIAPEYVLIDGNRCP 

KLPMPAMAVVKGDSRVPEISA 

ASILAKVTRDAEMAALDIVFPQ 
YGFAQHKGYPTAFHLEKLAEH 
GATEHHRRSFGPVKRA/t.GTCV 
LILVSRLSKPESEDVL 


25194 


55562 


A 


25332 


2 


63 




25195 


55563 


B 


25333 


138 


182 




25196 


55564 


A 


25334 


356 


706 


1 SDIC APN M VS A 1 H A I P YT A'l M A 

IIPERKTSFFEIDAGLVLVRMISA 

PVSSrNI*JTSTIDSGLPPKDGRRS 

ESAPRRATTAIAPRKIHIASQLL 

VVIIIRSLVGCRMRRWRVLSD 


25197 


55565 


A 


25335 


1746 


1873 
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SEO ll> 

NO: 


SKQ lU NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
m USSN 
09/540,217 


Nuclcotiite 
location olTirsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \-possible nucleolidc insertion) 


25198 


55566 


A 


25336 


1998 


3626 


PKAARMANVPNNTTGTAMVGI 

SVA/RHILQEQIHHQEHQHNGFE 

QRFYHFVNRKLDEWRGVIRVE 

NLHS/AAGRMAVIPPVLP*WLS 

RYREHSRRLPA*SPKGEAASNP 

EVIARTLRKLKNQPELSEDTIKK 

AVESLSLELVLTAHPTEITRRTL 

I r 1 isJVl V t V r»JA\^LIv(^LiJNK.L>lAL) 

YEHNQLMRRLRQLIAQSWHTD 
EIRKLRPSPVDEAKWGLCRNGK 
TACGKAYQITWAELNKQLEEK 
PRLQTCPSKFGSGPFYF 


25199 


55567 


A 


25337 


243 


604 


PRFPFPLPPATSSVQTAMTDG*N 

t,\^c,KlC Vvj I LK Y c>viric>ArUAKJ< 
QRARTHVPVGKHALPALTKAT 
HPSWWWQCAAMAEDSTDARQ 
LKA * WG VNGFLDLRS ATM DGR 
LYPVAMCLLPATK 


25200 


55568 


A 


25338 


] 


3287 


MPITLRRSVEKEQLIEIANTIMPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTHIDLHVPAPLLV 

MFTLDTRQSACDRIMPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

Y V K.v,lK^ 1 ANr I tl I KK 1 LiHlvM 
VliV NACL,Kv^LL)NRLllAL)YbriN 

QLMRRLRQLIAQSWHTDEIRKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


25201 


55569 


A 


25339 


1 


1425 




25202 


55570 


A 


25340 


534 


1391 


RQKRRLYQTYWYKQQPRYLPP 

EHRQRHRHQSAGVSRPYSGYG 

EVRPLSQYQPEWQCWEPDVEW 

VRQPPQDAITDPDFFCFYQPGM 

TFEQFVREFAEWFSQKRPAAM 

MIGIRADESYNRFVAIASLNKQ 

RFADDKPWTGGHSWYIYPIYD 

WKVADIWTWYANHQSLCNPL 

YN LM YQAG VPLRHM RICEPFG 

I'lil^lvV^O U\ W L I H V 1 1 r LiK W A A 

MCAR\VS\GYTTGGLYPGQARG 
AAV*TEALKPSGLPQVCALNQC 
LLSVHRYAGHVRQERCDGADG 

ivr A V ri c, lvKl^L»Lf 




5557 1 


A 


it J J*T I 




1 nno 
1 uuy 


MH fcv^l^r W r V (j A oCj V L) R W 
AVYLHOICPLTOFOY/WCRARD 
EGIMSSPGQQVGFIA*VTSSFSP 
R*KGRRVSSA 


25204 


55572 


A 


25342 


2446 


2970 




25205 


55573 


A 


25343 


1 


2184 
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SFQ ID 
NO: 


SEO II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknoun, 
*=Stop codon, /=po$sible nucleotide 
deletion* \=possiblc nucleotide insertion) 


25206 


55574 


A 


25344 


706 


1293 


IHRLLIRRIHQIIDLRIWQRTVEI 

HGAPVRFIQMAAWTHIAVLLT* 

QLRQLRAGFQRNS WA IF YFFH H 

RKQYIFHFDLRRFPVIMHALFC 

AVORCADLMAHRROKRRFCLA 

GFFCFRPCLSVFYHQFLQFSCTR 

FDLRROLFAVAIOCMNIAFAAA 

LVDFDLPDIDGITLARQLAQQY 

PSL VLIG FS AH VIDETLQ 


25207 


55575 


A 


25345 




3291 




25208 


55576 


A 


25346 


882 


1019 




9C7AQ 


J / / 


A 




1 


2265 




25210 


55578 


A 


25348 


284 


535 


CVAASVTGTRVLIPPLLNNRSR 
RSPVRYVSKGNWWGSVCNCAS 
hrNSNSVSR*SLPPMRSHAWRKV 
RRIMRQLPLERPRPGFTI 


25211 


55579 


A 


25349 


131 


208 


LVRWLLSPGW*WKISP11S1CLFP 
V 


25212 


55580 


A 


25350 


I 


3108 


MDSQDKYFEATQTVYEWCGV 

ATQLLAAYILLFDEYNEKKASA 

QKDILIKVLDDGITKLNEAQKS 

LLVSSQSFNNASGKLLALDSQL 

TNDFSEKSSYFQSQVDKIRKEA 

YAGAAAGVVAGPFGLIISYSIA 

AGVVEGKLIPELKNKLKSVQNF 

FTTLSNTVKQANKDIDAAKLKL 

TTEIAAIGEJKTETETTRFYVDY 

DDLMLSLLKEAAKKMINTCNE 

YQKRHGKKTLFETYLTDHPVTF 

RERLQMSIYKIPLPL 




^JJQ 1 


A 


25351 


1 


296 




25214 


55582 


A 


25352 


3 


164 


VGD/N VGTTA RWG 1 FALII VETL 

AWFTVVASLFAQHKQRAENLI 

QRLHLLWSFNP 


25215 


55583 


B 


25353 


91 


990 




25216 


55584 


A 


25354 


1146 


1881 


RCGVQXWTMYIRAVFVNLTNP 

KSIVFLAALFPQFIMPQQPQLM 

QYIVLGVTTIVVDIIVMIGYATL 

AQRl AL WIKG PKQM KALNKIFG 

SLFMLHNAFAWFYLGAFLLTVI 

AWFLLGNAQKMPQTTLQWGIL 

VFLGVVASGIGYFMWNYGATQ 

VDAGTLGINfNNMHVSAGLLVN 

LAIWHQQPHWPTFITGALVILA 

SLWVHPNKRFRNWLTLLAIAH 

GGVQSAPQAFAQGFGHHQTLA 

LKTLYYPMR 


25217 


55585 


A 


25355 


1943 


2287 




25218 


55586 


A 


25356 


44 


274 
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SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \~pussible nucleotide insertion) 


25219 


55587 


A 


25357 


876 


1400 


YRHVRDSPGNDRLFETWRSAG 
C A A RLLRQSG ETRLLSR V V R D Y 
GGRWPVSLLDGLPDATWC1 tK 

f T>JI A XIPk' A IT Vrr^CA/ITCl L'\/ 

oLL 1 rNLAJNKiSj'\l 1 YrvjoVr>>LrV 
GDNVGTTARWGlFALlIVF/rLA 
WFTVVASLFALPQMRRGYQRl. 
AKWIDGFAGALFAGFGIHLIISR 


25220 


55588 


A 


25358 


1 


1428 




25221 


55589 


A 


25359 


421 


797 


IIFPFLLFHLCNQLSHLLQYAVV 

IN Ar V KKI Lrlv^LL Wv^<^LIv<f 1 Cj l-K. 
LlvolKjKAll^rilOV^ 1 V<?llvjlVlr l(^)MI 

1 M I A YETDRATGDG 1/ W A A H • '!' 
H E YPCH VRQSQFHENHDDVOR 
NPPHPWKIQTPGH 


25222 


55590 


A 


25360 


1 


1320 




25223 


55591 


A 


25361 


1 


1251 


MLLSIITVAFRNLEGIVKTHASL 

AHLAQVEDISFEWIVVDGGSND 

GTREYLENLNGIFNLRFVSEPD 

NGIYDAMNKGIAMAQGKFALF 

LNSGDIFHQNAANFVRKLKMQ 

KDNVMITGDALLDFGDGIIKIK 

RSANRAGLFLIGYGAFRIIVEFF 

RQPDAQFTGAWVQYISMGQILS 

IPMIVAGTMKQYLELMQKVLD 

EGTQKNDRTGTGTLSIFGHQMR 

FNLQDGFPLVTTKRCHLRSI 1 1 1 E 

LLWFLQGDTNIAYLHENNVTI 

WDEWADENGDLGPVYXITTVL 

NQLKNDPDSRRJIVSAWNVGE/ 

JLIJrwIviALArUrlAr r vr Y VrL>LiK 

LSCQLYQRSCDVFLGLPFNIAS 

YALLVHMM AQQCDLEVG DFV 

WTGGDTHL YSNHM DQTU LQLS 

REPRPLPKLIIKRKPESIFDYRFE 


25224 


55592 


A 


25362 


3 


1327 





BNSDCXID: <WO 0175067A3JA> 
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SEQ II) 

NO: 


SEQ in NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codoii for peptide 

sequence 


Nucleotide location of hist 
codon for last ainin<» acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=p(».ssihlc nucleotide 
deletion, \-possible nucleotide insertion) 


25225 


55593 


A 


25363 


1 


2443 


MGLIGFVLTALWTKLll-TNPTDH 

PRMSAEELKFISENGAVVDMD 

HKKPGSAAASGPKLHYIKQLLS 

NRMMLGVFFGQYFINTITWFFL 

TWFPIYLVQEKGMSILKVGLVA 

SIPALCGFAGGVLGGVFSDYLI 

KRGLSLTLARKLPIVLGMLLAS 

TliLCNYTNNTTLVVMLMALAF 

FGKGFGALGWPVISDTAPKEIV 

GLCGGVFNVFGNVASIVTPLVI 

GYLVSELHSFNAALVFVGCSAL 

MTMSARSATGHECVFWCNGKP 

RRLAMRLIYWCAAAPTGDVVQ 

KLTGKWALIANSHRAGQPTRN 

VNEEVGQRLLEEMEWYDNYL 

N MG KTDRS AN PSPGN KKGG L A 

NVVEKALGSIAKSGKSAIVEVL 

SPGQRPTKRGLI Y A ATPASDF V 

CGTQQVASGITVQVFTTGRGTP 

YGLMAVP/SH*NGNWTaTASVT 

SIQPNTNELPNCCMNGVSTANT 

TSKSSLVICALR 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ in NO: 
in USSN 
09/540,217 


Nucleotitic 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lInkno\vn, 
*=Stop codon, /=posstble nucleotide 
deletion, \=possible nucleotide insertion) 


25226 


55594 


A 


25364 


I 


2701 


TFFLPAGEILPPRJLEPQITLPVGS 

RRIISIAVTDLPEPESPHLRSGLG 

WASLCCFMVICKFFPAAEGLfL 

AAVCDSRGSRYWCNGNRRYG 

YASDLLVRCGATVMFSEVTEV 

RDAIHLLTPRAVNEEVGKRLLE 

EMEWYDNYLNMGKTDRSANP 

SPGNKKGGLGKRGSSKALWLP 

LLQIQARKQVGLRVYTVACVL 

RTGTWYDRNGPDWRVPGQLN 

MGNPAPETGRYRLAHPATPHD 

PRTTPDHPSHIKPHAPTNQQPDT 

LTPTHHHHTDTRDPSPPPPRTRT 

PRQSTHTTPPHPTTTTRHTDIHP 

PTHTNPPPPTRVLTRQLHHTNRI 

IPHRTHTTTCRRNHHNQMNTTT 

PPPPHTPQI THRHHNTTL REQTQ 

KHRQHIHGTQHHTTRKPPTPTT 

RQYNTSIVGTIGGGXMVERKVIE 

ESLQALQERKPRLFHGRMARN 

GADAVGSDCGGAMSVFISVHG 

MRPRLVLIGAGHVNRAIAQSAA 

LLGFD[AVADIYRESLNPELFPP 

STTLLHAESFGAAVEALDIRPD 

NFVLIATNMQDREALDKLIEQPI 

AW1.GLLASRRKVQLFLRQLRE 

KGVAEEHIARLHAPVGYNIGAE 

TPQEIAIRVLAEILQVKNNAPGG 

LMMKPSHPSGHQMVVIRGAGD 

lASGVALRLYHAGFNVIMLEVE 

KPTVIRCTVAFAQAVFDGEMT 

VEGVTARLATSSAEAMKLTER 



BNSDOCID: <WO 0175067A3_IA> 



3365 



wo 01/075067 



PCT/USOl/08631 



SEO ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
loc^ition of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nuclcoiide insertion) 


25227 


55595 


A 


25365 


1 


1262 


MGNWHLSPCPAPAPGHSCLFL 

VGTSPRI LA VPGHTGSKA INKA 

ALLLESYMSQALKNLLTLLNLE 

KIEEGLFRGQSEDLGLRQVFAG 

QVGG\QPLYAAKEPVPEERLVH 

SFHSYFLRPGDSKKPIIYDVETL 

RDVAPVLDVAGATPPTIRHQRV 

TALVAPKNGSRDVRSCAGICMP 

TDGSIRAVLLPFQVSTIGGVTYE 

RVGTKDQGPQCPHVQRSSAVR 

PGPEAAPGDNSYPPYEDRSTCG 

MQAPDASYSANPDLSFTWSPCL 

SED ALHTSPL YCTTPTSGG E AF 

KGLASDLVPHEDKMVLQNGKC 

FTSPRHTEWAVLRAGHALARG 

RNI I DLAAGGMAWVSMSOEC 

PGPGTICSRDLOGTECLRMIOIL 

PPKDPVTRGSTHCNAGTKRELE 

EFSSQVTLTALIQPLMQVSAQF 

RAADGAP 


25228 


55596 


A 


25366 


2 


176 




25229 


55597 


A 


25367 


I 


1395 


MRESLELPRDLLNCCDQNANS 

DMDMKSRLRGYQMEIMNLLG 

AGVKDFELESDDLVYLVEEISK 

QQSIHDVAWLLLVAFVYICEQR 

NDLKSELIFTREAEHKSLENLEP 

DHVPEELDTSARNAGALTRRRE 

IRDAATLLRLGLAYGPGGMSLR 

EVTAWAQLHDVATLSDVALLK 

RLRNAADWFGILAAQTLAVRA 

A VTGCTSG KRLRL VDGTA ISA P 

GGGSAEWRLHMGYDPHTCQFT 

DFELTDSRDAERLDRFAQTADE 

IRJADRGFGSRPECIRSLAFGEA 

DYIVRVHWRGLRWLTAEGMRF 

DMMGFLRGLDCGKNGETTVMl 

GNSGNKKAGAPFPARLIAVSLP 

PEKALISKTRLLSENRRKGRVV 

QAETLEAAGHVLLLTSLPEDEY 

S AEQV ADCYRLRWQI ELAFKR 

LKSLLHLDALRAKEPELAKAWl 

FANLLAAFLIDDIIXSHRWISPPE 


25230 


55598 


A 


25368 


482 


765 





3366 

BNSDCWID: <WO 0175067A3_IA> 



wo (H/075(»67 PCT/US<»1/<l8f.31 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion oi' llrsl 
codon for peptide 

sequence 


Nucleotide location of las 
codon lor last amino ucid 
f»f peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \==possiblc nucleotide insertion) 


25231 


55599 


A 


25369 


I 


1575 


MGSVTKSRGPTDSSAFFQI>4RD 

YSFLDYILGGCQLMFTPWARLL 

QSTCCEQCSKKAHDQFLADLA 

SILPSNTTPLIVSDAGFKVPWYK 

SVEKLGWYWLSRVRGKVQYA 

DLGAENWKPISNLHDMSSSHSK 

TLGYKSLTISNPISGQILLYKSRS 

KGRKNQRSTRTHCHHPSPKIYS 

ASAKEPWILATNLPVEIRTPKQL 

VNIYSKRMQIEETFRDLKSPAY 

GLGLRHSRTSSSERFDIMLLIAL 

MLQLTCWLAGVHAQKQAFRF 

MRLVDGTAISAPGGGSAEWRL 

HMGYDPHTCQFTDFELTDSRD 

AERLDRPAQTADEIRIADRGFG 

SRPECIRSLAFGEADYIVRVHW 

RGLRWLTAEGMRFDMMGFLR 

GLDCGKNGETTVMIGNSGNKK 

AGAPFPARLIAVSLPPEKALISK 

TRl T SFMRRKCiR VVOAPTl PA 

AGHVLLLTSLPEDEYSAEQVAD 
CYRLRWQIELAFKRLKSLLHLD 
ALRAKEPELAICAWIFANLLAAF 
LIDDIIVSHRWISPPEVPDPKJRRT 


25232 


55600 


A 


25370 


I 


1341 


MAGGRJCFPDGGDRTTLCGLSQ 

PGVLAPRSPEKRRAINQRYPSK 

TGQLPASITDMMRTARHHLSG 

NGISVPKGAELAHPSTVLELFAI 

S AKPI H PEELDTS A RN AG ALTR 

Ri^IRDAATLLRLGLAYGPGG 

MSLREVTAWAQLHDVATLSDV 

ALLKRLRMAADWFGILAAQTL 

AVRAAVTGCTSGKRLRLVDGT 

AISAPGGGSAEWRLHMGYDPH 

TCQFTDFELTDSRDAERLDRFA 

QTADEIRIADRGFGSRPECIRSL 

AFGE A D Y 1 VR VH WRG L R WLTA 

EGMRFDMMGFLRGLDCGKNG 

ETTVMIGNSGNKKAGAPFPARL 

lAVSLPPEKALISKTRLLSENRR 

KGRVVOAETLFAAGHVI I I 

LPEDEYSAEQVADCYRLRWQIE 

LAFKRLKSLLHLDALRAKEPEL 

AKAWIFANLLAAFLIDDIIXSHR 

WISPPEVPDPKRRT 


25233 


55601 


B 


25371 


1 


1233 





3367 

BNSDCXIIID; <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ n> 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ IDNO: 
in USSN 
09/540,217 


Nucleotide 
location of (irst 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^LInknown, 
*=$top codon, /=possible nucleotide 
deletion, V^'possible nucleotide insertion) 


25234 


55602 


A 


25372 


1 


2197 


SHSRGSPGICAVDFTLVSHAAW 

FGLPHFSTPAFNGQAMMLIAPV 

AVILVAENLGHLKAVAGMTGR 

NMDPYMGRAFVGDGLATMLS 

GSVGGSGVTTYAENIGVMAVT 

KVYSTLVFVAAAVIAMLLGFSP 

KFGALIHTIPAAVIGGASIVVFG 

LIAVAGARIWVQNRVDLSQNG 

CNPAYAEHHQHPGYSDKLKTR 

VSFSCLRllSTNLRRECRAQFRF 

HVDASARHGFRLWQIQGVAQP 

VFIITIREVEAAMRATAFGTEVG 

RNSRCIRRPHQVIQFQALNALG 

VELAGIDSRDPRLKVLEEMKRT 

FHWGRQTISKHIKIWLGLMLGR 

AMTPLMLDATSGKLTVWDGA 

H AG AAMG I LA VTADQN S A EL A 

YYKSGSFRIEDVLWPSAVTDDN 

IKRNAFAADGSVNSYSVPFSSV 

PLLQRQGRIKYAVTLAKYRTNS 

NEQQESKFAQATLQWGGPWGT 

TWYGGGQYAEYYRAAMFGLG 

FNLGDFGAISFDATQAKSTLAD 

QSEHKGQSYRFLYAKTLNHLG 

TNFQLMGYRYSTSGFYTLSDT 

MYKHMDGYEFNDGDDEDTPM 

WSRYYNLLYTKRGKLQSLISKT 

RLLSENRRKGRVVQAETLEAA 

GHVLLLTSLPEDEYSAEQVADC 

YRLRWQIELAFKRLKSLLHLDA 

LRAKEPELAKAWIFANLLAAFL 

IDDIIXSHRWISPPERIPSARKWT 


25235 


55603 


A 


25373 


1 


2754 




25236 


55604 


A 


25374 


1 


652 




25237 


55605 


A 


25375 


1 


1800 





3368 

BNSCXX;iD: <WO 017S067A3JA> 



wo (n/075067 



PCT/USOl/08631 



SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25238 


55606 


A 


25376 


1 


2187 


MAGPRYPVSVQGAALVQIKRL 

QTFAFSVRWSDGSDTFVRRSW 

DEFRQLKKTLKETFPVEAGLLR 

RSDRVLPKLLGQASLDAPLLGR 

VGRTSRGLARLQLLETYSRRLL 

ATAERVARSPTITGFFAPQPLDL 

EPALPPGSRVILPTPEEQPLSRA 

AGRLSIHSLEAQSLRCLQPFCTQ 

DTRDRPFQAQAQESLDVLLRHP 

SG WWL VENEDRQTA WFPAPYL 

EEAAPGQGREGGPSLGSSGPQF 

CASRAYESSRADELSVPAGARV 

RVLETSDRGWWLCRYAGAGPE 

ELDTSARNAGALTRRREIRDAA 

TLLRLGLAYGPGGMSLREVTA 

WAQLHDVATLSDVALLKRLRN 

AADWFGILAAQTLAVRAAVTG 

CTSGKRLRLVDGTAISAPGGGS 

AEWRLHMGYDPHTCQFTDFEL 

TD\SRDGER\LARFAQPPDEIRIA 

DGEFVWRPKCIRSLAFGEADYl 

VGVHWRGLRWLTAEGMRFDM 

MGFLRGLDCGKNGETTVMIGN 

SGNKKSP\GFPFRARF1AVSLPPE 

KALISKTRLXLSENRRKGRVVQ 

AETLEAAGHVLLLTSLPEDEYS 

AEQVADCYRLRWQIELAFKRL 

KSLLHLD A LRAKEPEL A KA WIF 

ANLLAAFLIDDIIXSHRWISPPEV 

PDPKRRTNSLWRJTKMVIWSLQ 

VAIRGTVSLTAPSLCNSACCCC 

VSTNSATTLNDFAFARSVIDLTI 


25239 


55607 


A 


25377 


2 


333 


RLGVWQDILSRRASCYHGMEV 

GHIVENSVIHYAXARLVIGADGV 
DSWLRNKADIPLTFWDYQHHA 
LVATIRTEEPHDAVARQVFHGE 
AFW 


25240 


55608 


A 


25378 


3 


235 


VS/ARLGVWQDILSRRASCYHG 
MEVWDKDSFGHISFDDQSMGY 
SHLGHIVENSVIHYA 


25241 


55609 


A 


25379 


1 


774 




25242 


55610 1 


A 


25380 


1 


1076 





3369 

BNSDOCID: <WO 0175067A3_IA> 



wo i) 1/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleofide 
location of first 
codon for peptide 
.sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25243 


55611 


A 


25381 


1138 


1737 


SVSTEPSVAAFSSIKLRQDPP/H 

DNLHHQYN*GD1AFC\FTPYFH 

NCLCQS* W ARAFQ* RANEF*R 

MNCTQL A RTSGSHHLl PLTLRF* 

QICISSGQLIQYSVVCRFIHPPEH 

RLTIHPLAGQGVNLGFMDAAE 

LIAELKRLHRQGKDIGQYIYLR 

RYERSRICHSAALMLAGMQGFR 

DLFSGTNPAKFCLLRDIGLKLAD 


25244 


55612 


B 


25382 


1 


735 




25245 


55613 


B 


25383 


1 


1941 




25246 


55614 


B 


25384 


847 


849 




25247 


55615 


A 


25385 


1 


1227 




25248 


55616 


A 


25386 


324 


1533 


EGFMEHQRKLFQQRGYSEDLL 

PKTQSQRTWKTFNYFTLWMGS 

VHNVPNYVMVGGFFILGLSTFS 

IMLAIILSAFFIAAVMVLNGAAG 

SKYGVPFAMILRASYGVRGAL 

VPGLLRGGIAALMWFGLQRGS 

PFYDLTQTALSSPHKVTIEQFYR 

EVGVFLGIALIAVVISVLNNFFV 

SHYVFRWRTAMNEYYMANWQ 

QLRHIKGRTAFINAIMTLIAFLP 

VLVTLSAHVPELPIIGHIPYGLVI 

AAiVWSLMGTGLLAVVGIlCLP 

GLEFKNQRVEAAYRKELVYGE 

DDATRATPPTVRELFSAVRKNY 

FRLYFHYMYFNIARILYLQVDN 

VFGLFLLFPSIVAGTITLGLMTQ 

ITNVFGQVRGAFQYLINSWTTL 

VELVMSIYKRLRSFEHELDGDKI 

QEVTHTLS 


25249 


5561 7 


A 


25387 


1526 


1683 




25250 


55618 


A 


25388 


2709 


2918 


CWCFWHRJ^SCCGSVRYALSAV 
PGCQCPET*RRRFPHSAF*RFRS 
SETGQTGAYVSGPDLQPERLQR 
LWC 


25251 


55619 


A 


25389 


1 


1812 




25252 


55620 


A 


25390 


134 


386 


RLKPSAAIRRRVSSSRISTPLNPA 
STTAFVGTDCAMPRLRATSGLA 
GSPLIQNRFCRARQPRWSAPVA 
RHAAVYARHRWNQII 



3370 

BNSDOCID: <WO 01 75067 A3_1A> 



wo 01/075067 



PCT/USOl/08631 



SEO II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25253 


55621 


A 


25391 


181 


1630 


RIRQFCFYHHCVLTLAICAFIVIT 

LTIWVSFRVSVLVFAMADDIKV 

AVVGAMSGPIAQWGDMEFNG 

ARQAIKDINAKGGIKGDFCLVGV 

EYDDACDPKQAVAVANKIVND 

GIKYVIGHLCSSSTQPASDIYED 

EG ILM 1 S PG ATNPELTQRG YQHI 

MRTAGLDSSQGPTAAKYILETV 

KPQRIAIIHDKQQYGEGLARSV 

QDGLKAANANGVFFDGITAGE 

KDFSALIARLKKEN1D\FVYYGG 

YYPEMGQMLRQARSVGLKTQF 

MGPEGVGNASLSNIAGDAAVEG 

MLAPVLITVDQPFVQAGFQPLR 

RLLP A H ETG RRTRA YG VGRLT 

RQIRRQIATTFRHNAQAAESKD 

FQWYRCDPCQLFHLMNRQHAR 

V^M H A b N V K. IVlAiVI 1 K V N K LFIG R 

KoLMK Y VAL,lNlVlK.I J HjOVLHH 

VJt VUtUV^KVO 1 Cs^LKRHIHCjAL 

PTGVTVRMRKSVNRDVKFAA 

MLMDKTHRFLQFFLGKVKAGE 


25254 


55622 


A 


25392 


2 


505 




25255 


55623 


A 


25393 


1 


2038 




25256 


55624 


A 


25394 


188 


1771 


GKQTSTSPAGWENSLRMRYTX 

MSFSLIATGLLGVYLTTMPGY 

WGILFVWALFGVTCDMMNWP 

VLLKSVSRLGNSEQQGRLFGFF 

ETGRGIVDTVVAFSALAVFTWF 

GSGLLGFKAGIWFYSLIVIAVGI 

IIFFVLNDKEEAPSVEVKKEDG 

ASKNTSMTSVLKDKTIWLIAFN 

VFFVYAVYCGLTFFIPFLKNIYL 

LP VA L VG A YGIINQ YCLKMIGG 

PIVLEKVLPPVVSVRVKGTASQ 

GQKIPEEFKQFFGDDLPDQPAQ 

PFEGLGSGVIINASKGYVLTNN 

HVINQAQKISIQLNDGREFDAK 

ligsddqsdiallqiqnpskltqi 

aiadsdklrvgrsglnleglen 

fiqtdasinrgnsggallnlng 

enpidqlkvvgrphdridgplk 

ttgtaryayewheeapnaayg 

yivgsaiakgrltaldtdaaqk 

apgvlavitasnagaldkgdk 

ntarllggptiehyhqaialvv 

AETFEQARAAASLVQAHYRRN 
KGAYSLADEKQTVNQPPEDTP 



BNSDOCID: <WO 0175067A3_IA> 



3371 



wo <n/075067 



PCT/USOl/08631 



SKO lO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


.SKQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide inserliou) 


25257 


55625 


A 


25395 


356 


849 


GSACRVRElPRPASQMP/m LPA 

gsrppgseaepgpeaappparrl: 
ahqiprprrghlpsspgpr i h va 

AHNIRVVTEAHADSHALLSDLCi 
AAPFVVMSRILRVDGDEDPPHV 
DESIQPTTENAVVFRPVQM SAI 
ETGGKEEPYGLSAASLGRAESS 
AASLAGRR 


25258 


55626 


A 


25396 


154 


379 


LVPRLKLGDLPSEINPLSSCSI.V 
REKDPPTTSCTHTNTNPRNISPIS 
NPDSTGNRTVQLTW*PLPKPLt 
LWPKAL 


25259 


55627 


A 


25397 


4761 


5127 


LGSGDLPWEINPLSSCSLLREKl) 

PPTTSGPQTATSPRNISPISNIM ITR 

TSKRLNRSGQAFLQNLLPOELA 

TSARNLTTRPRNACSPGFLLSR 

VPSVRDPTGNWTVQLTWOPLS 

EPLELWPKAL 


25260 


55628 


A 


25398 


1 


753 


MGSWLQGLRAMVFALNYMV 1 

R VRNKKDPPTTSG PQTATS P R N 1 

SPISNPR/PKETRFICGPKTPAPL 

MD WEGSLPLM FN HCRDTS! J 1 H 

PCFQGVRPCRDACLSPSPl,AASI» 

AFLGKGQVPLNPFFTLSGKSRF 

SGGGASTPTPSFHVSTPSLLFW 

GRGKYPSTPSSPLVASPAFLGK 

GQVPLNPFFTLSGKSRFSGEGA 

KAPETITDAELRVTLTVEAAVC 

STI A LSLG WEILPRH WG K LEVI 

KTIYYPVIP 



3372 

BNSDOCID: <WO_01 76067 A3JA> 



wo 01/075(167 PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=IJnknovvn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possibtc nucleotide insertion) 


25261 


55629 


A 


25399 


174 


2238 


LRSGDLPWEINPLSSCSLLHEKD 

PPTTSGPQTATSPRNISPISNPRQR 

RHILSMDPKLRRRSWTWVGSLP 

LVFNHCRDASLIIHPGFRGVRPR 

RDVCLGPSPLATITDAELYVTL 

T VEGKSIPFL! DTEATHSTLPSFK 

GPVALASIHVQNVQIKRDKEGH 

YIMVKGSIQQEELTILNMYAPN 

TGAPRFIKQVLNDLQRDLDSHT 

IIMGDFNTPLSTLDRSTRQKVN 

KDIQDLNSALHQADLIDIYRTL 

HTKSTECTFFSAPHRTYSKIDHI 

VGSKALLSKCKRTEIIINCLSDH 

S A 1 KLELRI KKLTQNHSTT WKL 

NNLLLNDYWVHKEMKAEIKM 

FFErNENKNTTYQNLWDTFKAV 

CRGKFIALNAYKRKQERSKIDT 

LTSQLEELEKQEQTRSKASRRE 

EITKIRAELKEIETQKTLQKINES 

RSWFFEKINKIDILLARLIKKKR 

EKNQIDAIKNDKGDIATDPTEIQ 

TTIREYYKHLCPNKLENLEEMD 

KFLDTYTLPRLNQEEDESLNRPI 

TGSEIVAIINSLPTKJCSPGPDGFT 

AKFYQRYKEELVPFLQKYKEEL 

VPFLLKLFQSIEKEG ILPNSFSE A 

MILIrrLrOKUi I KKhNrRPISLM 

NIDAKILNKILANQIQQHIKJCLI 

HHDQVGFIPGMQGWFNIRKSIN 

VIQHINRTKDKNHMIISIDAEKA 


25262 


55630 


A 


25400 


3 


267 


EKDPLTTSGPQTVTSPRNISPISN 
LRLFAFTWTDPDTHQAQQITW 
AVLPQGFTDSPRYFSQAQISSLS 


25263 


55631 


A 


25401 


167 


408 


LGSRTFPWEINPPSSCSLLREKD 
PPTTSGPQTATRPRNISPISNLVS 
GLFLLSSPTSLTIPQPLSSFNLDD 
TLQSLPSLNF 


25264 


55632 


A 


25402 


142 




LjISJUKj tJL,r W C.I IN r LaaC^a L LL^ K K i J 

PPTTSGPNPRNISPISNPVSGLFLL 
SSPTCLTI PQPLSPFNLG ATLQSL 
PSLNFNSFHFLVETKETRFIRGP 
KTPAP 


25265 


55633 


A 


25403 


79 


381 


LGSGDLPWTEINPLSSCSLLREKE 

PPTTSGPQTyXRPRNISPlSNPELA 

TLAGNLATGPRNARSPGFLLSH 

VLSVWDPTENQTVQLTWQPLP 

QPLELWPKAL 



BNSDOCID: <WO 0175067A3_IA> 



3373 



wo 01/075067 



PCT/US0I/0S631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25266 


55634 


A 


25404 


I 


511 


MWKGPKGLDMYGKSSVSPKTS 

DILGRDTLLLALKVQTVVLQTA 

CGEGHVAGNCGRPLETEGSLQ 

LTATKKLRDSVLQPKSPEFCQQ 

FTRA WN RTQVPDETE A P AGTY 

AAQSGDLPWEINPLSSCSLLHE 

KOPPTASGPO'IATSPRNISPILNR 

VSEVSDHAGTPALVLHP 


25267 


55635 


A 


25405 


570 


1182 


LGSGDLPWEINPLSSCSLLHEK 

DPPTTSGPOmSPRNTSPISNLH 

ALKGLKLPAITRLLQHGLLKPINS 

PYNSPILPVLKPDKPYKLVQDL 

CLINQIVFPIHPVVPNPYTLLSSl 

PPSTIHYSVLDLKLAFFTIPLHAS 

SQPLSAFTWADPDTHQVQQIT 

WAVLPQSFTDSPHYFSQAQISS 

LSVTYLSIILIKTHVLSLPIVSD 


25268 


55636 


A 


25406 


489 


615 


LRNTWNSPRLMACALHSGSPSC 

TWGPYS*SGLSEIMLASQRVCPP 

YQNENVGRVRDTEIKEHCYEES 

SYRAATQIQVRKVGIITEPYPFM 

ASLRTHCIICETCYEMKISFSKS 

LNPLEKNKKSQPANCAVKEVS 

EQLRRRQ A FS V A AG LKG KG SP 

AQSIRKNLQKPYQHFQTLQQLL 

PLQWAPCYGPSNFATHGTHQG 

LWLVLSTVAAQAVPGALIAEA 

TALLAWIQGAVS 


25269 


55637 


A 


25407 


579 


715 


LGSGDLPWEISPLXSCSLLHEKD 
PPMTSGPQTVTSPRN I SPISNLR 


25270 


55638 


A 


25408 


1553 


1896 




25271 


55639 


A 


25409 


964 


1332 


SCRFlRlYQGACCNLHPGErNSH 
V AHTKP V W WSLHTDTH ENCHL 
NTAVFFYH WLALEFFLN PLRR/ 
CSC*HSLPGQFPVSLCLRVLSVD 
CAHPWGKPEAPGS*HPGPWQFS 
SLPSPLWPLYQHP 


25272 


55640 


B 


25410 


1 


717 




25273 


55641 


A 


25411 


590 


1142 


PNSS WM RG EPKKDPPTTSG PQT 

VTSPRNISPISNPR/PKETRFICGP 

KTPAPLMDWEGSLPLMFNHCR 

DTSLIIHPCFQGVRPCRDACLSP 

SPLAASPAFLGKGQVPLNPFFTL 

SGKSRFSGGGASTPTPSFHVSTP 

SLLFWGRGKYPSTPSSPLVASP 

AFLGKGQVPLNPFFTLSGKSRF 

SGEGA 



3374 

BNSDOCID: <WO 017S067A3_IA> 



wo 01/075067 



PCT/US01AW63I 



SEO ID 

NO: 


SKQ II) iSO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknowii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide inserli«Mi) 


25274 


55642 


A 


25412 


1 


790 


MGLVHLQRQSYWTVQRSSINH 

FLGCN PHTGKDKTL Y M R W IK S 

FRKVEDPPTTSGPQTDQPK K H L 

TKFKSETKETRFIHGPKTPAPV 

MDWEGSLPLVFNHCRDASLIIII 

SHFKGVRPRRDACLGPSPLAAS 

PAFLGKGQVPQPLISLCPDPLFP 

DPFP A FLE AH KNFQTP E PQQn i 1 
PPEPPPPG ACYKC/HEi * PPGCXi 
MPAAQDSS*AMS/LSVRDr'TGN 
QTVQLTWQPLPEPLELWPKAL 


25275 


55643 


A 


25413 


1 


736 


MQAMEKWKREAKVETEkDQK 

NQYQQTWLSDSASGYRY 1 KM' 

FYFRHNNLIPALAHLLFLDSLYS 

DLLTAAFFMQFWLSAQMSSDO 

RGLPGYLLWAEEISLLEISEL1 S 

GKQDSS WPEVKAGLKK HA N YL 

SSDSARLHPGEINSLVA! ITKPV 

WW^sl HMriTMFiw/pp ncisj vv/r:i^ 
w woL.niviL>' I ntsj W v-.lvL/olN vviil J 

LPWEINPLSSCSLLHEKDPP ITS 
GPQ'RTSPRNiLPlSNPPSSKI IQR 
K PPE A ISTLPN A A AT A A A A VG S 
LLWSL 


25276 


55644 


A 


25414 


1644 


2010 


lgsgdlpweinpssscsllri:kd 

P PXTT^ POT\ TQ P P XII C D 1 CKf 1 J l-l *r 
111 I OOrv^ 1 \ 1 or^lvrNl^r l3l\l I i 1 K 

tskrlnrsgqaflqnllpqcla 
tsarnlttrprnacspgfllsr 
vpsvrdptgnwtvqltwqpls 
eplelwpkal 


25277 


55645 


A 


25415 


1 


1035 


mgkeysldvkksikvfkdnrs 
qgnrlqkllgledtdredamgf 

GSHRAKLTVVA ALG AC! ICPEN 
EGQTVLPSSTSGRSDKRERVSA 
G YTPPFF VKEG VPSPL FK LH V V 
RCCSIQSHHSRRSQNCAEDVIR 
KTKTDQAVSSMSSAPVTVQQL 
NIIPALLVALTCG WA FCL M V SQ 
EQYDEASKQAASFSNNAVIPVY 
MSHMSKTLYKSEVFPINTYAOK 
ICFI AHTKPV W WSLH M DA H E 1 

LREKDPPMTSG PQT\TSPRN 1 S !M 
LNQELATRAGNLATRPRNACSL 
GFLLSRISS V WDPT* K FG L VQI 1 
LGKPLPEPLELWPKAL 


25278 


55646 


A 


25416 


174 


393 


LRSGDLPWEINPLSSCSLLHEKD 
PPTTSGPQTVTSPRN 1 SPl SN PG El 
KETRFIRGPKTPAPVMDLGRQI* 
SLGV 



3375 

BNSDOCID: <VIO 017S067A3_IA> 



wo 01/075067 PCT/USO 1/08631 



SEO in 

NO: 


SKQ lO NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSiN 
09/540,217 


Nucleotide 
Ittcation of first 
codon for peptide 
sequence 


Nucleotide location oriast 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkn<)\vn, 
*=Stop codon, /==possible nucleotide 
deletion, \-possible nucleotide insertion) 


25279 


55647 


A 


25417 


2 


4574 


WDVLGAVIGTECGTIESGLSMV 

FLKDGERKLCTPSMDTTGYGN 

LRFYFVMAKWIYIPENVVKGR 

KEHLVLDFTWCMVHRGICDPG 

NSHENDIILYAKIEGRKEHITLD 

TLSYSS/L/SSLYWPVMSQILFW 

QRTVH*TWL\QL*DGIPDIPNVY 

F*KLWQFQALLLP*LLLYPWC* 

SQLWLWCLGQW*GPGFQQRW 

AASANY1FP*QLTIQNNLRRTTR 

♦CKAVWNSVQMVATVSFFPER 

RCMGY**DYHDICA 


25280 


55648 


A 


25418 


1 


363 




25281 


55649 


A 


25419 


1 


301 




25282 


55650 


A 


25420 


2 


309 




25283 


55651 


A 


25421 


3 


512 


YIGPSCLKFCSGRGQCTRHGCN\ 

CEMASQTFPMFISESFGSSRLSS 

YHNFYSIRGAEVSFGCGVLASG 

KALVFNKDGRRQLITSFLDSSQ 

SRIISVELPGDAKQFGIQFRWW 

QPYHSSQREDVWAIDEIIMTSV 

LFNSISLDFTNLVEVTQSLGFYL 

GNVQPYCGHDWTL 


25284 


55652 


A 


25422 


2 


878 




25285 


55653 


A 


25423 


1 


750 




25286 


55654 


A 


25424 


1 


1404 





BNSDOCID: <WO 0175067A3_IA> 



3376 



wo ()l/(»75(t67 PCT/LS(M/08631 



SEQID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hoil 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


NuclcotidL' location of his 
codon for last amino acid 
of peptide sequence 


\ Amino acid sequence ( \=Unkno\vn« 
*=Stop codon, /=possible nucleotide 
deletion, \=po5$ible nucleotide insertion) 


25287 


55655 


A 


25425 


1 


2506 


GCSRLLVTVDLNLTNAEFIQFY 

FMYGCLITPNNRNQGVLLEYSV 

NGGITWNLLMEIFYDQYSKPGF 

VNILLPPDAKEIATRFRWWQPR 

HDGLDQNDWAIDNVLISGSAD 

QRTVMLDTFSSAPVPQHERSPA 

DAGPVGRIAFDMFMEDKTSVN 

EHWLFHDDCTVERFCDSPDGV 

MLCGSHDGREVYAVTHDLTPT 

EGWIMQFKISVGCKVSEKIAQN 

QIHVQYSTDFGVSWNYLVPQC 

LPADPKCSGSVSQPSVFFPTKG 

WKRITYPLPESLVGNPVRFRFY 

QKYSDMQWAIDNFYLGPGCLD 

NCRGHGDCLREQCICDPGYSGP 

NCYLTHTLKTFLKERFDSEEIKP 

DLWMSLEGGSTCTECGILAEDT 

A L YFGG ST VRQ A VTQDL DLRG 

AKHDYILLPEDALTNTTRLRW 

WQPFVISNGIVVSGVERAQWA 

LDNILIGGAEINPSQLVDTFDDE 

GTSHEENWSFYPNAVRTAGFC 

GNPSFHL Y WPN KKKDKTHN A L 

SSRELIIQPGYMMQFKPFGFCRS 

DSWQLVQTQCLPSSSNSIGCSPF 

QFHEATIYNSVNSSSWKRITIQL 

PDHVSSSATQFRWIQKGEETEK 

QSWVAIDHVYIGEACPKLCSGH 

GYCTTGAICICDESFQGDDCSV 

FSHDLPSYIKDNFESARVTEAN 

WETIQGGViGSGCGQLARYAH 

GDSLYFNGCQIKRAATKPLXDL 


25288 


55656 


A 


25426 


146 


10561 


GGGGGGGGGGMERSGWARQT 

FLLALLLGATLRARAAAGYYP 

RFSPFFFLCTHHGELEGDGEQG 

EVLISLHIAGNPTYYVPGQEYH 

VTISTSTFFDGLLVTGLYTSTSV 

QASQSIGGSSAFGFGIMSDHQF 

GNQFMCSVVASHVSHLPTTNLS 

FIWIAPPAGTGCVMFMATATHR 

GQVIFKDALAQQLCEQGAPTD 

VTVHPHLAEIHSDSIILRDDFDS 

YHQLQLNPNIWVECNNCETGE 

QCGAIMHGNAVTFCEP 


25289 


55657 


A 


25427 


I 


296 





BNSDOCID: <WO 0175067A3JA> 



3377 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=pos$ible nucleotide 
deletion, \=possible nucleotide insertion) 


25290 


55658 


A 


25428 


1 


557 


MARSLGVLVALPFPLPVGFNAE 

EAHNIVKEFSPGKSHPRESLSQQ 

RETLVQAGAFHWFGWRGKEK 

LKPKFNTFGRLPNEMLEQWLSP 

TNQC V DG V/L KG GED\ YN HKN 1 

NQWTASIVEQSLVTHLVFCLGKA 

YKYIVTCAVVQKSAYGFHTASS 

CFWDTTSDGTCTVRL/WENRT 

MNXCIVNVFCHCLFVL 


25291 


55659 


A 


25429 


178 


2270 


VRRLFCVQTGGSPVGRGSLHHL 

WL V FSH VLSLLCSPCLL A PG M 

WGFHDRDLVLRXALYTMMRT 

GAEREALICRRWRWQOTQQNK 

ESGLVYTEEEWEREWTELLKL 

ASSEPRTHFSKNGGTGGGHLPP 

EGKPLHGCSSLLRSGKGGHVK 

AEPSRLQQSQAKPPLTSQIRALH 

FPIPSQINEKPGAGHWSAKLHFP 

YWQLGEAGEEEGSSPPDIMRCL 

LTCLSVPSTAVIPLTDSEHKLLP 

LHFAVDPGKDWEWGKDDNDN 

ARLAHLILSLEAKLNLLHSYMN 

VTWIRIPSETRAPLAQPESPTAS 

AGEDVQSLADSLDSDRDSVCS 

NSNSNNGKNGKDKEKEKQRKE 

KDKTRADSVANKLGSFSKTLGI 

KLKKNMGGLGGLVHGKMGRA 

NSANGKNGDSAERGKEKKAKS 

RKGSKEESGASASTSPSEKTTPS 

PTDKAAGASPAEKGGGPRGDA 

WK YSTD VKLSLNILRA AMQG E 

RKFIFAGLLLTSHRHQFHEEMIG 

YYLTSAQERFSAEQEQRRRDA 

ATAAAAAA\PPPPPRP/ERPPRRP 

ETEGVPVPERASPGPPTQLVLK 

LKERPSPGPAAGRAARAAAGG 

TA/CPGGRRAACERQRTSAWPQ 

PPGASAPERHPRAGVGRAGRG 

VRAGRGGAAAVRHVPAAEPLA 

VVAELQPGARRRPAHRQHGRV 

AGARGARGPTGRGGDRGGGRA 



3378 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USS^' 
09/540,217 


Nucleotide 
locnrion of first 
cod on for peptide 
sequence 


Nucleotide locntion of last 
codon fur lust amino ncid 
of peptide sequence 


Amino ;icid sequence ( \=Unkno\vn, 
*=Stop codon, /==possible nucleotide 
deletion, \-possible nucleotide insertion) 


25292 


55660 


A 


25430 


404 


1116 


SLGPLMLSGQKLQTSYTMEYY 

AAIKR/DKIVSLVGTWLELEAHL 

KKLMQEQKTKYHMFLLDSLSH 

GMQQAERVLIADGTMLLSAQY 

QFENNLLVPILRVSFRKSLQRXE 

EPGRKAKKSQTSGEGIKKRRFW 

FFWT^TFPVAi <s^nr;\x/vp A krr:cp 

r c w rvct^ V /ALoov^o w i L2»/\i^ijoti 
RPEKGHLGLLRAESFQDLRTAL 
ISKPYFSVPGKVGPAIKCPETLP 
ELKTYPQYGVTLGEPVRNEQQ 


25293 


55661 


A 


25432 


1571 


1 / 


KCAGAEFQDGSAMPLPSRTCPH 

CPLAL 


25294 


55662 


B 


25433 


69 


1 160 




25295 


55663 


A 


25434 


14 


437 


LQTSHPYPTTSKC/PPP/CEKPSP 

T^l /r'*RR<sAPHI OPPP 


25296 


55664 


A 


25435 


782 


997 


MMLCQLQRPV/CGSHSCSRG/C 
PPAQ/CPSPVPVPSPQSAFPVPQS 
PSSTCPNPSHPIHPIPMVPSSWSG 
HWDSK 


25297 


55665 


A 


25436 


1117 


1815 


GDAHTEQCLQNLYPRGSRPPLP 

LESHPSSSKHSPKACPTGRS/CG 

P WK/CPG PE VRP*PPPSCTR* DP 

HFRGLLEGLLEPRHVTCLALCG 

PQRVLYWPVYHERLGEGWDW 

CPSSWPGA 



3379 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coJon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=$top codon, /=po$siblc nucleotide 
deletion, X^possible nucleotide insertion) 


25298 


55666 


A 


25437 


126! 


2757 


ALGKDEKSQGPPIQTGGLGPRL 

FRJLPSSQGQERRFAAAKAPSSL 

VPHNGSPLSCWRGLREEGCLSL 

ATL WTPCG VG SG V P A A PPS A W 

CDLGiCLLVCWRGQNRGPRSTQ 

TDVRRHEARSRQRRRKCVAAP 

VAPRSRRWRCPAALAAPAVAV 

PVVFALIFLLGTVGNGLVLAVL 

LQPGPSAWQEPGSTTDLFILNL 

AVADLCFILCCVPFQATIYTLD 

AWLFGALVCKAVHLLIYLTMY 

ASSFTLAAVSVDRCAVPGNHPL 

GRAVGAGVGGGVLNVGLVWL 

LAALFSAPYLSYYGTVRYGALE 

LCVPAWEDARRRALDVATFAA 

GYLLPVAVVSLAYGRTLRFLW 

AAVGPAGAAAAEARRRATGRA 

GRAMLAVAALYALCWGPHHA 

LILCFWYGRFAFSPATYACRLA 

SHCLAYANSCLNPLVYALASR 

HFRARFRRLWPCGRRRRHRAR 

RALRRVRPASSGPPGCPGDARP 

SGRLLAGGGQGPEPREGPVHG 

GEAARGPE 


25299 


55667 


A 


25438 


1 


1624 


MKDKSKTLGLEASIFRNNWKC 

KSIFEG LKGHQEG Y FSQM 11 S Y E 

KIPSYRKSKSLTPHQRIFTNTEKS 

YVCKECGKACSHGSKLVQHER 

THTAEKHFECKECGKNYLSAY 

QLNVHQRFHTGEKPYECKECG 

KTFSWGSSLVKHERIHTGEKPY 

ECKECGKAFSRGYHLTQHQKIH 

TGVKSYKCKECGKAFFWGSSL 

AKHEIIHTGEKPYKCKECGKAF 

SRGYQLTQHQKIHTGKKPYEC 

KICGKAFCWGYQLTRHQIFHTG 

EKPYECKECGKAFNCGSSLIQH 

ERIHTGEKPYECKECGKAFSRG 

YHLSQHQKIHTGEKPFECKECG 

KAFSWGSSLVKHERVHTGEKS 

HECKECGKTFCSGYQLTRHQV 

FHTGEKPYECKECGKAFNCGSS 

LVQHERIHTGEKPYE\CKECGK 

GFSXGGYHLTQHQKIHTGEKPF 

KCKE\CGKAFSWGSSLVKHERV 

HTNEKSYECKDCGKAFGSGYQ 

LSVHQRFHTGEKLYQRKEFGK 

TFTHGSKLVHERTHSNDKPYK 

YNECGEAFLWTTYSNEKIDTDE 



3380 



BNSCXXSIO: <WO ^017S067A3JA> 



wo 



01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peplide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn» 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25300 


55668 


A 


25439 


32 


447 


VLGGSMMFREGQRGNRQKGP 
KKRRNLALSSALLASTAXPAGG 

WAPV^PI OHHR^ni RAnVQIQQ 

FLQMFAP*VQGAARAQPAPGA 
AVPRGSGRQGGPRAVDLHGFR 
VGWNRLRAASM 


25301 


55669 


A 


25440 


I 


858 




25302 


55670 


A 


25441 


147 


1088 


SRTTYKGKSSFQTYSDYLRWES 

FLQQQLQALPEGSVLRRGFQTC 

EHWKQIFMEIVGVQSALCGLVL 

SLLl C V A A V A VFTTH 1 LLLLP VL 

LSILGIVCLVVTIMYWSGWEMG 

AVEAISLSILVGSSVDYCVHLVE 

GYLLAGENLPPHQAEDARTQR 

QWRTLEAVRHVGVAIVSSALT 

TVIATVPLFFCIIAPFAKFGKIVA 

I.NTGVSII YTI TV^iTAI 1 r;TlV4AP 

M^i^ J VJ V i31 L/I 11^1 Vol /\I^L.VJ JlVI/Vl^ 

SSFTRTRTS/CPQGPGCRAAGRG 
PGAGCLPRAPAERL*DSPARRG 
LPI A RDG L WTL APL VP WVG DR 
SCFPARLQLAVSPGLGPGRPAG 


25303 


55671 


A 


25442 


1 


1596 


MGVSVRVDCGCARASEFLGRP 

RGAVRGADPGSGLTETCAQSR 

TWARARSKGGFRLTLNFYGPR 

YPSEGTSRGQRSEALPFLDIQHP 

TPLGRPRMLQSRGEMVRSWGP 

VVEGKLGFCPPLTVFPGGLRGP 

HPGLAGERENFARGAKQEACL 

LQGPGDAGLTHPCPATGYFPEA 

SCTSRSIRMFINSQERQLADMSL 

FIADSWLCYSGIICWKSLEHQR 

GASLSCVYMEGKGGNIWMKAS 

NVLPLCQMLPTSGHSKSDLFGG 

LAVEKQMRQDHHILLHDRSGF 

QLAVTSPLLTRLGKGHIIQVPV 

YVLDAPSRWLGGLRLFRDSSCG 

LVLSLLICVAAVAVFTTHILLLL 

PVLLSILGIVCLVVTIMYWSGW 

EMGAVEAISLSILVGSSVDYCV 

HLVEGYLLAGENLPPHQAEDA 

RTQRQ WRTLEA VRH VG V A I VS 

SALTTVIATVPLFFCIIAPFAKFG 

KIVALNTGVSfLYTLTVSTALLG 

IMAPSSFTRTRTS/CPQGPGCRA 

AGRGPGAGCLPRAPAERL*DSP 



BNSDOCID: <WO 0175067A3_IA> 



3381 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25304 


55672 


A 


25443 


I 


2355 


MDHPGFREFCWTCPHEVLKDLP 

LGSYSYCSPPSSLMTYFFPTERG 

GKIYYDGMGQDLADIRGSLEL 

AMTHPEFYWYVDEGLSADNLK 

SSLLRSEILFGAPLPNYYSVDDR 

WEEQRAKFQSFVVTYVAMLAK 

QSTSKVQVLYGGTDLFDYEVR 

RTFNNDMLLAFISSSCIAALVYI 

LTSCSVFLSFFGIASIGLSCLVAL 

FLYHVVFGIQYLGILNGVAAFV 

I VG IG VDDVF VFINT YRQATHL 

EDPQLRMIHTVQTAGKATFFTS 

LTTAAAYAANVFSQIPAVHDFG 

LFMSLIVSCCWLAVLVTMPAA 

LGLWSLYLAPLESSCQTSCHQN 

CSRKTSLHFPGDVFAAPEQVGG 

SPAQGPIPYLDDDIPLLEVEEEP 

VSLELGDVSLVSVSPEGLQPAS 

NTGSRGHLIVQLQELLHHWVL 

WSAVKSRWVIVGLFVSILILSLV 

FASRLRXSASRAPLLFRPDTNIQ 

VLLDLKYMLSAEGISCITCSGLF 

QEKPHSLQNNIRTSLEKKRRGS 

GVPWASRPEATLQDFPGTVYIS 

KVKSQGHPAVYRLSLNASLPAP 

WQAVSPGDGEVPSFQVYRAPF 

GNFTKKLTACMSTVGLLQAAS 

PSRKWMLTTLACDAKRGWKF 

DFSFYVATKEQQHTRKLYFAQS 

HKPPFHGRVCMAPPGCLLSSSP 

DGPTKGFFFVPSEKVPKARLSA 

TFGFNPCVNTGCGKPAVRPLVD 



3382 

BNSDCXIO: <WO_017S0e7A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst nniino acid 
of peptide sequence 


Amino ncid sequence ( X^^Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \-possible nucleotide insertion) 


25305 


55673 


A 


25444 


I 


1737 


MLYAAECLRNVMKLQVIPSAL 

NEALQAQSTWSDLGLASHALS 

STWCLHGESAAWSQPAVVECG 

QPRDQLQTHSEAWLCALVATF 

SQELEQFAVTGAQISDRQGHAV 

CTAPPRGRPSTLMTNLVCASSA 

DECG GG KTETQTAGG RLQG AE 

TRSRGQLTRLITRTQAAEPRWF 

LQLLKRSANRSRALTRPFSGLSS 

DGARRLRLSFVSAVSSADTKPT 

VPVSSDSSGRDGCGETRAEAGP 

GGPHVAQPQRVAPPAAAARDF 

RKPRGLNRQNVSP/PGPGEQGP 

G/PRPQKPAGRAP\PEPQGEPGL 

GLFPR\GRPPRSFPGSPADPAAS 

VSHTQGPSPDTGLPGTCQNRLP 

NPAAVDEQTCTRGSLNCRLSRS 

PRVSERRG PEGTPGRRPAAPPQ 

CAGTRGLSPRADLGAAIRTPRA 

PYRPHGQGRPSRHNCDSVSSQG 

WPPHSCWWKTTSNGMPWKAS 

FCSRTAQPANQNTGNHERGLRS 

VAMFGDRASREATPALSLCESQ 

GCFEDEKEVFSPEPHVETSDEPL 

PICSGPGDGWGDPIARPGRGNN 

LSPGTSAWEVPRWIRVTGEDW 

LSTGPAECVFINDLTT 



BNSIXX;!D: <WO ^01 75067 A3JA> 



3383 



wo »IA>75067 



PCT/USOl/08631 



st:Q ii> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


Sf:0 ll> NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codoii for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \»possible nucleotide insertion) 


25306 


55674 


A 


25445 


2 


1642 


LLSSISAWFGPPASTPAFTMSIR 

VTQKSYKVSXTSCPRAFSTRSYT 

SRPGSRISSSSFSRVGSSNFRGDL 

GGGYGGASGXMGGITAVTVNQ 

SLLSPLVPEVDPNIQAVRTQEKE 

Q1KTLNNKFASFI\DEVGFLEQQ 

NKMLGTKWSLLDQQKTAVRSN 

MDNMFESYINNLRRQLETLGQ 

EKLKLEAELGNMQPLVEDFKN 

KYEDEINKRTEMENEFVLIKKD 

ADEASMNKVELGSRLEGLTDEI 

NFLMQLYEEEIRELQSQISDTSV 

VLSMDKSRSLDMDSIIAEFKAQ 

YEDIANRSRAEAESMFQIMYEE 

LQSLAGKHGDDLRRTKTEISEM 

NRNISR\LQAEIEGLKGQR\ASL 

GGRPLQDAE\QRGKSWPIK\DA 

NAKVLSEAGSPPLQAGPKQDMG 

R\QLREY\QKLMNVKAGPWTIE\ 

!ATYQESCLEGEEEPGWSLGCQ 

NMSI\HT\KTTORGYAGRPEPPP 

MGGFTSPXGFSYKPGAPGFGSG 

AGSXSSFNRHQLSPGAVVVKKIE 

TRDGKLVSESXSNVLPKVKQLR 

QPLPSLPLLRCPRGLGKEAPYP 


25307 


55675 


A 


25446 




1280 


MAYLCNAICMTHMVTLDPVDQ 

ALPGATTATSVPGPQCDASCM 

MLFAVVPFNGIALAAtQGAQS 

MLPPRVQGSLSSKPSTRRGRDA 

PGLQVSQAPPPRRGFAVGRRYS 

PPALAPGRCAAPHGGGRKELPT 

RRPGHGMAPKFPDSVEELRAA\ 

GSESFRNGQYAEASALYGRAL 

RVLQAQGSSDPEEESVLYSNRA 

ACHLKDGNCRDCITDCTSALAL 

GPFSIKPLLRRASAYEALEKYP 

MAYVDYKTVLQIDDNVTSAVE 

GINRGPGLKEDTTQKRWNSLPS 

ENHKEMAKSKSKETTATKNRV 

PSAGDVEKARVLKEEGNELVK 

KGNHKKAIEKYSESLLCSNLES 

ATYSNRALCYLVLKQYTEAVK 

DCTEALKLDGKNVKAFYRRAQ 

AHKALKDY KSSF ADISNLLQl EP 

RNGPAQKLRQEVKQNLH 



3384 

BNSCXXID: •5WO_017S067A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SEO ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'^=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


25308 


55676 


A 


25447 


1 


1297 


MHLLSAYFVPGSMLVGSGYM 

MVNITDVSPPSWSFLCSMLITTT 

QGAQSMLPPRVQGSLSSKPSTR 

RGRDAPGLQVSQAPPPRRGFAV 

GRRYSPPALAPGRCAAPHGGG 

RKELPTRRPGHGMAPKFPDSVE 

ELRAAGNESFRNGQYAEASAL 

YGCALRVLQAQGSSDPEEESVL 

YSNRAACHLKDGNCRDCIKDC 

TSALALVPFSIKPLLRRASAYEA 

LEKYPMAYVDYKTVLQIDDNV 

TSAVEGINRMTRALMDSUGPE 

W/RALKLPSFPLVPVSAQKRWN 

FLPSENHKEMAKSKSKETTATK 

NRVPSAGDVEKARVLKEEGNE 

L« V lvJs.vJiNrlJS.IAlillS. I oCioLrH^oiN 

LESATYSNRALCYLVLKQYTEA 

VKDCTEALKLDGKNVKAFYRR 

AQAHKALKDYKSSFAD1\SNLL 

Q1EPR\NGPAQEVAGREVKQNL 


25309 


55677 


A 


25448 


3 


491 


GITFTHSPAATGGGAQRVRRRD 
PPPGVQLRNMAQETNHSQVPM 
LCSTGCGFYGNPRTNGMCSVC 

SSLSESLPVQCTDGSVPEAQSAL 
DSTSSSMQPSPVSNQSLLSESV\ 
ASSQLGQYICGTKAVPETEDVQ 
ASVSDTAHV 


25310 


55678 


A 


25449 


1 


860 


HLLLLAIDYNLPIAGVLMESQY 

LGASPKRLVIPNLYAHRKSLAT 

LEPYAPRRPMPIARRYAIPYMS 

HHNGYIGDVYYRLTVEEKKSSF 

lARRSlLTTEFTIRRTKKVPVPS! 

NMSSASPLEDESRPSAGVQLRK 

GRYRLLRDRYRPGCNSVGESPR 

KSSFSDDIMATESRESIFAEEPR 

SQLDSTSVDKAVPETEDVQDSL 
NASPTKQQCG/DVQTVDLYSNN 
KELFAQKCYRHRYISRLKKCCL 
CHELVPRDTIKSPESLSVGS 


2531 1 


55679 


A 


25450 


880 




*PGCSARRTCASAAPLSTCPPSS 
CAAPPPAPAAVPSTPRPTSPSPW 
AAPASPSRRRTQTASTPASTNR 
APSSC W A PTTRPLAP 


25312 


55680 


A 


25451 


254 


579 


lEKISLEPKNRPSPOlPNLVGP/R 

LFLVPGDFQSQVPNFLPFKPSSG 

PHPAAGKGQPFSFLPAWRSTGP 

ERATPGPGRPAACSALEAPSLR 

GPSGYSAQEPPRRPISARI 



3385 



BNSDOCID: <WO ^0175067A3JA> 



wo (H/075067 



PCT/US01/0S631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
locutiun of first 
codon for peptide 

sequence 


iS'iicleotide Inc^ition of i:ist 
cudon for last nniino acid 
of peptide sequence 


Amino :tcid sequence ( X=lJnknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, X'spossible nucleotide insertion) 


25313 


55681 


A 


25452 


6 


1442 


RSELfRHSWPRHAQLRGARART 

AVSIRECISVHVGQAGVQIGNA 

CWELFCLEHGIQADGTFDAQAS 

KINDDDSFTTFFSETGNGKHVP 

RAAMIDLEPTVVDEVRAGTYR 

QLFHPEQLITGKEDAANMYAPG 

PPTPGGKESIDLVXLDRIRKLTD 

ACSGLQGFLIFHSFGGGTGSGFT 

SLLMERLSLDYGKKSKLEFAIY 

PAPQVSTAVVEPYNSILTTHTTL 

EHSDCAFMVDNEAIYDICRRNL 

DIERPTYTNLNRLISQIVSSITAS 

L RFDG A LN V DLTE FQTN L V P Y P 

RIHFPLVTYAPIISAEKAYHEQL 

SVAEITSSCFEPNSQMVKCDPR 

HGKYMAXCCMLYRGDVVPKD 

VNVAIAAIKTKRTIQFVDWCPT 

GFXKVGINYQPPTVVPGGDLAP 

VQRAVCMLSNTTAIAEAWARLX 

DHKFDLMYAKRAFWHWYVGR 

GDWKKGEFSEAREDLAALEICD 

YEEVGVDSVEAEAEEGEEY 


25314 


55682 


A 


25453 


3 


618 


SSAGREPDPSDLPRRLCFTHRLP 

AARRWVQLCVHASPEPGGQGV 

CPGRSERMVIRVFIASSSGFVAI 

KKKQQDVVRFLEANKIEFEEVD 

ITMSEEQRQWMYKNVPPDKKP 

TQGNPLPPQIFXNGDRYCGLLVS 

fsviciknpnwhnlflLipwsgi 
npyceqdssfsenvgdeilkns 
gvprdftsiliqkerksekvkg 

VDQGHR 


25315 


55683 


A 


25454 


3 


424 


swtmaatiqamerkiesqaah 
llslegqtgma*s*gtppccpg 

AAAGSRSSCCAAGSPRSPAASA 
AARTPAAGSPARPTCPPAGSRT 
PRLSSRNQPASSRPSRFDLLGKA 
GEQPAIQSSSPWPESW1.PSSTK 


25316 


55684 


A 


25456 


268 


445 




AD J 1 / 




\ 


9S4S7 


•I 


205 




AjJ 1 o 




A 
r\ 




97 


272 


AKCSGQGPGRVRAQGERADHE 
CPGAGAGGGGCNSAASAREES 
SRLISGXSLQMQNVSLASRRKEE 
EVRAAAAGGAAAGRPRV 


25319 


55687 


A 


25459 


1 


253 




25320 


55688 


A 


25460 


2145 


2399 





3386 

BNSDOCID: <WO 017S067A3JA> 



wo 01/075067 



PCT/US01/0S63I 



SEQ ll> 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
tioci 


SKO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
cod4>n for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Srop codon, /^possible nucleiitidc 
deletion, \=possible nucleotide inscrricMO 


2532 J 


55689 


A 


25461 


174 


1309 


HLLCCRAQRRPQTPPAARGI.nA 

CSEGALKMPEAPPXLLLAAVLL 

GLVLLVVLLLLLRHWGWGLCL 

IGWNEFILQPIHNLLMGD IKtQ 

RIXLNHVLAACGSPGNAQSVI.G 

GHLTPNCEQKEW/APLNVGDK 

KGQDSWDALISREQPALPCl.l.G 

NLGAYFGLLQLLRMAR\LLVNQ 

GAR1.IHHSRFNPDLCPPSPKRM\ 

VDFAGVKDKALFQVTLWCGAS 

PETFHPPSLKKKYDVGHN W r\V 

VFLDHWKDRYL\PDTLLLE\EC 

GXLLPEGGQLLLAEQRLSSPCiAP 

\LJr L,\/\rl V oiVLlr /\<^rkJ\v- I \r1 Y l^l 

VPWKYREWVDGLGRRPIWKG 
P\GSEAGALTAPPRPPSRALSPK 
PGTEGARPWLLLTLVRLRACVL 
NAKSHARAESLRA 


25322 


55690 


A 


25462 


2470 


3460 


SG PCPRCC A ECRP YKTR l»RSR V 

PGTHGPGPADHGQPPCCMAGA 

HPPRPQAWMLLQTHSODCLGK 

VGCGGIFCPCYHHCKH1 1 ill 11 H 

HHPHHHHYHYHHHNHHQHHH 

HHHHHHYHHYHSHYHHYHHH 

HLHHHXHHHHHHP YPH H Y H H H 

RGQDHHPHPH H H H/H H 1! Y 1 1 1 1 1 1 

HYHHHYHPHHHPHHHHQPQM 

HHHQHYHHHYHHHHPHMPHH 

PHHHHHYHYHHHHHHHN'M IPY 

PI-II-IVI-II-II-II4I-I14I-II4I4DI-IDI 111 III 1/ 

HHHYHHHPHHNHYHHHHI IPU 
HHHRPHHHHRHQHPHM Yl il II 1 
HPHPCHHHRLHHH HRHHHYHH 
TSSVQGPGSQPAGASLPGQACR 


25323 


55691 


A 


25463 


1 


407 


DAERQEALGIVRRIGTDTEAAT 

EPAGATVPAAAAAARIGTVGP 

QPPAMPRRKRNAGSSSDGTEDS 

DFSTDLEHTDSSESDGTSRRSA 

RVTRSSARLSQSSSRJSRSCSKS 

GSLLALRSLLTLPEE*PVV.SSSL 



3387 

BNSDOCID: <WO O175067A3JA> 



wo (M/(»75(>67 



PCT/USOl/08631 



SKQ in 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hiMl 


SEO ID NO: 
in LISSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide loculioii of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=ljnkno\vn» 
*=Stop codon, /=possiblc nucleotide 
deletion«\=possible nucleotide insertion) 


25324 


55692 


A 


25464 


-> 


2539 


RILYIPDGHRAPGASQSGNWEH 

PLLLLEPGNLASSPSMSLAYPHP 

CGLTIHQEHRRAHEELAYTPND 

RASSTGHPAFIEDGNPSPVLAFA 

ASPRPNDSYILKREPPESCEKER 

VFEEATl'RGKYGEGAKQETFTF 

ALTLVFIQCVINAVFAKILIQFF 

DTARVDRTRSWLYAACSISYLG 

AMVSSNSALQFVNYPTQVLGK 

SCKPIPVMLLGVTLLKKKYPLA 

KYLCVLLIVAGVALFMYKPKK 

VVGIEEHTVGYGELLLLLSLTL 

DG LTG V SQ DH MRA H YQTG SN 

HMMLNIMLWSTLLLGMAVSCP 

DQGPELVPRCPFVQALEKPSWK 

N LHQQDLF ATC Y WHN EGESC V 

SCHG KTLSSKTQG G 1 LFTGEL W 

EFLSFAERYPAHYNILLFGLTSA 

LGQSFIFMTVVYFGPLTCSIITTT 

RKFFTILASVILFANPISPMQWV 

GTVLVFLGSTQIILDNLKILNTS 

AKTLLYKTPLSWQELEGERASS 

CAHKRSASWGSTDHRKEISKLK 

QQLQRTKLSRSGKEKJERGSPLL 

GDH/VSAGSTEGVPS/RASPQGP 

LSCDSAPACTA^SLEGLNQELEE 

VFVKEQGEEELLRILDIPDGHR 

APAPPQSGSCDHPLLLLEPGNL 

ASSPSMSLASPQPCGLASHEEH 

RGAAEELASTPNDKASSPGHPA 

FLEDGSPSPVLAFAASPRPNHSY 

IFKREPPEGCEKVRVFEEATHQ 


25325 


55693 


A 


25465 


845 


1316 


LSLGDSAQCLLPHASWCQVAG 

HPAFLEDGSPSPVLAFAASPRPN 

HSYIFKRJEPPEGCEKVRVFEEAT 

S/RRVLTGPFLTSCPDK\NKVHF 

QP\TGSAFCPVNLMKPLFPGMG 

FIFRNCPSN PG ISSSPGQPQATTS 

EGSGSLQGLPTAIRAMAAHPYH 

Q 



3388 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25326 


55694 


A 


25466 


1077 


1506 


CDACGRRCRTCRTFCLGLQPAG 

LDGHHHRHPDCWFPWSPRHR* 

GMIIDVFSRYSGSEGSTQTLTKG 

ELKVLMEKELPGFLQILTNEDE 

PLVTIPFLSHSCSLAYLLTTSGN 

RVNALLKWLLKLGERWQMTE 

EGIKGQRSGHGPEQAENPLGDS 

VPQDTTKDVPLTQHRLHQGLE 

AGVPKTSVPARPGLPVPALQHA 

QIPGPCERALLHCHNGPQRLQH 

SLQGEEQRETHLRGQDWPCTL 

QMRTLKREVHALPGGRAGGAA 

REGLGASICETGEHQMTNFQVP 

RWPPCFPGQAGPVLGTGTRHG 

LDLLSGRPGTVRKGSSVARIMK 

EEVTVTKQSAADLRHTGQGPT 

CCVLSGGRCGSQACSRRPFSLL 

LGDESEPHGRGPFAAALHHRR 

NPLNDVMLVGDDAGPAGHFAS 

VYNPLAWTVTTIVTLTVGFPGV 

RVTHFAGUPVP^nv^sniORr"! O 

GMK APPVTVTV^HFkTP.^ir'I PA 

\jivirv.r\r i V I V I v 0VJJ3«IWJij\_/l_<V.^/\ 

SCVLCLEHPYFPLVPWLPPVFR 
DSVIPSSTSPQEAVLADVGFRN 
NVPQRAQLKPQKQILTPF 


25327 


55695 


B 


25467 


31 


783 




25328 


55696 


A 


25468 


846 


1392 


PDPAAHRFGHPTLHPGSLRTSS 

GAGTWYQNPQHHNDHDYYHH 

HHHHDDHHYHYHHHHHHHHH 

HHYHHHHHHHHHHHHHHHHH 

HHHQHHHHHHHHYHHHHHHH 

HHHHHHHHHI4HH1-rr>nMI4l4MM 
iiiiiiinitinn nil noil Jill ij n 

HHHHHHHHHHHH/HF/HHHDH 

HHHHHHHDHHHHHHHHHHHH 

HHHHHHHHHHHHHDHHHHHH 

YP 


25329 


55697 


A 


25469 


181 


412 


LRSDQQTRKFVSRSSGACSPPTT 
TELSWPPSLLPSL*FHSPSSQP* 
MN HS A STTSPLPSFITERESl L AT 
EWDTARN 



BNSDOCID: <WO 0175067A3JA> 



3389 



wo ()l/075067 



PCT/USO 1/0863 1 



SEQ Il> 

NO: 


SKQII>NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequeuce 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \==possible nucleotide insertion) 


25330 


55698 


A 


25470 




848 


MPSLNTIVSPLGSPHTSLIPPML 

LSANLPFDTTIMIKLQTACSAPI 

HNLQRPCGENLRTSTFVRRLDR 

NLVKSPQPGGGGQPSRQWEAR 

G AEPQG RRDPSE VQ/RPAG RGF 

GRISRAPRKPSRAPTPTQGLGPP 

LGAGGQGSLASCRPARKNARPP 

TRAAAHSAHPHSHWHSHARPQ 

POSPSAAGOSGDPWPPARVPPP 

PLLRL PQ RRT AG RTF V DA PA RG 

IFTLSLSSSHSKSSGKHRGARKT 

PEM WPLFRGSLSKLSRRRK VSP 

SAALHWT^RRTQKRLCC 


25331 


55699 


A 


25471 


92 


1083 


TMRTHGHRKGNITPWGLSGVG 

GL/ETGRALGEIPNVDEGLMGVI 

AAVAIVLVSLLFVMLRYMYRH 

KGTYHTNEAKGTEFAESADAA 

LQQRERALDSSRDSHLETLGAC 

PGRNGGGLALQEATPRDPGRR 

WPPQRPPFAPRRWEKIWAHGPL 

GSAGQHQLTGRKVLVEGLGCI 

CMAHTDLQNTSVAKMAINRPN 

EYAQVSLENDVSCKVKAVQAP 

QRLHWPSVDADTGGRGAVHIA 

FPKH VEPETPF A HTl PA RN S WT 

KWSSEHILETLSPQKPALPWAP 

RQQGRPLGLTAPISKRLGPGDG 

PEGEAGERLAQAHFINTRPPST 

GPPGTPAAD 


25332 


55700 


A 


25472 


73 


424 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASACTTMHTTTIAEPDPG 

MSGWPDGRMETSSPTIMDIVVI 

*CAIAAEAIVLVSLLFVMLRYM 

YRHMGTYHTNEAKGTGVADS 

ADACPAGDPA 


25333 


55701 


A 


25473 


139 


546 


RPGMWSTRSPNSTAWPLSLEPD 

PGMASASTTMHNYHHCRSLIPG 

MXSGWPDGRMETSTPTIMDIVVI 

AGV1AAV\AIV\LVSLLFVMVAL 

TCNRA/HRGTYHTNEAKG\TEF 

AESADAALQG\DPAL\QDAGDS 

SRKVEYFI 


25334 


55702 


C 


25474 


142 


408 





3390 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075(»67 PCT/US<H/08631 



SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon lor peptide 
sequence 


iNucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=l)nknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25335 


55703 


A 


25475 


44 


727 


ARAGSRSRGLPFCGTAGPPPKA 
TLWGGLLRLGSLLSLSCLALSV 
LLLAQLSDAANNFEDVRCKCIC 
PPYKENSGHIYNKNISQKDCDC 
LHVVVDPMPVPGA\NVEAYCLR 
CECKYEE\RSS\STlKVTinYLSlL 

GLI 1 VI YMVVI Tl VPPTT VPPf P 
I ivi V I 1 o V c>ri ijivivivJUr 

GHAQLIQSDDDIGDHQPFGKCT 

RCASPLPQFEPTCWNKVEYAQ 

QALESFQVQEQRKSV\FDRACC 

PQLNLGN 


25336 


55704 


A 


25476 


11 


1323 


VVLLVSVNTEAEESEKAATEQR 

/PLEGTDQTLDVEEEQEESICAA 

ACGSKKRVVPGIVYLGHIPPHF 

QPLHVRNLLSAYG/RSPSHYDL 

WNLKYLHHFTWSHHSEHLAFE 

RQVC\HRQHLRVEVTQAKCETI 

FYLQSVEWGQCFLAVDGDLAH 

PDGSWTFAQRPTEQELRARKA 

AQPVGKVLNYYPTQLSLECEVP 

SQPMGTGHSHRGLCQDVKVIN 

VPVSFVWCALVAGLLVVVPPPP 

PQAPEAEVSDISLKRGLQREIEQ 

CRRDIQNFPFPCASEELASQLFP 

LMEVPQGRGTTGFMNAPLTTS 

EVRGLKKELKPLLDDPERVAEQ 

SICEERNMICRAAMGAWERDYP 
AGQNIPAADVTFPARDPQWNN 
NNAAHQKNMRDLQELIIKGFKE 
SAPRPQNLTKAFDEQQEKDEGP 


25337 


55705 


A 


25477 


1 


490 


GTSGTRPLVSVNMEAEESEKAX 
ATEQEPLEGTEQTLYAEEEQEE 
SEEAACGSKKRVVPGIVYLGHJ 
PPRFRPl HVRisii 1 <5A vnpvrspv 

* * inj Ajii V ivix l_.l_,0/A. T \J E. V vJ IV V 

FFQAEDRFVRRKKKAAAAAGG 
KKRSYT1CDYTEGWVEV\RDTR\ 
IAKRVA\AALLK*PMGARRRSP 
FRYDLWNLKYLHR 


25338 


55706 


A 


25478 


2 


574 





3391 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vnt 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25339 


55707 


A 


25479 


160 


1548 


KTSSQTLSLALTMFQRLNKMFV 

GEVSSSSNQEPEFNEKEDDEWI 

LVDFIDTCTGFSAEEEEEEEDIS 

EESPTEHPSVFSCLPASLECLAD 

TSDSCFLQFESCPMEESWFITPP 

PCFTAGGLTTIKVETSPMENLLI 

EHPSMSVYAVHNSCPGLSEATR 

GTDELHSPSSPSILPNKMLSVHV 

GTAIHNQAALCQSVESYWQCGI 

QLLTQFQSQSKLGQLLAATCKE 

LPGPKESRRTAKDLWEVVVQIC 

SVSSQHKRGNDGRVSLIKQRES 

TLGIMYRYVLEPLVLTIILSLFV 

KLHNVREDIVNDITAEHISIWPS 

SIPKKQMSSRTFMSQEETVCRA 

AHTPSLPEEKWVEQLIYALVVA 

AARIMAMWGPNAAWLVFLAA 

AGPPPLTPPHSPP/PPPPPPALGR 

WMGPPLRDS A SGLPRPPPG RISE 

DSGAWACGPALCPRPAIPSPAP 

ALRVPEALRLWGTCSV 


25340 


55708 


A 


25480 


1 


380 


FTSPKTARNWGWLMQVRNQR 

LVLGKAGGKKGSPLEORGGNG 

HHGGTRLICALV\LVS\MRPLAT 

FAEPQTETCTVAPRERQNCGFP/ 

GVSRPPQCANKGCCFDDTAVRG 

VPWCFYPNTIDVPPEEECEF 


25341 


55709 


A 


25481 


3 


2367 




25342 


55710 


A 


25482 


2 


1230 


WRRSRRRRPPAPQAGGGDFRA 

GISPPTGKKSLGLMEPQGNHYR 

CRCLQVAGSQAWARCVSMPEL 

VVQKVVGHP/LVLLSVVDHFNR 

IGKVGIQKCVIGLFWGSWQKK 

VLDVLNSFAVPFDEDDKDNSM 

WFLDHDYLENMYGMFKKVNA 

RERIVGWYHTGLKIHKNGITIN 

ELMKRYYPNSVLIIIDVIMPKDL 

GLPTEAYISVEEIQDDGTPTLKT 

FEHVTSEIGAESYLEKVATGKL 

RINHQIIYELQDVFNLLPDVSLQ 

EPIKAFYLRTNDQMVVVVLASL 

IHSVGLTDPFCWALHNLINNKI 

ANQDGDKKEGQEKKES/KKDR 

KADKGKDKDKEKSDVKKEQK 

NHCLKEKYRFRQDSLPDDPRVL 

GLELTPPVARQYSPQDLSEIPRH 

ADFRCDPAHFQLWWSQGETPS 



3392 

BNSDOCIO: <WO 017S0e7A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=possible nucleotide insertion) 


25343 


55711 


A 


25483 


3 


1042 


DRYCCRCLRVAGSQAWRAGC 

VAMPELAVQKVVVHPLVLLSV 

VDHFNRIGKVGNQKRVVGVLL 

GSWQKKVLDVSNSFAVPFDED 

DKDDSVWFLDHDYLENMYGM 

FKKVTsIARERIVGWYHTGPFCLH 

KNDIAINELMICRYCPNSVLVIID 

VKPKDLGLPTEAYISVEEVHDD 

GTPTSKTFEHVTSEIGAEEAEEV 

GVEHLLPDIKDTTVGTLSQRITN 

HVHGLKGLNSKLLDIRSYLEKV 

PDVSLQEFVKGFYLKTNDQMV 
VVYLASLIRSVVALHNLINMKI 
ANRDAEKICEGQEKEESKKDRK 
EDKEKDKDKEKSDVKKEEKKE 


25344 


55712 


A 


25484 


257 


1566 


GLEHLCNPRWPLLFLRAMDST 

VPSALELPQRLALNPRESPRSPE 

EEEPHLLS/SLAAVQTLANVIRP 

CYGPHGRQKFLVTMKGETVCT 

GCATAILRALELEHPAAWLLRE 

AAQTQAENSGDGTAFVVLLTE 

ALLEQAEQLLKFGLPRPQLR/EA 

Y ATATA/EEKQ VGQL/A A AG IN 

VAVVLGEVDEETLTLADKYGI 

VVIQARSRMEIIYLSEVLDTPLL 

PRLLPPQRPGKCQRVYRQELGD 

GLAVVFEWECTGTPALTVVLR 

GATTQGLRSAEQAVYHSIDAYF 

QPCQDPRLIPGAGATEMALAK 

MLSDKGSRLEGPNGPAFLAFAR 

ALKYLPKTLAENAGLAVSDVV 

AEMSGVHQGGNLLMGVGAEGl 

INVAQEGVWDTLIVKAQGFRA 

VAEVVLQLVTVDEIVVAKKSPT 

HQQIWNPDSKKTKKRPPPVEK 



BNSDOCID: <WO 0175067A3JA> 



3393 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25345 


55713 


A 


25485 


145 


1918 


PLEYFQRSVSGVPQLLFLEHLC 

NPRWPLLSLRAMDSTVPSALEL 

PQRLALNPRESPRSPEEEEPHLL 

SSLAAVQTLASVIRPCYGPHGR 

QKFLVTMKGETVCTGCATAILR 

ALELEHPAAWLLREAGQTQAE 

NSGDGTAFVVLLTEALLEQAEQ 

LLKAGLPRPQLREAYATATAEV 

L ATL PS LA IQSLG PLEDPS W ALH 

SVMNTHTLSPMDHLTKLVAHA 

CWAIKELDGSFKPERVGVCALP 

GGTLEDSCLLPGLAISGiCLCGQ 

MATVLSGARVALFACPFGPAH 

PNAPATARLSSPADLAQFSKGS 

DQLLEKQVGQLAAAGINVAVV 

LGEVDEETLTLADKYGIVVIQA 

RSWMEIIYLSEVLDTPLLPRLLP 

PQRPGKCQRVYRQELGDGLAV 

VFEWECTGTPALTVVLRGATT 

QGLRSAEQAVYHGIDAYFQLC 

QDPRLIPGAGATEMALAKMLS 

DKGSRLEGPSGPAFLAFAWAL 

KYLPKTLAENAGLAVSDVMAE 

MSGVHOGGNLLMGVGTEGIIN 

VAQEGVWDTLIVKAQGFRAVA 

EVVLQLVTVDEIVVAKKSPTHQ 

EI WN PDSKKAKXKHPPP V ETKKI 


25346 


55714 


B 


25486 


1 


642 




25347 


55715 


A 


25487 




395 


FLPVNLTHDWQGSSALATLERP 
LSQVRLKRFVGTLIAFMVSAIVI 
LATASMAVASITESVQTAAFID 
NMARNVSNKLLLQQGIDQKIL 
ALLQSLE A ALE Y VG EQQD AL A 
FQQQ*NCN WGHKH ICl I SLP WN 


25348 


55716 


A 


25488 


*> 
J 


358 


HEPMCGETHOALQGAMEKLW 

SRFMELMQE/KKVDLKERVEEL 

EHCC1*LSGERQTPSGSGKPGHG 

KESCTLVRGAPASESCPPAGEYI 

ALYQSQRAVRKEEECISRLAQD 

KGEVKVKJLLE 


25349 


55717 


A 


25489 


1 


250 


VQCGGIPPGQNNKEEMEVLPEP 
PPPINRKKDKSYATAMGPFLRO 
EALSGELLACLV1QD*QGNWV 
YKPISFNIYKKLRKSIRG 


25350 


55718 


A 


25490 


1 


702 




25351 


55719 


A 


25491 


1 


252 




25352 


55720 


A 


25492 


1 


122 


LAPLVTYFSSLSLGFFNLKGKL 
APSSWRC*GLNE1IRGKH 


25353 


55721 


A 


25493 


3 


505 





3394 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/US01/08r,31 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 
sequence 


Nucleotide location of las 
codon for l;ist amino acid 
of peptide sequence 


\ Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \==possible nucleotide insertion) 


25354 


55722 


A 


25494 


1 


3345 


MRVGFRDIVGSLSEYSFGCPVN 

YEVFHSVWITILCCLMANDRKP 

QFLYFFQFFSFHGGRNLMSSFH 

PGNGHNDSRRSVFYANEKWEF 

LDPTPKDLEESIVQEEKKEPTPE 

GNICVSQRLKNLPHTSLKAKQL 

LQTSSTNRGTVITATRLAFDLRT 

GEWGLWDLGTKGFKLPYSLSI 
DIDNVKSPHFPHELKTLTVSLGS 
NRRMGLEKKECHQKQGALREQ 
LQVHIQNVEILVSE 


25355 


55723 


A 


25495 


296 


1350 


TLWLQGEQPSTQEIHEKV/LNE 

AMG A M M YHTI I LTREDLEKFK 

APRVIVQIGSGYDNVDIKAASE 

LGIAVCNIPSAAVEETPDSTICHI 

LNLYQRNTWLYQALRGQAVA 

VRAKAFGFSVIFYDPYLQDGIE 

RSLGVQRDLLYQSDCVSLHCN 

LNEHNHHLINDFTIKQMRQGAF 

LVNAPHGGLVDKKALAQALKE 

GRIRGAALYVRESEPFSFAQGP 

LKDAPNLICTPHTAWYSKQASL 

NCVNKEFSVTSAPWSVIDQQAI 
HPELNGATYRYPPGIVGVAPGG 
LPAAVEGIIPGGIPVTHNLPTVA 
HPSQAPSPNQPTKHGDNREHSN 


25356 


55724 


A 


25496 


694 


1185 


PKPFKEGTIRGAALDMHESEPF 

SFAQGPLKNAPNLICTPHTAWY 

SEQASLEMREAAATEIRRAITG 

CIPESLRNCVNKEFFVTSAPWS 

VIDQQAIHPELNGATYRYPPGV 

VGVAPGGLSAAMEGIIPGGIPV 

THNLPTVAHPSQAPSPNQPTK* 

MK*KQMGEVA*GAARIRGETL 

GLNGFGCTGQA/VAVRAKAFG 

FSVIFYDPYLQDVVERSLGVQR 

VYTLQDLLYQSDCVPLHCNVN 

EHNNHLIIMDFTIKQMRQGAFLP 

PKPFKEGTIRGAALDMHESEPF 

SFAQGPLKNAPNLICTPHTAWY 

SEQASLEMREAAATEIRRAITG 

CIPESLRNCVNKEFFVTSAPWS 

VIDQQAIHPELNGATYRYPPGV 

VGVAPGGLSAAMEGIIPGGIPV 

THNLPTVAHPSQAPSPNQPTKH 



3395 

BNSDOCID: <WO ^0175067A3JA> 



wo 01/075067 PCT/USOl/08631 



SEO ID 

NO: 


SKO ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ll> NO: 
in USSN 
09/540»2I7 


Nucleotide 
location of first 
cod on for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon« /-possible nucleotide 
deletion, \»possible nucleotide insertion) 


25357 


55725 


A 


25497 


290 


1251 


PFMLYVSISTLYIAFCHILNLYR 

RNTWLYQALWEGTRVQSVEQ 

MGEVA*GAARIRGETLGLNGF 

GCTGQAA^AVRAKAFGFSVIFY 

DPYLQDVVERSLGVQRVYTLQ 

DLLYQSDC VPLHCN VNEHN>J H 

LINDFTIKQMRQGAFLVNAARG 

GLVDEKALAQALKEGTIRGAA 

LDMHESEPFSFAQGPLKNAPNL 

ICTPHTAWYSEQASLEMREAA 

ATEIRRAITGCIPESLRNCVNKE 

FF VTS A P WS VIDQQ A 1 HPELNG 

ATYRYPPGVVGVAPGGLSAAM 

EGIIPGGIPVTHNLPTVAHPSQA 

PSPNQPTKHVDNREHPNEQ 


25358 


55726 


A 


25498 


1 


1538 


MLLQKTQFEYAFKKKRKLEES 

KKRGAGPASSDPRWRGSSQTA 

PHASEVSGAPLGRSCETTRDTG 

VGPSPRQWLGAGAGTWQHRA 

RAASTPSSRGLRALQTWGGGE 

VMNGPLH\PPPPRVALLD/SRNC 

TV EMPI PKDL ATM A FCDTH STQ 

EIHEKILHEALGAMRYHTITLA 

RADLEKFKALGVIVRIGSGYDN 

VNIKAACELEIAVCNIPSAAVEE 

T ANSTICH 1 LSL YRRNT W1.CQ A 

WARKH VC YSMGQIRE V A LGG 

AHIGGETQG\LIGFGSTGQAVPV 

RAEAFGFSVIFYDPYLQDGIERS 

LGVQRMSQGAFLVNAARGALV 

DEKALAQALNNGK! R/G A ALD V 

PQSELFSF AQGXSLEM RE A A ATE 

IRRTITGCIPESLRNCVNKEFFVT 

SAPWSVIDQQAIHPELNGATYR 

YLPGFVCVAPGGLPAATEGIIPG 

G IP VTHNLPT V A HPSQAPSPNQP 

TKHGDNPEHPNEQSRECRKVII 

QIHLRPRDSEKLMNSEiCTha.TV 

FLADSGHMHY 


25359 


55727 


A 


25500 




2595 




25360 


55728 


A 


25501 


561 


1023 


SGHDAYREQIQEYRVISLLLIMP 

NXDHVNKCQSTNDAYPTGFRIA 

VYSSLIKLVDAINQLREGFERK 

A VEFQDI LKMG RTQLQD A VPM 

TLGQEFRAFSILLiCEEVKNIQRT 

AELLLEVNLGATAIGTGLMTPK 

EYSPLAVKKLALKSLAFVGNLF 


25361 


55729 


A 


25502 


2 


227 




25362 


55730 


A 


25503 


262 


428 





3396 



BNSDOCID: <WO 0175067A3 IA> 



wo 01/075«67 PCT/lJSOl/08631 



SEO ID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of flrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25363 


55731 


A 


25504 


389 


2310 


A TSG PPG RSLG S A CTI WVL V WT 

GSIPIYSFHGKVEKYMCFHNMS 

DDTWSAKVFFPLEVFGFLLPMG 

IMGFCCSRSmiLLGRRDHTQD 

WVQQKACIYSIAASLAVFVVSF 

LPVHLGFFLQFLVRMSFIVECRA 

KQSISFFLQLSMCFSNVNCCLD 

VFCYYFVIKEFRMNIRAHRPSR 

ATEEVSKNLVAMKEILYGTNE 

KEPQTEAVAQLAQELYNSGLLS 

TLVADLQLIDFEASLGLHGLEQ 

AVDLALPIAQAQGEVLNNGKC 

MDQFPVDVYQGGAGTVYVNMS 

TNEVLANIGLGLMGHQKGEYQ 

YLNPNDHVNKCQSTNDAYPTG 

FRIAVYSSLIKLVDAINQLREGF 

ERKAVEFQDILKMGRTQLQDA 

VPMTLGXQEFRAFSILLKEEVKN 

IQRTAELLLEVNLGATAIGTGL 

NTPKEYSPLAVKJCLAEVTGFPC 

VPAEDLIEATSDCGAYVMVQG 

ALK\RLA VKMSQIXCN DLRLLSS 

GPPG\SSIMPAKVNPVVPEVVN 

QVCFKVIGNDTTVTMAAEAGQ 

T r\i "M\/^yfT7l>\/I/^^^ A A>iircc\/i_ri f tt 
Ll^LlN VIVlliKVIOV^AiVlr boVrilL» 1 

GYVYNSIGIVTYLNPFIGHHNG 
DIVGKICAETGKSVREVVLERG 
LLTEAELDDIFSVQNLMHPAYK 


25364 


55732 


A 


25505 


133 


375 




25365 


55733 


A 


25506 


3 


505 


ARGREGVSRRERPLLSARRLGA 
EWDSAGAETASGLQVPRLGGS 
WPQTSVFSAAVKARGCRIATLP 
iviL^i_/i\jro I /\/\L. V 1 rvjoir vj I JVrv 
RGGVPSLIAGLFVGCLAGYGAY 
RV\SN D K RECKKCH WFTA FL PG 
LPSMGVRFKRSKKIM\PAGLVA 
GL\SLM\MILRLVLLLL 


25366 


55734 


A 


25507 


244 


696 





3397 

BNSDOCID: <WO 0175067A3JA> 



wo () 1/075067 PCT/IJ SO 1/08631 



SEQ Il> 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
iit USSN 
09/540.217 


Nucleotide 
location of first 
codon Tor peptide 

sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown. 
*=8top codon, /=posstble nucleotide 
deletion, \=pos$ible niicleofidc insertion) 


25367 


55735 


A 


25508 


1 


1442 


MGQLHQAQASADIATSRLOQT 
SLTDVTRHQQFFSTYNTDDKIQ 
FTAT Y REQTRTRRQRQ Y A VN H 
VTFFFGKCTFRDRJ-lRJ-IRVrC.IVL 

NIGLTFPAHQTQDGIGSTRSOR 

QSRLVANKVATRNLVKHI'DDD 

REANRGIQEAQTEHHHRGVLV 

N ESRQRFGCQQHN RHRNHYRR 

HHHRQMVNHPYCSNYRIQRKD 

GVKDDNLCDDHPETGIQLYASL 

LLQVFFFAANIYGWYAWSROT 

SQNEAELKIRWLPLPICALSWI.A 

VCVVSIGLMTVFINPVFAFLTR 

VAVMIMQALG\LQGVMPELOA 

DAFPVWDSCMMVLSIVAMILM 

TRKYVENWLLWVIINVISVVIF 

ALQGVYAMSLEYIILTFIALNGS 

RMWINSALIHOVVLDLIOOGIVI 

VWRDHLHMORLHRLLA Yl IPC 

MYLVHIADFRDFPAHTRl.QVQ 

RFPAIPVHLQVIHSRYLSTVATR 

YAESEATPVSGALGLLCP TLPI V 


25368 


55736 


A 


25509 


133 


375 




25369 


55737 


A 


25510 


2 


471 


AFAQRETAGRRVGQRWCGDCF 
RTPGTALGGSWPQTSVFSAAV 
KARGCRIATLPMDLIGFGYAAL 
VTFGSIFGYKRRGGVPSLIAGI F 
VGCLAGYGAYRV\SNDKRF,CK 
KCHWFTAFLPGLPSMGVRFKRS 
KK 1 M\P AG L V AG L\SLM\M I L R L 
VLLLL 


25370 


55738 


A 


25511 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFLKR 

PKNFGIGO\ORLLARAEKKAAG 

KGDVPTKRPPVLRAGVNTVTr 

LVENKfCAQLVVIAHDVDPIELV 

VFLPALCRKMGVPYCIIKGKAR 

LGRLVHRKTCTTVAFT 


25371 


55739 


A 


25512 


59 


882 


SRLKNASIFVASPSGKKAKGKK 

VAP/APAVVKKQEVKKVVNPLF 

EKRPKNFD1GQD1QPKRDL1 SFV 

KWPPLYQRQRAILCKWLKVPP 

ErNQFTQALDHQTAALLLQLAH 

KYRSETKQEKKQRLLALAKKK 

AAGKGGIPTKRPPVLRAGVNTI 

TTLLEN KKAQP V V I A H D V DPI E 

LVVFLPALCHKMRVPYCHKGE 

ARLGRLVHRKTCTTVAFIQVNS 

EDKGALAKLVGAIRTDYNDRY 

NEIRRHWGGNVLGPKSVACIG 

ICLEKAKAQELATKJLG 



3398 

BNSDOCtD: <WO 0175067A3_IA> 



WO<>l/()75(»67 PCT/USOl/08631 



SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
ill IISSN 
09/540,217 


Nucleotide 
iucation of first 
codon fur peptide 

sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \==possible nucleotide insertion) 


25372 


55740 


A 


25513 


1 


833 


GTRPKMPKGKKAKGKKVAPAP 

AVVKKQEAKKVVNPLFEKRPK 

NFGIGQDIQPKRDLTRFVKWPR 

YIRLQRQRAILYKRLKVPPAINQ 

FTQALDRQTATQLLKLAHKYR 

PETKH EKKQRLL A R A E K KA AG 

KG\DVP\TKRPP\ALRAGVNTFT 

PL\VENKKAQLVVIAH\DVDPM 

KLi WL.or Lr ALxv^KJ^wMU Vri Chills. 

G K\ARLG RL V\H RKTCTT V\AFT 
QVNSESQRRLWAKLVEAIRTN 
YND\RYDEIRRHWGGNDLRPK\ 
SVARI\AKLEKAKAK\ELATKLG 


25373 


55741 


A 


25514 


1 


1176 


MEKELVDHTGLFLSAHASEAL 

ALKLMIYSEVAHKLRAVRSQH 

PDMGVSLPLTPANSCPKTIERM 

RRSRELEREKDQSIETDHLPWA 

FGSTFLKTPLSCKTLMKYICYA 

FIINLSFVKGVSAVTLMMSEES 

NMQMQFSVSITSGFGPFKSHIIA 

AIPNAERICESQGEKMAPAPAVI 

KKQEAKEVVNPLFEKRLKNFGI 

GQDIQPQRDLTRFVKWPHYIRL 

QRQRAILSXAHKYRPETKQEKK 

QRLLAQAKKKATSK/EDIPTKR 

PPVLRAGV>JMVTTLVENKKAQ 

LVM 1 AHDVUrlh-LAVrCLPArC 

CKJS.O V r* Y C 1 1 IvO jsj'\InJ-.0 HL V 

KTCTTVVFTKVNSEDKGALAK 
LVEAIRTNYDRYDEIHCHWGG 
NVLGLKSVAHIIKLEKAKVKEL 


25374 


3 J /4z 


A 


255 1 5 




C O /I 

524 




253 /d 


55 743 


A 

A 


255 lO 


1 A A 

144 


/1 1 o 
412 


FILIQN RAGKTRLAK WXYMQFD 
DDEKQKLIXEEVHAVVTVRDAK 
HTNFVGVSGTFKIILPPLWLASN 


25376 


55744 


A 


25517 


38 


476 




25377 


55745 


A 


25518 


235 


892 


RSRVGTNRLFGETYPRASPGPQ 

STALLTAYKKMTDLVAVWDV 

ALSDGVHKIEFEHGTTSGK/REV 

VYVDGKEEIRKEWMFKLVGKE 

TFYVGAAKTKS/ATINIDAISGF 

AYEYTALEINGKSLKKWMEDRF 

lOJPPlI WVl HM\nn\F>JFRTVI F 

KDAMDVWCNGKKLETARDFC 

KMSDTISDDTKVDEQERALSRT 

PEDKWNFRPAVPMRGERGSPS 

HCGQAH 



BNSDCXID: <WO 0175067A3_tA> 



3399 



V 



wo 01/075067 PCT/USO 1/0863 1 



SEQ ID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide l(»cation of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknovvn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=pussible nucleotide insertion) 


25378 


55746 


A 


25519 


1 


1233 


MQLKFPGRQKIHISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPNRGPLDKCHHGKCVATG 

TSYMCKCAEGYGGDLCDNKN 

DSANACSAFKCHHGQCHISDQ 

G EP YCLCQPGFSG EHCQQG LLG 

GVREMLRCKVRSNIVTMKAKL 

SFRICMTLTILANMWPRPILGG 

VDQIPIKPKSKVLYLGAASGTT 

VSHVSDIIGPDGLVYAVEFSHR 

AGRDLVTsJVAKKRTNIlPVLEDA 

RHP/HQPDQ\ARSVALNAHTFLR 

NGGHFLISIKANCIDSTASAEAV 

FASEVRKLQQENLKPQEQLTLE 

PYFRDHA VVDYSSSSATEORRT 

ENDSDKLTEVGFRKLVINFSKL 

KEDVRTHHKEVKNLEKRLDEW 

LTRJNSVEKTLNDLMEAENHGT 

KKYVTQAQASVAYLIKWKKG 


25379 


55747 


A 


25520 


78 


978 


AAGHSAKKSCLSLLPAWSFPLG 

STRAQWHVRRLQARJSGGGRH 

RCGRRGQXGKTRRRMGPMVVS 

VEPHRHEGVFIYRGAEDALVTL 

NMVPGQSVYGERRV TVTEGGV 

KQEYRTWNPFRSKLAAAILGG 

VDQIHIKPKSKVLYLGAASGTT 

VSHVSDIIGPDGLVYAVEFSHR 

AGRDL VN V AKKRTNl I P VLEDA 

RHPLKYRMLIGMVDVIFADVA 

QPDQSR I V ALNAHTFLRNGG H F 

I 1SIKANCIDSTASA\EAVFASEG 

EKLQQENLKPQEQLTLEPYEFUD 

HACVWGVYRPLPKSSSK 


25380 


55748 


A 


25521 


230 


314 


QMPGNNPAFSA*CDAGASYQA 
YVNSAIY 


25381 


55749 


A 


25522 


1360 


1848 


RFRALV/TEGFSLRELFPVATVL 
V ASS'R VTKRFIFLL A A D\ V RL A 
LRRSIXTH PF VRKQELTV YTLNN 
ELENLLTNVVNQAQQGGKVML 
DSVPVDPNMLNQFQSTMPQVK 
EQMKAAGKDPVLLVPPQLRPL 
L ARY A RL FA PGLH VLSYNE VPD 
ELELKIMGALM 



BNSDCXJID: <WO 0175067A3_IA> 



3400 



i 

WO<»l/»75(»67 PCT/LS(H/««631 

4 



SKQ ID 

NO: 


SEO \D NO: 
f>r peptide 
sequence 


iMct 
hod 


SKQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \-possibie nucleotide insertion) 


25382 


55750 


A 


25523 


91 


1184 


A A ACSPPPPARLTYGSETLRCiCi 

DCSKMAAGCCGVKKQKLSSSP 

PSGSGGGGG ASSSSHCSG liSQC 

RAGELGLGGAGTRLNGLGGL I 

GGGSGSGCTLSPPQGCGGGGG 

G lALSPPPSCG VGTULSTP A A A 

TSSSPSSSS/APASSSSPGSRKWI 

VVSTE\MC\CFCFDVLYCIILYGI 

\QQP\RPPRFTNEPYPLFV rVVKlG 

RDKRLRGCIGTFSAMNLHSGLR 

EYTLTSALKDSRFPPMTRDELP 

RLFCSVSLLTNFEDVCDYLDWE 

VGVH\GIRIElHQCKKASkR\TA 

TYLPEVVAKEQGWDHIO'riDSLL 

RKGGYKAPITNEFRKTIKLTRY 

RSEKMTLSY A EYL AH RQM 1 H 11 

QNG IGDPLPA YN H YS 


25383 


55751 


A 


25524 


3 


154 




25384 


55752 


A 


25525 


575 


1707 


TALLLTQSLFGGLFTQTHMKI G 

AVTRI*NRKTGNSKKQ.STSPPPK 

ERSSSPATEKSWMENDFDEI.RE 

EGFRRSNYSELREDIQTKGKEV 

EN FERNLEECITRJTNTE KC L K R 

LMELKTKARELCEECRSLRSRC 

DQLEDCLLKKLHSHQANPEFDL 

ITEHLTLCIRJSIQIKAYLSLSKA 

QSSLSHRPPTYLAYLFNGFRLF 

KNLKAYLHPGEINSFIAHTKPV 

WWSLHTDAHEIWCRDSDLKLV 

PTLPLIPLEAALRNITHSLSIPPP 

KNFRRPNTSTLFCVIFLINIRRQE 

YQASEPKPSHRIPCDLQRIKYI.G 

IQLTRDVKDLFKENYKPLRNEI 

KEDTNKWKNIPCSWVGRINIVK 

MAILPKPLLVIPRQTGSGMDFQ 

QTSGDLQKCLTVLRKTNKQKAl 

ASTSRKRMTMQKLHLKEKLINS 

KDQRTNDKNHMIISfDAEKAFN 

KTEHRFMLKTLNKLEFNSRWIK 

DLNVKPKTIKTLEENLGN TIQDI 

VMDKDFMTKTPK A M A Tk A ¥C 1 

DKWDLIKLKSFCTAKETIIRVY 

RQPTERESIFVIYPSDKGLISRIY 

KELAIPGKGNSSNVSKDSKMSK 

HQKMQGENKHD 



BNSDOCJD: <WO 0175067A3JA> 



3401 



. wo 01/075067 PCT/USOl/08631 

i ' 



SKO ID 
NO: 


SEOIDNO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
lociitiofi of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknuwn, 
"^^Stop codon, /^possible nucleotide 
deletion, \=possibte nucleotide insertion) 


25385 


55753 


A 


25526 


110 


569 


TALLLTQSLFGGLFTRTRMKFG 
AMTRIGVDLPWnErNPLSSCSLLC 
EKH PPTTSG POTDOPKKHLTN F 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGANHHGHRASGNSHSGS 


25386 


55754 


A 


25527 


2 


464 

• 


LFGGLFTRRRMKFGAVTRiRVDF 

PWEINPLSSCSLL/CEKDPRTTS 

GPOTDOPSKHLTNLKSASTPPP 

YNPFITSPPHTRSGLOFRSTSSPP 

APAQQFTLKKVAEAKGIVKVN 

APFSLSDLSQISVRLGSFIKYEKS 

SPVHGSFGSNPETLYSPRP 


25387 


55755 


A 


25528 


162 


206 




25388 


55756 


A 


25529 


74 


446 


TAMLLTQSLFGGLFTWTRMKF 
GAVTRIGXDLPWEINPLYSCSLL 

VJ ▼ ft. ft X-l^ VJ vft*^!*^! WW 1^ ft I. ^ J ft k./^^4^L^B^ 

SRFKKIKACYHSPATSWPFKTY 
KLSLQLPHFTCPKTRQALQVSS 
GAVPYQPNCFAYPPCGAQPVPS 
FVLNTFLHNSLCRA 

X W ftw 1 ^ ■ ft ft-J ft m t ^ M^^^X^J9, 


25389 


55757 


A 


25530 


66 


311 


FGAVTRIG\DLPWEINPLSSCSLL 
RFKFPPTTSGPOTNOAKKHLTN 
FKSGACYTCRKSGHWAKECPQ 
PGiPPKPRPIC VG PH 






j\ 


255'? 1 


728 


825 


M KFG A VTRIGVDL P WEI N PRSSC 
SLLHEKDPPM 


25391 


55759 


A 


25532 


291 


311 


TALLLTQSLFGGLFTQTHMKFG 
AVTRI*NKKNNTK 


25392 


55760 


A 


25533 


1 


1056 




25393 


55761 


A 


25534 


245 


487 


TALLLTQSLFGGLFTQTRMKFG 
AVTRIGXDHPWEINPLSSCSLFQ 
EKDPPTT/SG PQTDQPKKHLTNF 
KSTSFVFSSCIPPP 



BNSOaCID: <WO_017S067A3JA> 



3402 



wo ()l/(>75067 



PCT/USO 1/0863 1 



SEQ ID 
NO: 


SFQ ID !\0: 
of peptide 
sequence 


Mel 
hod 


SKQ ll> NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25394 


55762 


A 


25535 


818 


2391 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIG\DIPWEINPPSSCSLFLP/ 

RLPLLHFPGAGPSTPQPLL/HSPS 

AASPAFLGQGQDLTNLVFKVYN 

N R K K LQFLA STVTQTPATSPAH 

KNFQTPEPQQPGVPPEPPSPGAC 

YKCQKSGHQAKECPQLRIPHLS 

YAWTFNDNPLYVQEDNRRFVS 

QETGNLYIAKVEPSDVGNYTCF 

ITNKEAQRSVQGPPTPLVQRTD 

GVMGEYEPKIEVRFPETIQAAK 

DSSVKLECFALGKIDDSIREKG 

AIRIKPSSILMRCNCLVQSPILVG 

EGWTGARCQGKSSTANPKLSL 

KSRTSNKKMKAFMSALQATFE 

EETLQRVNSFFMHNVLDNCLLP 

NSGTCLFETAPPEWEQKIQNTH 

LSIYDNLLWECKASGKPNPWY 

TWLKNGERLNPEERIQIENGTLI 

ITMLNVSDSGVYQCAAENKYQI 

lYANAELRVLGSQLVHFRENGT 

CLSDEVIRDSDFMSGMTVVHAF 

TSGSQGTTTENQDELQIKFISAR 

HSQATEGINSTSAKFD 


25395 


55763 


A 


25536 


425 


749 


lASLLTQSLFGGLFTWTHMICFG 
AVTRT/RGDLPWEINPLSSCSLL 
HEKDPPTTSG PQTDQPKXHLTN 
FKSAQLKASGK/DLQKPYQHFQ 
TLQQLLPLQWAPCYGPSSVSI 



BNSDOCID: <WO 0175067A3JA> 



3403 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnknown, 
*=Stop codon, /-possible nucleotide 
deletion^ \=possible nucleotide insertion) 


25396 


55764 


A 


25537 


2 


2204 


IDMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFLVDMHMQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

R YSDLKTI ICN YSETGPPEPPYSF 

HQVTIDKVSPYGFFAHDPVNLP 

RGGPSSGKVQATPPSSATTYVE 

RPTVLPILTLLDSRVSCHSQADL 

QGPYSDRJSPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QSITSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTSIL 

SVNQSNESDCIFICVMTGKSGR 

NLSDFWEIEEKYPIINYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTRJG\DLPWEINP/LSSCS 

LLHEKDPPTTSGPQTDQPKKHL 

TNFKSAARPTFLGQGQVPLNPF 

SFTLSGKSCFPRRQEPPNRLFPH 

PNLLSLCPNPLFLCPNPFSTFLE 

GKNHHPHPFSVSQVFSLGLPPS 

L WEHSPM AHRLR VQPRQQPPDI 

HKQVISLQSGHSLLVKSQSWSQ 

DPIKFQLPHHHKNTASVCINPSV 


25397 


55765 


A 


25538 


no 


542 


TALLLTQSLFGGLFTRTRMKFG 
AMTRIG\DLPWEINPLSSCSLLC 
EKHPPTTSGPQTDQPKKHLTNF 
KSETKETCFIHEPKTLAPVTDW 
EGSLPLVFNHCRDGLSDHSATF 
QGCQTMQGCLPWSFTLSGKSR 
FSGEGASCSLPG 


25398 


55766 


A 


25539 


1 


781 


MPLQPLATPFTSPGSPSVAQVT 

TNTGEPGFAQQE Y A ETPQTT AR 

PPHPHPALRALQASVHQTPRLG 

DCLGSSESATALHGSGEPNKLA 

PPGRPTERGGLFKCSVPLRTVR 

GCRAGLRGTETVPSSLQRQPAG 

DVGWINNKSTTALDRTPTDTQ 

RTRRPRPPKQKQRGRALKERPR 

DSDSAREGPLKAVAGLFGGLFT 

RTCMKFGAVTRJGXDLPWEINPL 

SSCSLLHEKDPPTTSGPQTDQPK 

KHLTNFKSDLLSLATED 



3404 



BNSDCXIID: <WO ^0175067A3JA> 



wo 01/()75067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=pussiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25399 


55767 


A 


25540 


1571 


1781 


TALLLTQSLFGGLFTRTRMKFG 
AVTRJG\DLPWE1NPSSSCSLLRE 
KDPPTTSGPQTDQPKKHLTNFK 
SA 


25400 


55768 


A 


25541 


2150 


3195 


TVLLLTQSLFGGLFIWTRMKFG 
AVTRIGXDLPWEINPLSSCSLLH 
EKDPPTTSGPQTDQPKEHLTN F 
KSDED 


25401 


55769 


A 


25542 


4688 


5149 


TAMLLTQSLFGGLFTRTRMKFG 

AVTR/IRGTDLPWE\INPLSSCSL 

LREKDPPM TSG PQTDQPKKH\L 

TNFKSGACYTCWKSGHWAKER 

PQPGIPPKPRPICVGPHLKIRTCS 

THLGQATPRAPGTLAQGSLTDS 

FPDLLGLAAEDSHCLIASEAP 


25402 


55770 


A 


25543 


1 


433 


MAAFPAALNRPTRARARRRRIS 

AHSAASAAAAVVVAGTARGM 

VPGSEGP\CRA\GDEVADWE1V1 

EGTANLGPYFEGLRKHYLLPAI 

EYFNGGPPAETDFGGDYGGTQ 

YSLVVFNTVDCAPESYVQCHA 

PTSSA YEFVTWLDG 1 K 


25403 


55771 


A 


25544 


I 


235 




25404 


55772 


A 


25545 


1 


301 




25405 


55773 


A 


25546 


2 


438 




25406 


55774 


A 


25547 


1058 


1494 


KSVRLVVNA^LRTQKAVVRVSP 
EVPLQNILPVICAKCEVSPEHVV 
LLRDNIAGEELELSKSLNELGIK 
EL Y A WD>J RRVPS A VPMQGPWP 
AEHFLQVNEQPPAGSPSPCPSSS 
SSSSGLRGGMQTANGPACALTP 
TCAQTDCPCPTSH 


25407 


55775 


A 


25548 


J 


3965 


RRFQPLPSAALRRCPPPARVGG 

RWVSAEKVNEGGSGGGGSQRL 

TRRARSTARVPAPGTMDAPRAS 

AAKPPTGRKMKARAPPPPGKA 

ATLHVHSDQKPPHDGALGSQQ 

NLVRMKEALRASTMDVTVVLP 

SGLEKRSVLNGSHAMMDLLVE 

LCLQNHLNPSHHALEIRSSETQ 

QPLSFKPNTLIGTLNVHTVFLKE 

K VPEEKVKPGPPK V PEKS VRL V 

VN YLRTQKA VVR VSPE V PLQNl 

LP V IC A KCE VSPEH VVL 


25408 


55776 


A 


25549 


1 


388 





BNSCOCID: <WO_017S067A3JA> 



3405 



wo 



01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ofiast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=tJnknown, 
Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25409 


55777 


A 


25550 


1 


1748 


MVLARVARRPAGSAEAQASLA 

GKAALPERARKMSSPGIDGDPK 

PPCLPRNGLVKLPGQPNGLGAA 

SITKGTPATKNRPCQPPPPPTLP 

PPSLAAPLSRAALAGGPCTPAG 

GPASALAPGHPAERPPLATDEK 

ILNGLFWYFSACEKNCVLAQVC 

KAWRRVLYQPKFWAGLTPVLH 

AKELYNVLPGGEKEFVNLQGF 

TARGFEGFCLWGVSDLDICEFI 

DNYALSKKGVKAMSLKRSTIT 

DAGLEVMLEXQMQGVVRLELS 

GCNDF\TEAGLWSSLSAR1TSLS 

VSDCINVADDAIAAISQLLPNLA 

ELSLQAYHVTDTALAYFTARQ 

GHSTHTLRLLSCWEITNHGVVN 

VVHSLPNLTALSLSGCSKVTDD 

GVELVAENLRKLRSLDLSWCP 

RJTDMALEYVACDLHRLEELVL 

DRCVRITDTGLSYLSTMSSLRSL 

YLRWCCQVQDFGLKHLLALGS 

LRLLSLAGETPVSALTLAVTTH 

PHLVHPPNLPGPCANSHPARTH 

SPGSEAEEEGGAARPSPPEPWA 

ARTEPPSDPAAGCPLLTTTGLS 

GLVQLQELEELELTNCPGATPE 

LFKYFSQHLPRCLVIE 


25410 


55778 


A 


25551 


1 


377 


MRRJ.TRRLVLPVFGVLWI/DGA 

AVLLGNQEEVGGAD/WDLKCR 

PL/EVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTL/SRPSLR*RQRP*IP 

CIRSQHGNRKRIPRRRJFI 


254JI 


55779 


A 


25552 


222 


287 




25412 


55780 


A 


25553 


2 


918 


GHCEVNRDWLQPLLHRVKEDY 

TRVVCPVIDIINLDTFTYIESASE 

LRGGFDWSLHFQWEQLSPEQK 

ARRLDPTEPI RTPII AGGLFVIDK 

AWFDYLGKYDMDMDIWGGEN 

FEISFRVWMCGGSLEIVPCSRV 

GHVFRKKHPYVFPDGNANTAYI 

KNTKRTAEVWMDEYKQYYYA 

ARPFALERPFGNVESRLDLRKN 

LRCQSFKWYLENIYPELSIPKES 

SIQKGNIRQRQKCLGISKGRTTK 

KPQT*S*A\LCQGQRRRCQSPRV 

WGLSHYTQADSFQGELVALFSS 

FTFVSLGAPVVSCSFARMGD 



3406 

BNSDOCID: <WO ^0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOIDNO: 
in USSN 
09/540,217 


Nucleotide 
locafion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-pos$ibie nucleotide insertion) 


254! 3 


55781 


A 


25554 


84 


2804 


PRGSWRCRRDLKCRPLSHSDA 

DWDDLWDQFDERRYLNAKKW 

RVGDDPYKPVCFSTSGRVSGSP 

AIRAIPDTRHLRKJCATSNSLSRQ 

QLASPLPRSSYCG VTPGPI AIGP 

LWTSGSLRTPNHIDTVFAPGLP 

QPWFHLNYLRAMPSLSSAPKCT 

LLVYCTDLPPTSIIITFKNEARST 

LLRTIRRPPAVSTSQMAMTAAA 

LTPAPLRTYSVHLSCRAHQLVP 

MPQRKKYDETWVREHTKHSKl 

SLFPSCRLHFSCLSRRRMAVGS 

GKFQVMGDLGEPFLRVRWLR] 

WTLGPDFHGSALNSVLNR\TPT 

HLIREIILVDDFSNDPDDCKQLI 

KLPKVKCLRW4ERQGLVRSRIR 

GADIAQGTTLTFLDSHCEVNRD 

WLQPLLHRVKEDYTRVVCPVI 

DIINLDTFTYIESASELRGGFDW 

SLHFQWEQLSPEQKARRLDPTE 

PIRTPIIAGGLFVIDKAWFDYLG 

KYDMDMDIWGGENFEMMTVQ 

VLQPRRSEALICTWKVHHLTRE 

STALLIALVQAPFTGPQAKKLQ 

QSPCPAMLAPEYAPEASVLVCT 

VSLLTYTTLQSEISFRVWMCGG 

SLEiVPCSRVGHVFRKKHPYVF 

PDGNANTYIKNTKRTAEVWMD 

EYKQYYYAARPFALERPFGNV 

ESRLDLRKNLRCQSFKWYLENI 

YPELRYPSYLLELWLAESRGPQ 

LAWSGEETDNDQLDEGFYVYQ 



3407 

BNSDOCID: <WO_0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKO ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide lucatiun of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25414 


55782 


A 


25555 


1 


2439 


MPLKKKGDEPQMEKYIQERSM 

LAPPSCSDHRDTHSRCIPHIQRL 

FQC PLC P WFQGEQRNQ A RG EG 

GALHPLPVTAGTVALPGAAQPT 

PARGNVTESLQGATVKLVCKK 

TSFJFIYCQHPAQCLALACDHEC 

IDLCTHVASTSLCLRGYQGMKR 

TIERALTATLAQGTAVPPFPSDV 

PSQKDAAVRGKGDGSEWERTL 

TMKRSNLNSEKILPAILLLTEFP 

RHQSPCSFDKPHHPNTLGCWLP 

TVLETRGGTNGQSSGKREATLC 

PCPLLGLPISEEDCVPPALLLPPR 

G\LPPGLQLSWAPVPQFPPLGPS 

SLGIPA/LPLVLNLGCLPSLVCPP 

TSAHTSEVAPSLKSPAEPSPPAR 

LPRSHQPALSREMRHSDYSVSV 

HAICWDHDFYTLVTHYMNNTS 

PISSKRSSDKLNPHVLVVQDSM 

TILSLHNHLALAGQDMMVWEP 

RKTLQRRQQPDSSSHSPPPALV 

ECHPLEPEPLVAGIMYSFSGLQ 

GVGLRDRAVDETNKRNEKRTL 

EMSRVEALSSFENSEFGCPPSIN 

TREITGNSLEGNVKKGVSVPNC 

TAPGKRTEKKYSKIHEMVKHS 

GNCKRTDGIWEEYGWSWRLH 

MKKVFPGFMLVKGGEDAAPGT 

KEIKSVSGIFQRGKKKPRGRKE 

KNRKKRGFAFSKETNFVYLLIL 

VCLIGKVVVWLTSACAEKPKP 

HGEATCRHSGPSAPLNFQPTRV 


25415 


55783 


A 


25556 


2 


1178 


AKCVEVCGKREPPSMSPLNQSA 

EGLPQEASNRSLNATETSEAWD 

PRTLQALKISLAVVLSVITLATV 

LSNAFVLTTILLTRKLHTPANYL 

IGSLATTDLLVSILVMPISIAYTI 

THTWNFGQILCDIWLSSDITCCT 

ASILHLCVIALDRYWAITDALE 

YSKRRTAGHAATMIAIVWAISI 

CISIPPLFWRQAKAQEEMSDCL 

VNTSQISYTIYSTCGAFYIPSVLL 

IILYGRIYRAARNRILNPPSLYG 

KRFTTAHLITGSAGSSLCSLNSS 

LHEGHSHSAGSPLFFNHWKIKL 

VTVALKRKEDSAARERKATKIL 

GIILGAFIICWLPFFVVSLVLPIC 

RDSWWIHPALFDFFTWVGYLN 

SLINPIIYTVFNEEFRQAFQKIVP 

FRKAS 


25416 


55784 


A 


25557 


3 


146 





3408 



BNSDOCID; <WO 0175067A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25417 


55785 


A 


25558 


45 


592 


PSPPPPARAPSARTRRAPIPAAG 

QGRAEIPPRTVSRCGSAAMATKI 

DKEACRAAYNLVRDDGSAVIW 

VTIKYDGSTIVPGEQGAEYQHFI 

OOCTDDVRl FAFVRFTTCiDAM 

SKRSKFALITWIGENVSELQRA 

KTGTDETLVKEVVQNFANEYVl 

SDRKELEEEFIKSVELKKAVGAN 

YDAQTE 


25418 


55786 


A 


25559 


249 


1808 


INGGTLTVTLSVTNQGAETLPF 

GTGWHPYFPLSPQTRIQAQASG 

Y WLEREQ WL AG EFCEQLPQEL 

DFNQPAPLPRQWVTMNGFAGWN 

GQ A RIEQPQEG Y A 1 1 M ETTPP A P 

CYFIFVSDPAFDKGYAFDFFCLE 

PMSHAPDDHHRPEGGDLIALAP 

GESTTSEMSLRAYNDTNRRSDK 

AFTPHPTCFPSNQNNSASPPTIT 

PDTATI APVSHKAFAGNALRSI I 

SDGKLTAGSVINNASAGAVPIP 

ASIIVCTIGISAAVGMTNKHPAT 

AIDTTHIMLLSTAPSAWGNNQT 

RAAPNTSLLAAYRFLIDSRDTE 

TDSRLDGLSDAFSVFRCHSIMM 

CVSVCPKGLNPTRAIGHIKSML 

LQLPPNVEKFAGAYLIQFALFQ 

PLTHMRLMFFGAFADFLHADQ 

TFPGQITAAVKGQFVRRRLRFF 

AlT<=sP^RTI SA^HTP*PRR*PR*S7sI 
/A. 11 or orv 1 i-»o/ i 1 1 1 * x rvix x iv oin 

SICSA*GANPVVHHAMTVKFA* 
WQFIMKISSTSFPSMRPLSHMK 
TINGLTTFVAW 


25419 


55787 


B 


25560 


1 


567 




25420 


55788 


A 


25561 


1 


741 


MLl LISPAKTLDYQSPLTTTRYT 

LPELLDNSQQLIHEARKLTPPQl 

STLMRJSDKLAGINAARFHDWQ 

PDFTPANARQAILAFKGDVYTG 

LQAETFSEDDFDFAQQHLRMLS 

/GLPYRLEMGIRLENAVRGKDLY 

QFWGDIITNKLNEALAAQGDN 

VVINI ASDEYFKSVKPKKLNAE 

1 1 KP VFLDEKNG KFKI ISF Y AKK 

ARGLMSRFllENRLTKPEQLTGF 

NSEGYFFDEDSSSNGELVFKRY 

EQR 


25421 


55789 


A 


25562 


3 


320 


IGLVLPISVRKRHAASARCLVN 

RRPMPRLHGLPGIPMRPPSLPRV 

RHAGTVFRRHRKRGSPMAY*Y 

GHSDVVKHREALVADLCHKAA 

FQLCRGQRHCRPALWRHR 



3409 

BNSDCXID: <WO 0175067A3_IA> 



wo (M/075067 PCT/US(H/0863I 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown. 
*=Stop codon, /-possible nucleotide 
deletion, \=po.ssible nucleotide inserlif>n) 




SS700 


A 


25563 


1600 


1908 




25423 


55791 


A 


25564 


142 


326 


TRRAPSAISSRCCCNSHQTSKSS 
LVRTSSSLRSSSHLRTI A ♦ CSS V 
HLPISCMQIRPSQAR 






A 


25565 


1 


1599 








/\ 


25566 


393 


61 1 


HSRAVCRFYPAKTSPFPVRRCK 

YRQFVPR*HQNE*AGRE*OPCSI 
ATVLPYRALPSLAHPRLSADQL 
PAAHL 


25426 


55794 


A 


25567 


971 


1628 




25427 


55795 


A 


25568 


3 


1895 




25428 


55796 


C 


25569 


I 


2505 




25429 


55797 


A 


25570 


1 


3345 




25430 


55798 


A 


25571 


457 


790 


PSFRRRYRQV VVISVKXRI lA AS 
ARCLVNRRPMPRLHGLPGIPMR 
PPSLPRVRHAGTVFRRHRKRGS 
PMAY*YGHSDVVKHREAl.VAD 
LCHKAAFQLCRGQRHCRPALW 
RHR 


25431 


55799 


A 


25572 


1662 


1767 




25432 


55800 


A 


25573 


3 


603 


RLRSLFFLPDKMKLKDCVMIKK 

IFALPVIEQ1SPVLSRRKLDEL.DL 

IVVDHPQPPSGDYTLHPLPPIIR 

ANRPNRFRINAGCTRTFTESTPI 

N VFRHKI LRTQEFPSLTH H A YSP 

LLVVINKAKFDGLSPEFQOALV 

SSAQEAGNYQRKLVAED/LAK 

NHRRHERSGRGS/LSPISTAKPL 

ATHWGIRFATCLLKMCRRCLIC 


25433 


55801 




25574 


2271 


2519 


HRQLVIVFQQPLVSGFHEALLS 
LDDAKWVLHP\ARMLAFMYSM 
LMAVLFLRGCCFKVLTLPGRSA 
ISQSTSTSASSSRCGAPW 


25434 


55802 


A 


25575 


931 


1213 




25435 


55803 


A 


25576 


I 


2767 


MIAILSGLRCSIVANYIYAENNL 

FWLRLNNPKAIWCLRIC n ATV 

IGGTLLSLPLMWQLADIIMACM 

AITNLTAILLLSPVVHTIASDYL 

RQRKLG V RP VFDPLR Y PD IG RO 

LSPDAPLTTTRYTLPELLDNSO 

QLIHEARKLTPPQISTLMRISDK 

LAGINAARFHDWQPDFTPANA 

RQAILAFKGDVYTGLQAETFSK 

DDFDFAQQHLRMLSGLYGVLR 

PLDLMQPYRLEMGIRLENARG 

KDLY\QRWGDI1 


25436 


55804 


A 


25577 


395 


467 




25437 


55805 


A 


25578 


1 


675 




25438 


55806 


A 


25579 


1 


4014 





3410 



BNSDCXJID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po$sibte nucleotide 
deletion, \-posstble nucleotide insertion) 


25439 


55807 


A 


25580 


1802 


2385 


RK1SAPAL1KSRTG*EMASLPTS/ 

HDKQIEQALADVDVPIVGVGGS 

YHLAESYPPVHYIATDNYALVE 

SAFLHLKEKGVNRFAFYGLPES 

SGKRWATEREYAFROI VAFFK 

YRGVVYQGLETAPENWQHAQ 

NRLADWLQTLPPQTGIIAVTDA 

RARHILQVCEHLHIPVPEKLCVI 

GVN4NRRTVRSPFRESLKISP 


25440 


55808 


A 


25581 


1 


1568 


MVKQLKLVSFLLRPGDSKQGY 

DKHSSLQVGLMIPVCSCIRFRKP 

SEQSFiCFEEGTDAAFHGFWLW 

PCTMLNVTPIKGMMTVIYEFPV 

DSETTLQNYDIYFTNEELTDEQ 

KSLIEWYRDVFRPEDLRLVESV 

QKGLKSRGYRGQGRIMADSSG 

SGISEHAWCMSRGAQGRQFCK 

GAKMSQVLITGATGLVGGHLL 

RMLFNEPKYNAIAAPTRRPLGD 

M PG VFNPHDPQLSDAL AQ VXD 

P! Dl VFCCLGTTRREAG SKEA Fl 

HADYTLVVDTALTGRRLGAQH 

MLVVSAMGANAHSPFFYNRVK 

GEMEEALIAQNWPKLTIARPSM 

LLGDRSKQRMNETLFAP\LFRL 

LPGIILLEELNWKTWAERWNS 

MLGPRAVKVFFSLAFLPGTLEP 

AQILFPTQRQGKKAALLLGLW 

TRHASNARI OPPSRlCHYICnHY 

ETIGHALEHDKQSQGSYNVEHT 

IKRQTPRVRRCTSIIAGIYQELG 


25441 


55809 


B 


25582 


1 


1560 




25442 


55810 


A 


25583 


1 


2115 




25443 


55811 


A 


25584 


3036 


3957 


RIYDAVSEPAEPVDCPRNPVCR 

FY*QYRDHRGKTVYDVASGDA 

LFISELG/PLPENVTWLSPEGEFQ 

KWN/GTAWVKDTEAEKLFRIRE 

AEETKNNLMQVASEHIAPLQD 

AADLEIATEEEISLLEAWKKYR 

VLNSRAMALILTPDLIRSNTACF 

CSSFVLAGQTAKAAADDGLFPP 

IFARVNKAGSPVAGLIIVGILMT 

FTLVPYLYTCAALLLLGHGHFG 
KARPAYLAVTTIAFLYCIWAVV 
GSGAKEVMWSFVTLMVITAMY 
ALNYNRLHKNPYPLDAPISKD 


25444 


55812 


A 


25585 


1 


2490 





3411 



BNSDOCID: <WO 0175067A3 IA> 



wo t) 1/075067 



PCT/IJ SO 1/08631 



SEO II> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


iVIet 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino iicid sequence ( \==LInknown, 
*~Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25445 


55813 


A 


25586 


368 


761 


LYCEACIMAFRMSEQPRTIKIY 

NLLAGTNEFIGEGDAYIPPHTGL 

PANSTDIAPPDIPAGFVAVFNSD 

ESSWHLVEDHRGKTVYDVASG 
DALFISELGPLPENVTWLSPEGE 

FQKCSGTTRVKNAKA*TLF 


25446 


55814 


A 


25587 


1 


809 


MPVSSYERGHAEKRVVQECCG 

INLTSSANTILSDCERVNGYCVL 

CHTTRALVTGNHHRNAVYAET 

PSNSRINYIVSSHNAFRMSEQPR 

TIKVYNLLAGTNEFIGEGDAYIP 

PHTGLPANSTDIAPPDIPAGFVA 

VFNSDESSWHLVEDHRGKTVY 

DVASGNALFISELGSLPENVTW 

LSPEGEFQKWNGTAWVKDTEA 

EKLFRIREAEETKKNLMQVASE 

HIAPL\QDAADLE1ATEEEISLLE 

AWKKYRVLLNRVDTSTAQDIE 

WPALP 


25447 


55815 


A 


25588 


1 


2301 




25448 


55816 


A 


25589 


718 


1 131 




25449 


55817 


A 


25590 


279 


513 


CRRIDTWQPIYQTCGRLMAVEL 
LTVVTHPLNPSQRLPPDRYFTEI 

TV/SHRMEVVKEQIDLLAQKAF 
SLAYLSPCESGL 


25450 


55818 


A 


25591 


1 


407 


PQDNAKKLRPHQLSSDEGHTG 

MGGTAKDVGFVSMRTYSWISS 

ALPKRLGGGVMPIGATIATEEV 

FSVLLGNPFLHTTTFGGNPLAC 

A A ALAT1NVLL\G RTYRLR1.sk 

KAICCWTVSVNWRGNIPIWYR 

KRVVKGC 


25451 


55819 


A 


25592 


1 


2079 




25452 


55820 


B 


25593 


1 


700 




25453 


55821 


A 


25594 


1427 


1845 


ACISGFSTETSASGRVSVITDAS 

LFRVLPRVCGMAVAATKRSGRI 

TTSEALCCANQLRJUIPCVSPTR 

STPSWLSCAV*ICTSGTT*MKR 

VPNARHCWICSSLIPHSGLHPQP 

ITAKFAPIALSSSVTSPFSSVTFG 

*IN 


25454 


55822 


A 


25595 


2 


295 




25455 


55823 


A 


25596 


1 


900 




25456 


55824 


A 


25597 


1 


1422 





3412 

BNSOOCIO: <WO_017S067A3JA> 



wo ()l/(>75«f,7 PCT/USO I AI863 1 



SEQIO 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
4>f peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \='po$siblc nucleotide insertion) 


25457 


55825 


A 


25598 


2 


535 


YGNREQRAVSSHTNTWVNRAL 

ARGWSSLGYRWWVSAWTPSR 

RFISQLMSRPVDASAAKVKRSA 

SVPCGSIPFGNCFSVRLRILSASC 

GCIILPVRFSSSSGSEiPSTlSSGSl 

TLPLDLDIFWPSSSRJRPVM*TV 

WNGTCGLPFSSLMKCMVIMIM 

RAIQKKMMSKPDTITL VG WN 


25458 


55826 


A 


25599 


442 


1368 


RRTMAAFACGVVRDASEVIRPS 

STLVPLVGEKHAKGLFGTIVDN 

FYLVALIFAMGTSLGLATPLVT 

ECMQWLFGIPHTLLGFI/LYNAI 

CVACGLQKGVRIASDVRSYLSF 

LMLGWVF\IVSGASFIN4NYFTD 

SVGMLLMYLPRMLFYTDPIAK 

GGFPQGWTVFYWAWWVIYAI 

QMSIFLARJSRGRTVRELCWIL 

WTVLGSNTLLLIDKNIINIPNI IF 

OYGVARAIIETWAAl AI NMGN 

MWGFFILWFIGPGTLVNAWQNI 

RAQFVHHILRRNGIADGFRHLA 

ALTIHGKAVGQYLTIRRFTLHR 


25459 


55827 


A 


25600 


2468 


3907 




25460 


55828 


A 


25601 


3 


3738 


YKTNYTDNSEYYANVGFNVKP 
VKRDGKMSVMSDPDTAIYPFPP 
KPTPLSIDEKAYYREKIKRLLTE 
RN A VM V A H Y YTDPEIQQL A E E 
TGGCISDSLAMARFGAKDPASN 
LLVAGGGTCRSVVINAVFSYVT 
N V WG W AFE WYM V VM L FG WF 
WLVFGPYAKKRI GNFPPFFSTA 
SWTFMMFASCTSAAVLFWfiSIF 
lYYYISTPPFGLEPNSTGAKFI G 
LAYSLFHWGPLPWATYSFLSV 
AFA YFFF VRK M E V I RPS 


25461 


55829 


A 


25602 


1331 


1456 




25462 


55830 


A 


25603 


549 


588 




25463 


55831 


A 


25604 


19 


1629 



BNSCOCID: <WO 0175067A3_IA> 



3413 



wo 01/(J75067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEO It) NO: 
of peptide 
sequence 


JVlet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon for peptide 
sequence 


Nucleotide locsition oflast 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


25464 


55832 


A 


25605 


1 


1995 


MVGVRPALGLMWLTLIVAETIS 

ANSGIGYLAMNAREFLQTDVV 

VVAIILYALLGKLADVSAQLLE 

RLWLRWNPAYHLKEATLSAEQ 

AARIREMTVITSSLMMSLTVDE 

SDLSVHLVGRKINKREWAGNA 

SAWHDTPAVARDLSHGLSFAE 

Q V VSEAHSAl VILDSRGN IQRFN 

RJLCEDYTGLKEHDVIGQSVFKL 

FMSRREAAASRRNNRVFFRSGN 

AYEVENVPDPGVEQADDIILRIT 

ATAICGSDLHLYRGKIPQVKHG 

DIFGHEFMGEVVETGKDVKNL 

Q KG DRV V 1 PF VI ACG DC FFCRL 

QQYAACENTNAGKGAALNKK 

QIPAPAALFGYSHLYGGVPGGQ 

AEYVRVLKGMWGRLNDAQPG 

FRSSRPLRYGAGIMTLLNISGLS 

HHYAHGGFNGKHQHQAVLNN 

VSLTLKSGETVALLGRSGCGKS 

TLARLLVGLESPAQGNISWRGE 

PLAKLNRAQRKAFRRDIQMVF 

QDSIS'RVNPQPNRLHIV/RFPLT 

RLNQYQPSFSTDLYHGTLICPAS 

LTMSGVVLLGRM/PRKTSQQV 

QWAVCIARTDKASMPTVYSESL 

FVEPLERVLYVAVILTQIIRGLR 

DTEIETINPDIAVHFALCFHGLG 

SIPTKGAEKSPFLTIHKVRVKPD 

IPSPVSIMAPCRAHPTCEALFNN 

STALHSPWFCDSL 


25465 


55833 


A 


25606 


179 


371 


CVLQYTHWPACSTVAXHSRRW* 
NRRRLRLAVTKTGSLFSHRCAG 
ARLAFSKKLRCRDALPASRS 


25466 


55834 


A 


25607 


544 


983 


SVQNPRVNWIHAALQRTGRGR 

RRHEQHGEDHFVNGAAGVHQ 

AANGLVNPPRHQVFGAHQAKG 

DGENHRQRGAPDGDLQRDGHF 

GEVILPLAEIGREEVGGERRHV 

AAVFDQ/S*AGPFPRPATRRPTR 

RVQRPSSEARTSCAWVGRW 


25467 


55835 


B 


25608 


1 


1746 




25468 


55836 


A 


25609 


1 


858 




25469 


55837 


A 


25610 


98 


288 


LCRNNGEPLARSGAAMGALLD 
REHSRHP\PDLEG\GSQQQVCDS 
GGSVTAANTSGGQQVKAQLEL 



3414 

BNSOOCID: <WO 017S067A3 IA> 



wo OI/075(»67 



PCT/USOl/08631 



si:q ii> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
iocDtion or first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


25470 


55838 


A 


25611 


1934 


2812 


RPQTYSDAQPGFRSSRPLRYGA 

GIMTLLNISGLSHHYAHGGFNG 

KHQHQAGLNNVSLTLKSGETV 

ALLGRSGCGKSTLSRVLVGLES 

PAQGNISWRGEPLAKLNRAQR 

KAFRRDIQMVFQDSISAVNPRK 

TVREILREPMRHLLSLKKSEQL 

ARASEMLKAVDLDDSVLDKRP 

PQLSGGQLQRVCLARALAVEP 

KLLILDEAVSNLDLVLOACiVIR 

LLKKLQQQFGTVASLFITH DLRL 

VERFCQRVMVMDNGQIVETQV 

VGEKLTFSSDAGRVLQNAVLP 

AFPVRRRTTEKV 


25471 


55839 


A 


25612 


1 


515 


MLAVECRSLPFPPLVQPVRYTD 
VTVKDDYNPETEQYTLTISQRT 
PATPDQAEKQPLHIPFAIELYDN 
EGKVIPLOKGGHPVNSVLNVTO 
AEOTFVFDNVYFOPVPAI LCFF 
SAPVKI FYKWSnOni TFl MRH 
ARNDFSRWDAAQSLLA/ILHQA 
ERRASSA RSAA VS AG ACG 


25472 


55840 


A 


25613 


1 


1053 




25473 


55841 


A 


25614 


1 


1521 




25474 


55842 


A 


25615 


430 


1120 


QTASTFLKRGKCASRQSKLCGN 

RRRKRRQRISSYCLLRGTACSP 

AHQPDAFHQKRGNAGRHYAEC 

VLQYSSCSTRYS\PGR\TQLINLF 

EVADGKRLVDLPGYGYAEVPE 

EMKRKWQRALGEYLEKRQSLQ 

GLVVLMDIRHPLKDI DOOMIF 

WAVDSNIAVLVLLTKADKLAS 

GARKAQLNMVREAVLAFNGD 

VQVETFSSLKKQGVDKLRQKL 

DTWFSEMQPVEETQDGE 


25475 


55843 


A 


25616 


407 


1176 


AYSTSLRVKICRKTSTLLLRSRV 

TQI RSNTKSTKRA AHCSLTASC 

PPRCSIHATTVTSTTPCLWRRJA 

TMLRALARLLLRICFSGRTLKIA 

CLLLLVAGATILIADR/AALYHA 

GKVKWLLVSGDNGRKNYDEA 

SGMQQALIAKGVPAKVIFCDY 

AGFSTLDSVVRAKKVFGENHIT 

IISQEFHNQRAIWLAKQYGIDAI 

GFNAPDLNMKHGFYTQLREKL 

VIAKGHGSI 1 TDI PVAKAGTM 

WAIEIDDVARHSRSHL 


25476 


55844 


A 


25617 


3 


168 


NPFYSAMR\KSAGIRHILARHVE 
GASHMAEGYTRATAGNIGVCL 
GTSGRCCFRLCW 


25477 


55845 


B 


25618 


169 


1227 





3415 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 
NO: 


SEO ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amioo acid sequence ( X'^Unknown, 
*=Stop codon» /=possible nucleotide 
deletion, N^possible nucleotide insertion) 






A 






740 


AlARSCADYHPANFRHHRAAA 
RAGDDYLSRRAERQPGAKAGG 
SRLRAGKRPCSAFRYW*CAAG 
E* S VGEKl MAGDVISPKRRL 


25479 


55847 


A 


25620 


146 


475 




25480 


55848 


B 


25621 


38 


191 




25481 


55849 


A 


25622 


662 


4568 




25482 


55850 


A 


25623 


20 


2661 


AGHIHRPRYQHGVGTESTSIMS 

VASRSAERVFLTKFESWKNFPI 

NRGRNKMAKMRAVDAAMYV 

LKKEG1\TPAFG\VPGAA\INPFY 

SPMRKHGNGIRHILARHVEGAS 

HMAEGYTRATAGNIGVCLGTS 

GPAGTDMITALYSASADSIPILC 

ITGQAPRARLHKEDFQAVDIEAI 

AKPVSKMAVTVREAALVPRVL 

QQ A FHLMRSGRPG P V L V DLPF 

DVQVAEIEFDPDMYEPLPVYKP 

AASRMQIEKAVEMLIQAERPVI 

VAGGGVINADAAALLQQFAEL 

TSVPVIPTLMGWGCIPDDHELM 

AGMVGLQTGHRYEKYTEGRKI 

VHIDIEPTQIGRVLCPDLGIVSD 

AKAALTLLVEVAQEMQKAGRL 

PCRKEWVADCQQRKRTLLRKT 

HFDNVPVKPQRVYEEMNKAFG 

RDVCYVTTIGLSQIAAAQMLHV 

FKDRHWINCGQAGPLGWTIPA 

ALGVCAADPKRNVVAISGDFD 

FQFLIEELAVGAQFNIPYIHVLV 

NRPAANGAQGSCHPDAPAVFR 

SSIFIRKSEEKLVVTMNELSASR 

ALPEETM PGRFELKPTLEK VLH 

APDNFLFMDPLPPMHRRGIIIAA 

IVLAVGFLLPSDDTPNAPVVTR 

EAQLDIQSQSQPPTEEQLRAQL 

VTPQNDPDQNLYRKASQKSSR 

KLPKRDLPHILTPFRAPMASVC 

AKRKGQVLHQQYSLKKYRYK 


25483 


55851 


A 


25624 


1 


570 




25484 


55852 


A 


25625 


312 


873 


APRSRVQAKIAASNTGELNALQ 

QLGFS\LVEGEVDLAL\PVN>JA\ 

SDSGAVVA\QETDIPA*RQLASA 

AFAQSRFRAPWYAPDASSRFYA 

QWIENAVRGTFDHQCLILRAAS 

GDIRGYVSLRELNATDARIGLL 

AGRGAGAELMQTALNWAYAR 

GKTTLRVATQMGNTAALKRYI 

QSGANVESTAYWLYR 



3416 



BNSDOCID: <WO 01750e7A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQIU 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stup codon, /=possible nucleotide 
deletion, N'^possible nucleotide insertion) 


25485 


55853 


A 


25626 


2 


922 


FSPPGLHDAGEAVFWRVNKSA 

NYGVLDKLARGYADLSKAESQ 

WDEMMRTAGSLKLGTIHASINS 

LFENITAAPADPILGLADLFRAD 

ERPG KINLGIGENPSCCRTSSSP 

VF D A Al WP A P VNN A SDSG A VV 

AQETDIPALRQLASAAFAQSRF 

RAPWYAPDASSRFYAQWIENA 

VRGTFDHQCLILRAASGDIRGV 

VSLRELNATDARIGLLAGRGAG 

AFI MOTAI NWAYARGnHMI/R 

I*RTAGGGNRTRLYAVGNG*RQ 
TVWRWRFYPSLPAVAGATFWQ 
RQSVTDAVLHRFAGDGGAAAR 
YPAWR 


25486 


55854 


A 


25627 


911 


1441 


AIPSISCFLLAIKALILSAIWLNA 
TPSRSKLEPSSKWIRSLRCPSPN 
RCAAASSFNISCQWFLSEYGPP 

VTKPNCRLMMRNGCSTLARML 
PVMYAMLMPVLFLRGCCFKVL 
TLPGRSAISQSTSTSASSSRCGA 
PW* PASAETNCSSPCSRLPS 


25487 


55855 


A 


25628 


1 


1247 


MERVLDNLLNNALRYCHSTVE 

TSLLLSGMRATLIVEDDGPGIAP 

ENREHIFEPFVRLDPSRDRSTGG 

CGLGLAIVHSIALAMGVNAQA 

DFMKLTGADEQIAAYCFKMPF 

VFHLIEEVSRNFGYALCLINIDH 

KA A LNITQRTAAN I LLDGQMQ 

HAVDQAFTQRTARQGSTFVQY 

ARLARKLATANICWSYFVPVR 

ASIEPLTWENAFFGVNSAIVRJT 

SEAPLLTPDALAPWSRVQAKIA 

ASNTGELDALQQLGFSLVEGEV 

DLALPVNNASDSGXAVVAQETD 

IPALRQLASAAFAQSRFRAPWY 

APDASSRFYAQWIENAVRGTFD 

HOPI TT RA ASCiDTRGYV^T RPI 

NATnARini I AnRPiAHAFI MH 

TALNWAYARGKTTLRVATQM 
GYTAALKRYIQSGANVESTAY 
WLYR 


25488 


55856 


A 


25629 


1 


1925 




25489 


55857 


A 


25630 


402 


664 


TA RRLLFFRD/RTARVA VPN AA 
VVLPFPLPVKTMIIPRSLGRRRS 
GGICRPLGYLVAMDAIDGLQN 
ADNSNGESRiATSSFRSRSARR 



3417 

BNSDOCID; <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide Insertion) 


25490 


55858 


A 


25631 


920 


1237 


IARPGCHLSHCHSEPSGRLSK*P 

FSCNSLKTGDF*Pl*GLIQTQIFS 

PFAFRRRIIPSGSGKVSGSHSKS 

HHWKAFIQKQSKWKTCSGRLR 

SAIPSIKLFTVASS 


25491 


55859 


A 


25632 


1 


1341 


MVHRFGIRVRFVALGFYQDVIL 

PVRAHRHEWGHYVHLCASIQR 

QIDVSFARDATSHSSCPVTGVR 

FWGYPFAANKVVIAGFELEGET 

MTRPGLICAEGGLLVMIVSLRS 

ELYDSYHEFTRQRVTEIVEKAA 

NHLPAVVEMMTLHRCAINRHN 

FVRRVGPAGISTFFASSPDGVN 

AGFSTFRVVFTCQRSRPLQRHS 

HADVQTATLLLNTVNLEQKQA 

NAILSGLSDMIPNSSPESAPEIQL 

LQSRM I LG KTI A ELNL RD I V EQK 

YFPI VG RG W ARLTKEKPG EL A I 

SWMH1P*TLSKNRPTPFS/DGLS 

DMIPNSSPESAPEIQLLQSRJVIIL 

GKTIAELNLRDIVEQKYFPIVGR 

GWARLTKEKPGELAISWMHIP 

QLNGQDQQLTLT VG ENG H YTL 

EGEEFTVNGMVGQRLEKDGVA 

LTI ADIKAKPGTQF V LSQRTELE 

AINALQETFTVSERSKESGMLE 

LTMTGDDPQLITRJLNSIANNYL 

QQNIARQAAQDSQSLEFLQRQL 

PEVRSELDQRKKNSTFIASSAIR 


25492 


55860 


A 


25633 


170 


935 


LTQEDTRINLIPMAVESLHLPTQ 

MLINGGETYAWRNWKRGGQY 

KSATLNTGQPHVRARELVDSD 

TLASDAARLTCRHGLALPALFT 

LIAVVTSLLSPQFIRQILWSRLT 

KTR*AGDQLDAYSTTEWSGSA 

TDTHG WGKRPL YTG R* RV H RQ 

WYGRPASGKRWRCADYRGH* 

GQTRNTVCPEPAYRTGSD 


25493 


55861 


B 


25634 


42 


755 





3418 

BNSCXXIO: <WO_0176067A3JA> 



wo 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of l:)st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \— possible nucleotide insertion) 


25494 


55862 


A 


25635 


793 


2127 


RYCKGTVMDQI RLTHLRQLE A 

ESIHIIREVAAEYSNPVMLYSIG 

KDSSVMLHLARKAYYPGTLPFP 

LLHVDTGWKFREMYEFRDRTA 

KAYGCELLVHKNPEGVAMGIN 

PFVHGSAKHTDIMKTEGLKQA 

LNK/YTTSRAKERJYSFRDRFHR 

WDPKNQRPELWHNYNGQINXK 

GESIRVFPLSNWTEQDIWQYIW 

LENIDIVPLYLAAERPVLERDG 

MLMMIDDNRIDLQPGEVIKKR 

MVRFRTLGCWPLTGAVESNAQ 

TLPEHEEMLVSTTSERQGRVID 

RDQAGSMELKKRQLIELIINVH 

NLLKNGFGFQVKVNRIALLAIN 

VFFFFRl Vni AAHF^^HTl A OH 

KLCSWFGLNVRDSQRNAIFFQT 
LADHTIDGELFTFQCIVAVFPNL 
PIYSYATIYVSSSSIPISSEESPSIR 
F AP^sOT^sROPPv^n^R Fr^v<;o\/ 

r /A^i3V^ 1 oivv^rr v oL'orvi ^ v v 


25495 


55863 


A 


25636 


360 


566 


GAETMGDLLWVVGILLMCSLS 
TLVL V ^^a,DPRLKS* RT* A * CG A 
LTSHQAINNGRNEKRKPIRESDP 
LKA 


25496 


55864 


y\ 


25637 


] 




1 f RK'<\V^VnKr^Tll^TlinFlV/fT 1 o 

AGSGILTSTFKPVVAKMSEVYG 
1NGAISDTYVMQDG*APELGLS 
PGRFLRHDTDFVLQLGIVMVRL 
AG DG SLNIN AQ ANN 


25497 


55865 




25638 


517 




PTARFO\AA/T<rnvni PAn/pisiRn 
DRFAIDVRVQGS*\WGCVLPLF 
RVLLFVSCALLLVSVSCVLRLL 
FCCSS\LSLFLSGLGGG RSPKAG 
DVFRDRR 


25498 


55866 


A 


25639 


47 


411 


AIKVRELSl KLKMC/YSLIKTLH 

n*KYRNFMVTn*sMVFni<rkr ATTH 

VAnVK^RRTAVVVriFkrVFninR 

SQFRIVVTGDLAQLLYRVIKVIT 

CGHFVRQHGIVLCAGVLHVGD 

RYQAHVKTLGGLl 


25499 


55867 


A 


25640 


1 


1488 




25500 


55868 


A 


25641 


2 


298 


CC\C} A^^sYAPinVW/W/n/WNTA 

TFIFNYSLSGLRRRRLIIRSRRHS 
THASNITLIAASTASRIGWFASA 
YHTRSNHGR 


25501 


55869 


C 


25642 


1 


2064 




25502 


55870 


B 


25643 


1 


1116 





3419 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/(175067 



PCT/USOl/08631 



SEO II> 

NO: 


SFQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nuclcohde 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=po5sible nucleotide insertion) 


25503 


55871 


A 


25644 


312 


620 


SACRCCLVVVPLFVCL/GSSLSL 

APTFPLLASFSSSRASRVVAFGL 

GSLRAGSALCLPCAAVVLALRS 

AGTCLEWWWWHSVVLPPETK 

RLPSTSLIPYPASVSI 


25504 


55872 


A 


25645 


2 


2237 




25505 


55873 


A 


25646 


692 


6383 


RMSRSSDYDQYRSRNALIRRHI 

EKMDASLHVGTKEFDISKVSEV 

DSVDDLLIDNAARYLLKDWKG 

VGELVNGVEVALEYTAERGIAL 

LKQNPELYWQILAEAASIAQVG 

GEVWIAPKFERNGLRLLANSEI 

GAASQLQTYHRVDPGRPCKLD 

LSGGMSQRVMIAMAIACRPKL 

LIADEPTTALDVTIQAQIIELLLE 

LQQKEN M AL VLITHDL AL V A E 

A AHKl 1 VM YAGQ V VETGDAH A 

1 FH A PRHP YTQ A LLRA 


25506 


55874 


A 


25647 


856 


1467 




25507 


55875 


A 


25648 


1823 


2014 


SQEIALMQFRPRLTGASGSP*RP 
PH RTL LRSDQN A ATI PQKRAS A 
LIPLMRJLPVRYGHLLLC 


25508 


55876 


A 


25649 


1 


218 




25509 


55877 


A 


25650 


2740 


3293 


IFAVNLILQCHVGGTHHQRFLL 

FAGNGDAGNQIRERFPNAGG/E 

LQSPDVALLLRPAFWRRPQSSA 

AAAHGE*SRGSVPEAPYTRRQF 

ALPAPPIKCAPLPERQRPSVPSR 

HLRLPACPGYKNRASSAKPSYS 

FLAQRQHLQRLSPLPQNQNLPQ 

RRRDQRQRAGAMSARVPDLISS 

SRSMRRTS 


25510 


55878 


B 


25651 


1 


1875 




25511 


55879 


B 


25652 


I 


2981 





3420 

BNSDOCID: <WO 01 75067 A3_1A> 



wo (H/0 75067 PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEIQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25512 


55880 


A 


25653 


1 


1649 


MTFRMCVAVDLGASSGRVMLA 

RYERECRSLTLREIHRFNNGLH 

SQNGYVTWDVDSLESAIRLGL 

TMKVCEEGIRIDSIGIDTWGVDFV 

LLDQQGQRVGLPVAYRDSRTN 

GLMAQAQQQLGKRDIYQRSGI 

QFLPFNTLYQLRALTEQQPELIP 

HIAHALLMPDYFSYRLTGKMN 

WEYTNATTTQLVNrNSDDWDE 

SLLAWSGGQQSLVWVAEASGE 

WGVLACTLFAWNRNYFVLLFV 

G VFLSSFGSTAN PQMFALAREH 

ADKTGREAVMFSSFLRAQVSL 

AWVIGPPLAYALAMGFSFTVM 

YLSAAVAFIVCGVMVWLFLPS 

MRKELPLATGTIEAPRRNRRDT 

LLLFVICTLMWGSNSLYIINMPL 

FIINELHLPEKLAGVMMGTAAG 

LEIPTMLIAGYFRQTSGPTAYGR 

SVGRIRRSRRIRQSCYYQRIFSL 

L ACEL AN A LERPENFCGMHFFN 

PVHRMPLVEHRGEKSSDETIAK 

VVAWASKMGKTPIVVNDCPGF 

FVNRVLFPYFAGFSQLLR/ERRG 

FPQDRQSDGKTVWLADGPGIS 

AGRCGH 


25513 


55881 


A 


25654 


1590 


2855 


RNLLGEAADPVSGPHSAIYRPD 

WPKSGDCACQGPIKGSANRPA 

VVPHVHGP\SEDLEVFLNVFGE 

LPQPLIDTQILAAFCGRPMSWG 

FASMVEEYSGVTLDKSESRTD 

WLARPVLPERQWEYASPNVWY 

LLPITAFCLMVETEASGWLPAAL 

DECRLMQMRRQEVVAPEDAW 

RDITNAWQLRTRQLACLQLLA 

DWRLRICARERDLAVNFVVREE 

HLWSVARYMPGSLGELDSLGL 

SGSEIRFHGKTLLALVEKAQTL 

PEDALPQPMLNLMDMPGYRKA 

FKAIKSLITDVSETHKISAELLAS 

RRQINQLLNWHWKLKPQNNLP 

ELISGWRGISAVKSSEAGLGAL 

SATSGFGKLQIQHQAFTLRTRT 

TDQHTLLAGTLFIAKI LIPM VSF 

TFQYCCFAVPQATYCHRIAPIL 

GNGAMKPGRKIS | 



BNSDOCID: <WO ^0175067A3_IA> 



3421 



wo <H/075067 PCT/US0I/()86JI 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mer 
hod 


SEQ ID NO: 
in DSSN 
09/540,217 


iNticlcutiUe 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=:Unknu\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25514 


55882 


A 


25655 


1 


3315 


MDELRLVLMTllHIKLPPIRRAD 

GSFGNDLTTGAGFNDRKTVPR 

YARVHVYRCRKVICIFTKRIPFC 

LDVPAHRALVVMKGTLYGMP 

VVAAAFEFAFMGGSMGSVVGA 

RFVRAVEQALEDNCPLICFSAS 

GGARMQEALMSLMQMAKTSA 

ALAK.MQERGLPY1SVLTDPTM 

GGVSASFAMLGDLNIAEPKALI 

GFAGPRVIEQTVREKLPPGIUR 

SEFLIEKGAIDMIVRRPHMRLKL 

ASILAKLM>JLPAPNPEA 


25515 


55883 


A 


25656 


246 


422 


RH ADTDLRR*1SDRFSPA PPA DP 
ANGGR*TPRHAAKRRDPG TPV 
QPARKPSKPTRLLR 


25516 


55884 


A 


25657 


884 


1276 


LVTRQLSPGNRCNVFAFSSAVK 

TSLTCQGWLSPVCAVCOAISSS 

HMASIQVRSPAASCGSPFCSKRP 

SALWWTSVSPFLSPRRRISGAN 

AESVSAT*SKRRSSARRSASARS 

TLSGAALRSRTASNEWRS 


25517 


55885 


A 


25658 


649 


1427 


LPLLGWSMSPRMTAQLACOAL 

QMALWRRKRPRNVrVHTDRGG 

QSVQQFRALKRHITASRFTFRF 

YLDVQKQFPKVTAQKVIVSFA 

GASVYSASELAAQEFPDLDVSL 

RGAVSIARRLQDPLAELVKIDP 

KSIGVGQYQHDVSQTQLARKL 

DAVVEDCVNAVGVDLNTASVP 

LLTR V AGLTRM M AQN I V A WR 

DENGQFQNRQQLLKVSRLGPK 

AFEQCAGFLRINHGDNPLDAST 

VHPEAYPVVERILAATQQALKD 

LMGNSSELRNLKASFLDNREN 

WPLLLDALIPVANTCEMILMPA 

CFGLADDKLWRWLNEKLPCSL 

MLLPTLPPSVLGlRLQNOLOr<Q 

F VRQGG V Wl ECG DGG DITM Tl 

TQR**PAGRVYRSPGSLSGGGT 

HSGSNTAGTERSDG 


25518 


55886 


A 


25659 


1 


1878 




25519 


55887 


A 


25660 


I 


4329 





3422 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, \-possible nucleotide insertion) 


25520 


55888 


A 


25661 


2514 


4173 


PTSCLPDDYVGHCRGVSAAHF 

AGSVSCVRLLSACARPLWRHL 

GLALLRVWCRTFLLLSALASVF 

CPCSVVWGRLLFSASLSVVVW 

GGVFLSPLGSLSPRGTARLGAA 

CRSRED/RRR*WRGIFNRDTFAS 

AVPASVNPDKPCAPAACIRFTS 

TSAY*VGCSDRNA/DAEASGEG 

WRRFGDATLSTGQFGGEAREE 

VILGLIGSQAXKTGGNTPKASAV 

RKITLVAWPALETGLTMLSM** 

IG*ETRVFSVFEPSSKSIVPSSRT 

VTFSSNASRRIAL*ISGSASFDSL 

IVFA*QPPSKLNTPSSSQPCSSSP 

IRRRFGSVERVVLPVPERPKNT 

ATSPFSPTLAEQCIEAIPSAVFA 

APVRVAASMIISGFCALASIRPS 

ASTRRPSASVFITSTFLPLR*VMI 

SPSLNALPLIRLSAQQRNSFTRL 

FSPRVMANASAPVTVAAPPMS 

DFIESINAVCLMQARVHWRFFI 

ASWVVIQPPAIPENVLNRVRLC 

AAPGTLCLTTFVSSSGDR*NAL 

CNRCNRPAPCFRSSAIRFATVLA 

ARRHDWVWPISPLIPRPSS 



BNSDOCID: <WO 0175067A3_IA> 



3423 



wo OI/075(>67 



PCT/l]SOI/*>S63l 



SKO ID 
NO: 


StQ ID NO: 
of peptide 
sequence 


hod 


SEO II> NO: 
in USSN 
09/540,217 


Nucleotide 
loc:ition of first 
codon for peptide 

sequence 


Nucleotide loc:ition of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide inscrtiun) 


25521 


55889 


A 


25662 


2221 


4400 


RGCVVSGKSSCSKTNLPSDDKR 

TGASCPLRDLFLRYLRAHALVT 

AEQLAHEFSLGIAIVEEQLQQLR 

EQGLVMNLQQDIWVSDEVFRR 

LRLRSLQAAREATRPVAATTYA 

RLLLERQGVLPATDGSPALFAS 

TSPGVYEGVDGVMRVIEQLAA 

SAINASLWESQEFVYGKPVYAV 

GENYSQGQYYLASFANKIWLSP 

QGVVDLHGFATNGLYYKSLLD 

KLKVSTHVFRVGTYKSAVEPFI 

RDDMSPAAREADSRWIGELWQ 

NYLNTVAANRQIPAEQVFPGA 

QGLLEGLTKTGGDTAKYALEN 

KLVDALASSAEIEKALTICEFGW 

SKTDKNYRAISYYDYALKTPA 

DTGDSIGVVFANGAIMDGEETQ 

GNVGGDTTAAQIRDARLDPKV 

KAIVLRVNSPGGSVTASEVIRA 

ELAAARAAGKPVVVSMGGMA 

ASGGYWISTPANYIVANPSTLT 

GSIGIFGVITTVENSLDSIGVHTD 

GVSTSPLADVSITRALPPEAQL 

MMQLSIENGYKRFITLVADARH 

STPEQ/IDKIAQGHVWT/GLGDF 

DDAVAKAAELAKVKQWHLEY 

YVDEPTFFDKVMDNMSGSVRA 

MLPDAFQAMLPAPLASYQVRS 

PCLTYILLLFRYHSYQYHAKEIN 

LRCLHGRDHRDAAFRAGLYTG 

VRSSTTPTGADAGIPSPGDARF 

AIHEYIPRNGSSRFNPGKLAPHA 


25522 


55890 


A 


25663 


1 


1665 




25523 


55891 


A 


25664 


475 


1182 




25524 


55892 


A 


25665 


242 


3059 




25525 


55893 


A 


25666 


1761 


1970 




25526 


55894 


A 


25667 


455 


1137 


GTKPRDIDHILGTFITPGMPKGG 

KLDVYA APELPLKLLGRPTEG E 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGEL/VVLENVR 

FNKGEKICDDE/HRAQASTHGIG 

K/FADVACAGPLLA/AVLDSLSK 

/lADQLIVGGGIANTFl/AAQGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSDA^^RVATEFSETAPATL 

KSVRHSDKISYISTGGGAFLEL 

WK VK Y L PA V A M LEERG 


25527 


55895 


A 


25668 


1108 


1932 




25528 


55896 


A 


25669 


1496 


1631 




25529 


55897 


A 


25670 


462 


1152 




25530 


55898 


A 


25671 


545 


598 





3424 



BNSOOCIO: <WO 017S067A3JA> 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=l)nkno>vii, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25531 


55899 


A 


25672 




1761 


MRGHNWIDMDQARQQSTPH 1 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTKYKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQ A AN FPN LM LCFQLK NG V N 

ACNDFIMLFVDDNAAGSICRAA 

SPCINEKQHAFSESVPAIAAVRCi 

LGSMIAVEFNDPQTGEPSAAIA 

QK I QQRALAQG LLLLTCG A Y( J 

NACKRRIDYVCRIKHSRRIRQV 

VLLNFA KSG A FSTTRGTDDKLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKKD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTG1\GKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

M V A 1 VG G SK VSTKLT V L DS LS K 

lADQLI VGGGIANTFI A AQGI ID 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPAN'L 

KSVNDVKADEQILDIVRDLDAA 

"MWIXf A A/PQ V\/TTvl \1/ A 
INV VliN/\Vrol V 1 fNVWOWArl:, 

W X iVl V ViVlL.rO W r WLVrOri AK 

KRLGNEPPEFSTASW 1 FM M 1 A L 

LYVCCRTVRLGREIHRRAOIVH 

IDiEPTQIGRVLCRISVLSLMl.KR 


25532 


55900 


A 


25673 


1 


984 




25533 


55901 


A 


25674 


1 


1181 


MM A VSAPYVGDNI DDGG 1 Y1 Q 

SETHTISSDCVLDTAAMWTPLS 

AVIGCTTNPAQYPANAAEVYN 

KDGNKLDLYGKVDGLl I YFSDN 

KD VDGDQTYM RLG FKG ETQ V f 

DQLTGYGQWEYQIQGNSAENL 

NNSWTRVAFAGLKFQDVGSFD 

YG RM YG V V YD VTS WTD V L PE F 

GGDTYGSDNFMQQRGNGFATY 

RNTDFFGLVDGLNFAVQYOGK 

NGNPSGESFTSG VTNNG R D A L R 

QNGDGVGGSITYDYEGFGIGXY 

TQTYNATRVGSLGWANKAQNF 

EAVAQYQFDFGLRPSLAYLOSK 

riK'Tsii nRnvnr^Pr^ii oirr^ivyicf^i* 

OIViN LrVjlVVJ T l-'LJtiL'ILv^Il^V^iVloL'r 

TQNRQASAKLALPCQVALLSSA 
SPHHAFTPSTSIIQPAHllIHSSPP 
PWASSHSISTHQQHTQCSSSSNT 
LAVH 


25534 


55902 


A 


25675 


1 


147 





3425 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/USO 1/08631 



SKO ID 
NO: 


SEQ II) NO: 
of peptide 
seqiicncv 


Met 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Nuek-otide 
locntion of first 
cudon for peptide 
secjifcnce 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Uiiknown, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


25535 


55903 


A 


25676 


683 


947 


QVRDSLQQGRERRIALSfGWLV 
WREGCQDQCELEAGGASALTR 
RGSCRELDPAPFATMLLFCPGC 
GNGLrVEDGXQRCHASTDAVPP 


25536 


55904 


A 


25677 


12 


393 


RGSCRELEPAEFETMLLFCPGC 

GNGLlVEEGORCH/RAVACNT\ 

CPYVHNITPQGNTIWKYPKLKE 

CGSDVLGGAAAWXENVDSTAE 

SCVPKCEHPRAYFMQLQTRSAD 

EPMTTFYKCC\NAQCGHRWRD 


25537 


55905 


A 


25678 


234 


567 


Y V DETDDCFENN RCGQP VNG A 

YSPAGLSRVAADASLTTPHAK* 

TLRSLTLHQHDKTRTELLNDVA 

GALALDDKLGRSTNQLSGGEW 

TPSLARPFLLLGPRKMRLLPLH 

LPP 


25538 


55906 


A 


25679 


1 


794 


HCDGKHFTGVGKIMSIGMQLQ 

DVAESTRLGPLSGEVRAGEILH 

LVGPNGAGKESLTGREWPEMP 

TVKGTIQFPGHPLEAWSAKKVL 

ALLRAYLXSQQQTPPFPPPVWH 

YLTLHQPDKTRPELLNDVAGA 

LALDDKLGRSTNQLSGGEWQR 

VRLAAVVLQITPQANPAGQLLL 

LDEPMNSLDVAOOSALDKILSA 

LCQQGLAIVMSSHDLNHTLRH 

AHRAWLLKGGKMLASGRREE 

VLTPPNLAQAYGM7MFRR1.D1EG 

HRJVILISTI 


25539 


55907 


A 


25680 


12 


414 


RAAPSRNLPPRMPIPIAAPIAAR 

PilTAAAMYSRSIFRFSMTVSSLF 

QLKRSSVGKLMFFRRHRQIDDR 

QNHEDEGLQRNDQDVENGPRH 

IQDPL* PPRQETSNQNEDQLSG V 

HVTEQSQTEGSWFGQHAYPF 


25540 


55908 


A 


25681 


568 


724 


RFSLGTVLDGIYPHQYDGYSR 
WSAKRYL* WRNL* SGTHRSC* 
VNNFTRSNKK 



3426 

BNSCMXJID: <WO 0175067A3.IA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SK.Q ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25541 


55909 


A 


25682 


1 


974 


MNGKLQSSDVKNETPYNIPLLI 

NENVISSGISLISLWT-ITYADEHY 

RVIWPRDKKKPLIANSWVAVY 

TVTGCGNSDRLNN I RTLRAMVIA 

REFSIDVLDEMLQQFRVVTPDR 

PEHKQLPQHELAERQEKISTWL 

ELMKADGINPEELLGMSSAAA 

PR\AGKKRQPGSAKYLFT\DVN 

GETKTWTGQGRTPKPIAQALAE 

DCHGKPEYGSAVHGCRCDDGS 

AHlSlI PFHT TvJRHPni P.VRT RPP 

r\\J IN Lv^r L'LINrvn^'^Lvj V rvL^ivi Iv 

K i?sjf~inYR<iRFr'H AnPTr^vr^ An 

rvi iNvjL-' I ivoivr v^ri/\vjii:. I vj V 

RDGKRSPLQIAIMMNGSSGQAI 
SSNVIILQLFLVEVIKSLRMLYM 


25542 


55910 


A 


25683 


1 


1359 




25543 


5591 1 


A 


25684 


1 


918 




25544 


55912 


A 


25685 


72 


690 


PAPVAGAHCPLGLHRSSEHQEP 

QLRHVARWPSS*SWLCHGTFR 

KLLPGICKRRGGNfCKF*GRRAR 

GVGCVVSRVWCGPACACSLRR 

WLAHTVHWVFTEAQSIKSHSS 

DMWPDGLALSPGCAMGPSGSC 

SRGKNVGGATKNFRGVHMIYC 

H KPI PTTQHESK Y ARQTTTEEC 

TQTSSHDFRTTFSAVMQQRLQI 

VSVQARLLDLLRGLVVELNLA 
VVIVTHDLGVARLLADRLLVM 
KQGQVVESGLTDRVLDDPHHP 


25545 


55913 


A 


25686 


1334 


1545 


RSQSRLERSCSVTGSM*RVSPA 
RSFRRITKRVLAAARLAT*LPAS 
GRRTGVGVSVDSEFPSELLSSSF 
TD 


25546 


55914 


A 


25687 


1784 


2125 


WLQHIHPQLLRCPVLRAQNVW 
IRTl YDRH/RFVTRGTI dWlFTr; 

DF/DKVPPDLRFFAGGDRSI/RG 
YKYKSIAPKYANGLDIGKSPAA 
GAISPCLTFVMSARRGGHRGQS 
ASGCRA 


25547 


55915 


A 


25688 


931 


1213 


TSII l-IPAPAI<rRR A PARPn^sRl Al-TR 

QRGRMRGAPRPFRQRQIKLCY 
ARCTPTICPTKVKSRSNTVTSG* 
TWSPRQRAKWWKSAKPPSAGL 
TSSARHP 


25548 


55916 


A 


25689 


999 


1243 


VDPVPWLPMALDITSTAPARQF 
RKRIIASLMPT/WGTSLRRYSVP 
PRRSGWKRWRFPPTGSTTCRPP 
FPAVCSSVCRLPATW 



3427 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO n>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25549 


55917 


A 


25690 


1225 


2341 


ARTFRLSNFGGSTRARGVYWD 

PNSDLCPTLDFSYICMPLLKNPL 

EQYYLVQGGFKRTDLNDTESD 

STTLVASRYWDLSSGWQRAIN 

LRWSLDHFTQGEITNTTMLFYP 

GVMISRTRSRGGLMPTWGDSQ 

RYSIDYSNTAWGSDVDFSVFQA 

QNVWIRTLYDRHRFVTRGTLG 

WIETGDFDKVPPDLRFFAGGDR 

SIRGYQY\KSIGPKLPNGD\LKG 

ASKLITGSLEYQYNVTGKCTK 

WQFGEWLAPGEVRLAPGATLA 

TPEL V A SC STEG LN G L A ANFH A 

ELRARLPWUGGAMKPRPVHLN 

TWEGFYFDLQPDKVKALATAA 

AALGVERFVLDDGWFNARHH 

DRAG LG DW WPDATKFPQGLG 

ELV A H VN PF Y A 




J jy J o 


A 

/-\ 


ZDoy 1 




233 


SSYPRWWAAWWASTTARPSTR 

WRSSPR*SATTWASSPSPTSP*I 

HDRPGIGATHSSRFIPLK 


o<<^ 1 
Zjjj I 




D 




1 
1 


o 




ZD jDz 




A 
/\ 














A 






1944 


WQPGGR* WSRQRS A DGTG PDD 
LA AAYFPGDRFYRN* PSERC*H 
RRG 


25554 


55922 


A 


25695 


1 


1215 




25555 


55923 


A 


25696 


1 


840 




25556 


55924 


A 


25697 


1 


1365 


MPQNRGGFLDKKNPGAPLEGA 

VYVNCFTRFPGIGYEGRTAVFC 

GAAKVPPGLNYRGIGAFPGGNF 

ASKRSRGRNLAGARCLRFCPK\ 

WQVNYSETASVQQQN*SVLARA 

IERGINAPLA\SSCGRFFDAVPA 

ALGCAPATLSYKGEAACALEA 

LAASCHGVTHPVTMPRVDNQL 

DLATFWQQWLNWQAPVNQRA 

WAFHDALAQGFAALMREQAT 

MRGITTLHPEGLERMSAGHES 

WLERRNGELGEGKGSKAYPTG 

DHKGADLYDDSNFLIQNIFVED 

TRGLLRQGREDLIERYKDPLNE 

NPKRCVEQLANWHKELEEYKK 

ASRIDIKPSREYASTIMNAIWTG 

EPSVIYGNVRNDGLIDNLPQGC 

CVEVACLVDANGIQPTKVGTLP 

SHLAAMMQTNINVQTLLTEAIL 

TENRDRVYHAAMMDPHTAAV 

LGIDEIYALVDDLIAAHGDWLP 



3428 

BNSDOCID: <WO ^0175067 A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
'^-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25557 


55925 


A 


25698 


1 


950 


MPDEEMRFNALKAVFSOLMTD 

ATLTPLFNYHYRISAPPGVNGL 

SMKRAVVVFSGGQDSTTCLVQ 

ALQQYDEVHCVTFDYGQRHRA 

EIDVARELALKLGARAHKVLD 

VTLLNELAVSSLTRDSIPVPDYE 

PEADGIPNTFVPGRNILFLTLAA 

lYAYQVKAEAVITGVCETDFSG 

YPDCRDEFVKALNHAHKEKLD 

EDCKRRMYTNPLRVLDSKNPE 

VQALLNDAPALGDYLDEESRE 

HFAGLCKLLESAGIAYTVNQRL 

AVNPEFKADPVVDIYLVASGA 

DTQSAAMALAERLRDELPGVK 

LMTNHGGGNFKKQFARADKW 

GARVAVVLGESEVANGTAVVK 

DLRSGEQTAVAQDSVAAHLRT 

KEKDS VEl YEN EN DQ VE A VKRF 

FAENGKALAVGVILGVGALIG 

WRYWNSHQVDSARSASLAYQ 

N A VTAVSEGKPDSI PA A EKFA A 

ENKNTYGALASLELAQQFVDIC 

Xici CI/" A A A /^i A rvTror^cTxr 
Nb,LJiK^AAv^Lvi^LiLAL) 1 oUhN 

LKAVINLRLARVQVQLKQADA 

ALKTL*IPD*RPDAGLRCKRSPR 

SPAVCTDRQNAHEIPRPDSHLM 

PERll*EAPALPDFLNPARAAG 


25558 


55926 


A 


25699 


J 


3314 


MKISRLG EA PD Y RFSLAN ERTF 

LAWIRTALGFLAAGVGLDQLA 

PDFATPVIRELLALLLCLFSGGL 

AM YG YLRWLRN EKAM RLKED 

LPYTNSLLIISLILMVVAVIVMG 

LRAML^4AMEPIWESDFHTLSY 

GFRPERSVHHAIRTVKLQLTDC 

OlilKOKW VIiiLilJL»o5>YrL>i VHH 

RLLMKAVRRRISDARFMTLLW 

KTIKAGHIDVEDKRAASEGVPQ 

NKHSPLLSNIMLNEFDQYLHER 

YLSG KARKDR WY WNN 


25559 


55927 


A 


25700 


997 


1716 


PYLTASSSAFQQLHLSGENHRD 

DGCAGYSRRTLAAQLQCHCEC 

DHNLPPDTPRLPRSGVVLPARF 

PRPLHTLISALHRRVLTRHARH 

ESSTLNPQRLPPAHRFFACQSRY 

VPGPAEYSYAVRSTDESG*A*W 

1 DA/Dt>XTT lAi nrx/z^ooi nr\i a i r»'A 
LKVFFNLI AL 1 VyKbLPDLALPA 

ONCPPCRSMLEPAPYILLGMLA 

TWPACPG\HEVG*SHSAHPDEP 

ETLQTVSR*YRRFGRPVH*SVH 

VVGRYPHQACQCYLSSTAE 


25560 


55928 


A 


25701 


1 


769 
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BNSDCX3ID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SCO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=$top codon, /=possible nucleotide 
deletion, \-pos$ible nucleotide insertion) 


25561 


55929 


A 


25702 


1 


3707 


MVRSAVVAGIAQAALPQSVVA 

WEYLVEDYDRJRNDIEAVLPEF 

ADYNQRJRHPGGFHLINAAAER 

RWMTPSGKANFITSKGLLEDPS 

SAFNSKLVMATVRSHDQYNTTl 

YGMDDRYRGVFGQRDGYRDN 

CEEIAQLAEDCGNLFAVTVFRC 

PAGANLQGNRNVHCIDDLGKD 

RFNDIRNVQAAELLAEMAISSA 

QRRMRAAKKVVRKKLTSGPAL 

PGKLADCTAQDLNRTELFLWK 

GEQNALLRGFPAVRLHSLL 


25562 


55930 


A 


25703 


1 


369 


LPSHGAGLGTCSLPCLSLPPTP 

WAPVQPEPPRRAPPPAPWRPVP 

LTTQGLRN/DEHRVQDWQAAP 

PAAPLKVCKYTNQHPVFSTRFV 

NAPIDTLYLAALVRTWRTFMSS 

SRIVNTPIGTLYLAQ 


25563 


55931 


A 


25704 


1 


444 


MRLHSSALGRSMGLGAVEQGA 

ALVGEAPAAQEPTEAGEGSGM 

AGCSPKACPAGRQLRPGPAVAA 

PSAGPPSPRPPGTPAGPQAPRAA 

PVPARA S PSTPPCKLRERA A A F 

A/EPRKGLPQCSGGLKGSSSAA 

KVGAQAEEAPRASESCEDC 


25564 


55932 


A 


25705 


1767 


2130 


YTGQRLRRVYWVPQQCQPTCA 

ALDFSPSLSCLPA/AAGLRTYSQ 

PCLSLPPTPWAPVQPEPPQ*APP 

PAPRRP\AHRPPKG*GVQAHGA 

G\RQAAPPAAPVRDPLG\KPAGL 

LSLVGTWRTFMS 


25565 


55933 


A 


25706 


654 


832 


RRC ARFL AGP* LPSHG AGLGTC 
SPPCLSLPPTPWAPVRPEPPRRA 
PPPAPRRPVLCVFS 


25566 


55934 


B 


25707 


1 


537 




25567 


55935 


A 


25708 


1 


455 


HCGSVIGGFLVSLTLRTKLRTL 

AVSVTALTVVCLEFIPSDVRMR 

SVSSFWWVRSLAGSRVKLQTF 

AVTVTALKAASLELFVPPGGLV 

VSLASGVKLQTAAAGK/RCLPV 

LRHAPALLSPWVVDGTGHRGA 

GGGAHRGGSGRPGAHGGGGRL 


25568 


55936 


A 


25709 


1 


314 


SACREVWRERHEREPGLRGAL 

AGQLEFRVGVGLVRPALGGAG 

QPGAALDFSPGLSCLPA/AAGL 

GTCSPPCLSLPPPPWAPVQPEPP 

RRAPPPVHGAQSHRPPKG 



BNSDOCID: <WO 01 75067 A3_IA> 



3430 



wo 01/075067 



PCT/USOl/08631 



SEQIO 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in CSSN 
09/540^217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25569 


55937 


A 


25710 


144 


519 


HPGQRLRRVYWVPQQCQPIGA 

ELDFSPSLSCLPA/AAGLGTCSP 

PCLSLPPPPWAPVQPEPPQRAPP 

PAPW/WLSPIDHPRAEECECTA 

QDWQAALPAAPVWDPLEMSG 

LFDRAEK R Y I RSFARKDSM 


25570 


55938 


A 


25711 


271 


743 


ARTWNVPKVCVRIKANSHSIFT 

GLSCLPAGQGSGPAARHA*ASD 

PLRGLLCGPSLLDE/PPPPAPWR 

PVPSTTQGLRSAGEQRGTGRQL 

HLSAAPVRDPRGEAIWAPESGR 

SAASILKPARPPAHREERTTPDA 

PP*EL*HSPRRSAASLREDPWLH 

S 


25571 


55939 


A 


25712 


1043 


1348 


GPARNRAQRRRAGTAGGPITPS 
AAAGPGAKPLIARRRQGWPAA 
PS AG PAKPTPTRI SS WPA S\QPA 
AAVPARASPSTTLFKLREWAPA 

LASPERGSHSATVG 


25572 


55940 


A 


25713 


22 


226 


NTRRWTEMTFDQVVRIFSIGNL 
QTVLQNRQPGGAIARCTGHIDP 
VTRFRPRAR*GSSHRNKAVDTQ 
RH 


25573 


55941 


A 


25714 


166 


714 




25574 


55942 


A 


25715 


1 


462 
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SEQ ID 
NO: 


SEQ in NO: 
of pcpliile 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Niiclcutidc 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*='Stop codon« /^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


25575 


55943 


A 


25716 


1 


924 


MFAilSYSSLAAVLLTATLTAAG 

IISFPVALCLVIGANLGSGLLAM 

LNNSAANAAARRVALGSLLFK 

LVGSLIILPFVHLLAETMGKLSL 

PKAELVIYFHVFYNLVRCLVML 

PF VDPM A RFCKTI I RDEPELDTQ 

LRPKHLDVSALDTPTLALANAA 

RETCALATPWTDDGRKYAYSA 

ASGGRRSATKVMVVVTDGESH 

DGSMLKAVIDQCNHDNILRFGI 

AVLGYLNRNALDTKNLIKEIKA 

lASIPTERYFFNVSDEAALLEKA 

GTLGEQ I FS I EDM DLG DE V YT V 

GRPHPMIDPTLRNQLIADLGAK 

PQVRVLLLDVVIGFGATADPAA 

SL VS A WQKAC A ARLDNQPL Y A 

lATVTGTERDPQCRSQQlATLED 

AGiAVVSSLPEATLLAAALIHPL 

SPAAQQHTPSLLENVAVITMIGLR 

SFALELQSASKPVVHYQWSPV 

AGQGKWLANPELLEADADAEY 

AAVIDIDLADIKEPILCAPNDPD 

DARPLSAVQGEKIDEVFIGSCM 

TNIGHFRAAGKLLDAHKGQLPT 

RLWVAPPTRMDAAQLTEEGYY 

SVFGKSGARVSSIPCAVPCVWA 

RVADGATVVSTSTRNFPNRLGT 

GANVFLASAELAAVAALIGKLP 

TPEEYQTYVAQVDKTAVDTYR 

YLNFNQLSQYTEKADGLLKPRF 

RPWQRKILDTLATYHEQHRDEP 

GPGRERLRRMALPMEDEALVL 


25576 


55944 


A 


25717 


1 


417 


MG VLNN WLSEEESLWIQSRJHL 

RALRYYSNWRQYFAGYTFGRQ 

YWQSPEDDHLPLLREFLARYER 

PM KNC WKILDIEETTD VDIIRRA 

YLALLPSFHPETDPQDFKQLRQ 

AYEEALRIAQSPAKSVWQPEEY 

EVAEHEILLAFRALLASDSERFL 

PSAWQRFIQQLNYCSMEEIDEL 

RWSLCTFAMNTAHLSFECVVLL 

AERLRWLQEENTGEIDEEELGS 

FLYAIAKGNVFNFQTILHLPVA 

RRPDICTQHNDQSRCEGYQILS 

DKRGHQHGGGITALYQCGNAD 

PRAKGERLFFDAPA*CASSARV 

CVLSLAGASKKSRSPFARGSAL 

PHWYRAVMPPPCW 



BNSDOCID: <WO_0175067A3.IA> 
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SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO n> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, /==possible nucleotide 
deletion, \=possible nucleotide insertion) 


25511 


55945 


A 


25718 


1680 


2058 


YRAYAPAFLPLSPSCPPLWRHC 

QPDMPAHRQS*SFV/PASCSAC 
MDEPHKRLTVTAGTECGTSASS 
AALRAILKPCSSVCSSFFLLLLL 
PPPPPSSSSSSFFFLF 


25578 


55946 


A 


25719 


1115 


3549 


NPDRLLQLN LI L ETSK* QQMGD 

TRXKRS/NLTVAPI ISPLKRYEQ 

HTELSRHINVVNLGDRNRRQQL 

ILDQGKSSQRNIYLSHVAQKIPG 

RATYALSHSVDMITIQLGTLLR 

CAPPHRRRYAGRFFCRSAGNFL 

NVQGFDAVLVAVKHDLLLCLT 

lAPSLIVCTRLRSPWCGALRRCS 

TDGRSDLASSGVMFSIDTESAL 

TRWCLSLPHGALGKIIAEGLLS 

VIASKASAIVTTVAVVPVTRRSS 

LVNWHSGGSGLWRCNRTDERD 

QQ A SQGTTRMGRTQRN YSPTR 

QAIHKTGSPTN4ATTSNTEQPPH 

EKPNTLTQHPRNPDRTIHPKAT 

HNELTQDTPQRDAKQNGEKTQ 

RKKNCLSELNDAEDQAERFQD 

RLMLKLQVTTKPCSMTRLRDC 

AGIWSAANRWSGIGIDRMIMLF 

TNSHTIATLFSSRRCAHRNKFH 

LMNEAVRRLLRSSFRKSVLRRD 

ASFHDNQRVHSLQLLKERKICSL 

IHGRICAAKASLFQTRRYRWQK 

APLFSAQFRGRNRAVTHNRWV 

TTTTAIERTRARGLRPNSGRGF 

HSSPAWQLRHRKCRRCARRYH 

TVYWTKRRRSVARASTVVSGRl 

TSRRGENRRRDSSAIAHMI HA A 

ICOTCLRIAVMIIRAASCSACK4D 

EPPSDLTVTAGTDAGl APAGYA 

LNERRDLLHALTKSTALRTAHR 

GPNRTGWLNRRIVRFVMTALF 


25579 


55947 


A 


25720 


606 


1562 




25580 


55948 


A 


25721 


688 


762 




25581 


55949 


A 


25722 


492 


737 


SLPSGATLPPPALLLASAPDTA* 
WRCRER*YHLPAYAALSPAVA 
HRASLYSTLPSSVPWRRQCAGF 
RARRSPEQAWAYPAR 



3433 
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SEQ m 
NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknoun, 
*=Stop codon, /=possiblc nucleotide 
deletion, \==possible nucleotide insertion) 


25582 


55950 


A 


25723 


335 


903 


WVHDLPARKGSSARNIMLKSA 

PLRGHTRTRRKKMNilEANVAT 

PDARVAITIARFNNFINDSLLLC. 

AIDALKRIGQVKDENITVVVVVI* 

GAYELPLAAGALAKTGKYDAG 

lALGTGIRGGTAHFEYVAGGAS 

NGLAHVGQDSE\[PVAFGVLTi 

ESI/EQAIERAGTKVGNKGAEA 

ALTALEMfNVLKAIKA 


25583 


55951 


A 


25724 


3644 


4545 


SEAWPWRTAGTCLLCLNl* r/AI 1 

VDKAIESRTVVADVLAKFENAL 

TG KLLT VSFQ A H E A V 1 HG 1 III P A 

PEENLQVLAALRLQVLOCinV 1 

LHAAIPPLEEVYSLQRLKARISO 

STKTFTPCERLEKRRTSFLFGTI , 

RRSFRTGSVVRQKVEEEQMLD 

MWIKEEVSSARASIIDKWRKFQ 

GMNQEQAMAKYMALIKEVVPG 

YGSTLFDVECKEGGFPQELWL 

GVSADAVSVYKRGEGRPLEVI 

QYEHILSFGAPLAN TYKIVVDE 

REL LFETSE V V D V A K L M K A Y 1 S 

MiVKKRYSTTRSASSQGSSR 


25584 


55952 


A 


25725 


1 


735 




25585 


55953 


A 


25726 


147 


504 


STCPASAPPRPSAGPRILSGSSAS 

GSPLGSSSASSPAVHKG*RFWL 

TG*CGP*VSAGNK\LFERWDGS 

VQSIIPLQILESQGSKNLEVFFRG 

WMVAMDNRFVGLKGDSOOl-S 

GQRJFKLG 


25586 


55954 


A 


25727 


1 


639 




25587 


55955 


A 


25728 


1 


1247 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of tirsl 
codnn fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25588 


55956 


A 


25729 


1 


2376 


MAEVEEKKQRIFRKFTYRGVD 

LGQLLDMSFEQLRQLYGARQL 

RRLNHGLWRNAEAQAAFAAE 

APMLGQEGGADHREAGSGEDA 

PAGYDHPSQDGGQQGGRLQRQ 

DLQPGGDQAGDDRPRPGRVLH 

H LQ AQ RG KKPM/I STVTFGQ* P 

DPPLRAGQRL*RC/RLLIYGRGK 

CWALSGNP/RSGKTTLLKSISAR 

LTPQQGEIHYENRSLYAMSEAD 

RRRLLRTEWGVVHQHPLDGLR 

RQVSAGGNIGERLMATGARHY 

GDI RATAQK WLEE VEIPANRI D 

DLPTTFLRATHTVKMFSIPGYSS 

PGQLLDPETNINIGTSYLQYVY 

QQFGNNRIFSSAAYNAGPGRVA 

TAIVLTLYIIYMVGFFATSGELT 

YEVWIGFFASAFTKVFTLLALF 

SILIHAWIGMWQVLTDYVKPLA 

LRLMLQLVl V VAL V V Y VI YG F V 

VVWGMRAALQISQSGQTCALL 

SKVFPTRSHTVSAQGGITVALG 

NTHEDNWEWHMYDTVKGSDY 

IDAGRJCRQEEGDWNSGVGDPS 

DAGDRKHQLKAAQLRPEAl KQ 

RRI ANRLKRRTQFPRHLKGFVN 

TLKPIHGGCSVGTKCPQMASLP 

EGLHHP VKL VFLG KPGCLLTDR 

PLKGPNTAKPVAVDLNASATAI 

TSYSLYGGSMILLFLASTLYHAI 

PHQRAKMWLKKFDHCAIYLLI 

AGTYTPFLLVGLDSPLARGLMI 


25589 


55957 


A 


25730 


219 


652 


SASWREAICLSRCRLPRSATAR 
GAGRGGCGLADRRASRQGKLNL 

QGGAPVSHHQAAVRLRESQIQ 
G A AEKR* PTGD V 1 H PGQP VSGG 

GVRTSVCWQQLPR 


25590 


55958 


A 


25731 


1902 


2100 


RKFFSSSSGRS*PVRCSKL*SSID 

A*PLERIKRSRSYQVGSVGLCL 

RKSFHSTSAISAMPIGAPG 


25591 


55959 


A 


25732 


3223 


3669 





3435 

BNSDOCID: <WO 0175067A3 tA> 



wo (M/0 75067 



PCT/IJSO 1/0863 1 



SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \-pussible nucleotide insertion) 


25592 


55960 


A 


25733 


1 


4325 


MPEPPTHSMGSCAAGASLTSTA 

PCSTAPSPIDHLRAKECERTAQ 

DWQAAPPAALVRDPLAALVRT 

WRTFMSSSRIVNTPiGTLCLAQ 

GFQWFSVLSQVHASTDQEIQE 

MHDEQANPQNAVGTLDVGLID 

SVCASDSPDRPNSFVllTANRVL 

HCNADTPEEMHHWITLLQRSK 

GDTRVEGQEFIVRGWLHKEVK 

NSPKMSSLKLKKRWFVLTHIPG 

LLQEFREDALNWGPDEKIFKET 

ELVNDMDKINGRIERAE 


25593 


55961 


A 


25734 


501 


2871 


TGCCCLRKTDCRRRESARGVH 

AVYRRICARSMLLYRESVRPKA 

VTARVAVEAGIADYWYKYVG 

LNGAIVGMTTFGESAPAELLFE 

EFGFTVDNPLASRAVRLRLPFN 

NDQVEAAVGWKLAVERHNGP 

TALILSRQNLAQVERTPDQVKE 

lARGGYVLKDSGGKPDIILIATG 

SEMEITLQAAEKLAGEGRNVR 

VVSLPSTDIFDAQDEEYRESVLP 

SNVAARVAVEAGIADYWYKY 

VGLKGAIVGMTGYGESAPADK 

LFPFFGFTAENIVAKAHKVLGV 

KAGSHIPRKKYDVPGKKSFSPV 

KYSTIGSPSPERPVSITTIPNSFVI 

ITANRVLHCNADTPEEMHHWIT 

LLQRSKGDTRVEGQEFIVVEKL 

IRGLAMEDSRNMFALFEYNGH 

VDKAIESRTVVADVLAKFEKEP 

VGKHLPTYDGQIAMGLESTAS 

VTRKHSSPSSLQNALSCETATSL 

lERRVRMALGTGDRRGLNTWL 

ARLPM E A KEKDE WRY WQ A DL 

LLERGREAEAKEILHQLMQQR 

GFYPMVAAQRIGEEYELKIDKA 

PQNVDSALTQGPEMARVRELM 

YWNLDNTARSEWANNLLKNKS 

KPDRAHLPGYASTTQWWILSV 

QATI\AGNLGDHLKERFPLA>fN 

DLSKRYTSGKKIPQSYAMAIAR 

QKSAWNPKVKSPVGASGLMQI 

MPGTATHTVKMFSIPGYSSPGQ 


25594 


55962 


A 


25735 


1 


1195 
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BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 
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StQ ID 

NO. 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25595 


55963 


A 


25736 


1931 


2676 


FCGNTHQTYLGWVGGVANSEA 
♦GEKWGTPDLVG/AERTETIQR 
LLGVCPEQGEGKIYIDGKQVOI 
RNCQQAIAQGIAMVPEDRKRD 
G 1 VPVM A VG KN ITLA A LN K \ VG 
GISQLDDAAEQKCILESIOQLKV 
KTSSPDLAIGRLSGGNQQKAIL 
ARr^i ] \ MPRT1 IT r^ppTRnimr; A 

Ivl L-L^ti;.! 1 iXvJil-'lVjA 

KYEIYKLINQLVQQGIAVIVISS 
ELPEVLGLSDRVLVMHEGKLK 

HHVEKQSV 


25596 


55964 


A 


25737 


1491 


1667 


TNG Q WRAP YC * M RSC RN I R RR 
GEDISGGAGVSPRESPE*RLVPE 
MGPGGAANRGTKRV 


25597 


55965 


A 


25738 


419 


823 


VTLVAITRPIHVNRLRQYLVAIS 

WNAGVMHKK*VQGGRLCSYR 
N*SICLVV1SPVVMGKRC!S* RC 
TAVLAALTVTVPSG VV A AMS V 
MLPRLPMKRSSIVPLPSNWRTS 


25598 


55966 


A 


25739 


591 


968 


VKQCKQADEH*EQSLIPLI-RRR 

TXPI <l\/POT /nkTAF TTVQPr'A^r; 
1 1 r Lo V r V^Lp/VJiVM.L-. I 1 V ol i^/\oVj 

GTS VNSLSHTS* ECM ASA V A VK 

FTFPNLAVNFCTAAMAGPKVA 

LTSTLARIQAGSLARTGGRAYR 




DDzfOf 


A 
/A 




/OH 


1 UU J 


OARPR APR R APVPIT IRQ^^H'I*! IV 

/FinoRi r^MT rir»r;xp»Q u/xj Mv/PT 
/i-/Ov^ivLvjrTLJL'L>'0 1 uo VV IN n V 1 

LNGQCTLVLIHEYVDTRGPEIK 

TILVISWWNILVFH 


25600 


55968 


A 


25741 


463 


786 




25601 


55969 


A 


25742 


3 


646 




25602 


55970 


A 


25743 


1 


3008 


MTMLQIVGALILLIAGFAILRLL 

FRALISTASALAGLILLCLFGPA 

LLAGYITERITRLFHIRWLAGVF 

LTIAGMIISFMWGLDGKHIALE 

AHTFDSVKFILTTALAGGLLAV 

PLQIKNIQQNGITPEDISKEINGY 

YCCFYTAFFLMACSDQRRLRG 

AMDKRYKFILVGFGFVFVFNl E 

SLDSGKKIHLLRRSHEEVMGSV 

MRTGTIDKGILPFIHHTRGNEIL 

FIPALFILFSLGGAVFGMGEEAV 

AFAIIIA 



3437 

BNSDOCID: <WO ^017S067A3JA> 



wo 01/075067 



PCT/ll SO 1/08631 



SEQ ID 
NO: 


SKQ n> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540^17 


Nuclcolidc 
location of Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibte nucleotide insertion) 


25603 


55971 


A 


25744 


2 


3494 


TITNLRPAAPGICEMAQGLSAG 

GEYTGASIFVAEYSPDRRRGFM 

GSWLDLRSIAEIELGAGGVGLIS 

TIVGEANFLDWGWRIPFFIALPL 

GIIGLYLRHALEDTPAFQQHVD 

KLEQGDREGLQDGPKVSLFCEIA 

TKYWRSLLTCIGLVIATNVTYY 

MLLTYMPSYLSHNLHYSEDHG 

ALIIIAIMIGMLFVQPVMGLLSD 

RFGRRPFVLLGSVALFVLAIPAF 

ILINSNVIGLNLLPAMFPTHIRYS 

ALLLEMKN 


25604 


55972 


A 


25745 


1 


277 




25605 


55973 


A 


25746 


902 


1006 




25606 


55974 


A 


25747 


2 


1265 




25607 


55975 


A 


25748 


409 


525 




25608 


55976 


A 


25749 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKQRAGHIFQLLSRCLLQl 
LN HCQRRA A H F RFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25609 


55977 


A 


25750 


3 


71 




25610 


55978 


A 


25751 


1 


1212 




25611 


55979 


A 


25752 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIII 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRRITRRIRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKL A KQLVTAAN W VK 

MQSDEGEINPVDILRWPGVMA 

AQEQDL DA I A AEILAALDGTLD 

DFIVARETEGQSGLKRVYHSPG 

APDIREFTRDAIP 


25612 


55980 


A 


25753 


5 


402 


EIFSVVWllMTRGDVVTISRWR 

VSSSPLETWIMKRWAKISPAPFS 

LLPISRLEKSEGDWLPETVISAF 

NMPSSLSLI1SSL*FKVRDV*HFF 

/RI*TLRGHYRVrNWPNFNIVVS 

QGIGKRLANSWLVFTLFHRI 


25613 


55981 


A 


25754 


48 


219 


PETCGHLWAYVVVTSCAAVXGL 
YFKVHVLG*RSVTPVTD1VKLL 
EFTRLRLPGYTKSIE 


25614 


55982 


A 


25755 


1 


912 





3438 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/lJSOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codon fur peptide 
sequence 


Nucleotide location of iasl 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-pos$iblc nuelcutide insertion) 


25615 


55983 


A 


25756 


1 


1857 


MRVCARACVRTRTRMCVYAH 

TCVCVRTYAYVRVRVRVHVRA 

RVRVCAYARTRVRMSLSILPFIQ 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRINQGVGITCLNYHGRG 

TLAGLITPPRLIRMLEQTALEHM 

IPVQREVAPGVITETGYIQLFLP 

GWEIGFSPLALLLAFLCSTSPGF 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDGITMD 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKGISRVVAGSSAIISNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAEEKDLI 

LLPDALSYEDGAFISCGVGTAY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAKRJIGVD 

Mi PFRT AMAICni HVA/JDHriV*! 

I'lA^l J-«»IVL»/A IVl/A rvv^LivJ V iviLxrlvJ I 1 

LPDVYA^*IGVARVSWMNGR1D 
SELRTRVRAYAHTRTRARTCTR 
TRTRTYAYVRTHTHVCAYTHM 
RVRVRTHARAHTR 


25616 


55984 


A 


25757 


3 


1180 


SKLGTRRSVVWA*SPSTSPTLW 

CSTFSAAGHSSMKRMNEFVDL 

LPAQQRMKGENWYRGTADAV 

TQNLDIIRRYKAEYVVILAGDHI 

YKQDYSRMLIDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMGIYVFDADYLYELLEEDD 

RDENSSHDFGKDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGMFMESEPRSGLIRVSCM 

PAGPPLPLPAARSEAPKAAGTV 

ASVPSIAPARLRPVPDPVELVLV 

AAEFITPGDPTPRI HGSGFiniR 

FSGNPQGGIAHVNGVARFQVK 

QCHQAWGQQYAARLRFQARGI 

SLQIAIHRVDIIHRFDVRQL 


25617 


55985 


A 


25758 


16 


543 




25618 


55986 


A 


25759 


1 


3387 





3439 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/US01/08631 



SEQID 
NO: 


SCQ lONO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25619 


55987 


A 


25760 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 

AAVPGTPSILALPSYSTTPFGVC 

TSASMNVPVLTLRIRTRVTGEV 

AAIKPFSMANAPTPDSILPQLGV 

VSTRCS * TITC AN R* STS A KG SL 

ERLIMATLL/WVAGTFD*SVWF 

GHDTDVVTLYRFHEALCYSVT 

LRTPHRRVLRFKSQHPGELACFI 

SPVA 


25620 


55988 


A 


2576! 


905 


4762 


PPHNWMPSNATPGIAFVWCAY 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGELVIVCTAIVGAG 

LGFLWFNTYPAQVFMGDVGSL 

ALGGALGIIAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QRIFRMAPIHHHYELKGWP 


25621 


55989 


A 


25762 


1 


1448 


MCHVLLAGRQRRTAGPEHALT 

PPECGSAAIGPAVYKWAHATG 

VM 1 PDRPRSPH AG A EERH WHH 

PQPELISQRLGSFSSGPTKYIHEF 

QYLTLSYNLTWSDLNVILTFILP 

LDEWERVFSLAQSHTDNCRLH 

KPDLQEG I RE VPQEDPQ WN YQ 

ENSPGIARRDYMISCLVEGLKK 

AAYKAINYDKLKETTQGTDKN 

PAQSMACLAATMRHFAALDPE 

ALAPHRDVNHGIKLTCKTIRSSI 

DISREIRAPRECRSTEMASWHPP 

ADLTECPVESGYSVLSGRTDCQ 

YSHTVRRACLTTIDSRPAVRQL 

LKIREVQLLSLLRGCVRSRRSGS 

INAQYCRCLERVVTLPFFDSGPS 

LMNHAPHLYFAWQQLVEKSQL 

MLRLATEEQWDELIASEMAYV 

NAVQEIAHLTEEVDPSTTMQEQ 

LRPMLRL 1 LDNESK VKQ VLQl R 

QVDGLAKLVEQLRHLSKKHHLD 

TDSTSSSLPGVRTPYSPIRGGEE 



3440 

BNSDCX:iD: <WO 0175067A3JA> 



wo 01/075067 



PCT/LSO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon fur peptide 
sequence 


Nucleotide location oflast 
codon fur last amino acid 
ut' peptide sequence 


Amiuo acid sequence ( X=lJnknown» 
*=Stop codon, /='possible nucleotide 
deletion. \=possiblc nucleotide insertion) 


25622 


55990 


A 


25763 


1029 


1665 


RPESISSVASKTRLGRSFHGAAR 
RTREYHSSTCNASIAAAATV\A 
AQG H PDTTSTPPA S VDTTATNT 
QTPAVTAPAPAVDPQQNAVVS 
PSQANVDTAATPAPTAATTPDG 

A APT PTnOAnVTTPV A r>PM AT 

VMNFTADCWLEVTDATGKKLF 
SGMQRKDGNLNLTGQAPYKLK 
IGAPAAVQIQYQGKPVDLSRFIR 
TNQVARLTLNAEQSPAQ 


25623 


55991 


A 


25764 


658 


1307 


SNRLYTDVESINEIEGIYMKLRF 
ISSALAAALFAATGSYAAVVDG 
GTIHFEGELVNAACSVNTDSAD 
Q VVTLGQYR TDI FN A VGNTSAL 
IPFTIQLNDCDPVVAANAAVAF 

ATriVGTFTT T^>JT<\AII kTPnmsJ^iF 
^TN\ONT TPPiTMSlVT T4ni A FRAP 

cvsTATsii R vPRPiPFnpr;<i<ivoA 
NTIGSGRCADCQPDA 


25624 


55992 


A 


25765 


167 


232 




25625 


55993 


A 


25766 


441 


686 




25626 


55994 


A 


25767 


206 


331 




25627 


55995 


A 


25768 


674 


900 


VVPTPTMI FFAI PROMT TA<:i r 

G*LKKACGRSWQTSPIKRSLNG 
AKFSRTSIIMGFITAEKWSGWEI 
WSARNVTS 


25628 


55996 


A 


25769 


41 


222 




25629 


55997 


A 


25770 


17 


525 


ESLECSGPSWNASGTQSGFYCH 
RI API LPEKRL ARM VEKTWGLG 
LRRRTGFRRQNLGGGTGTLVE 

EGH*SLRR*IRRERTERMQASR 
VTWNSFPQVPAAKJCPSSLSESG 
♦ P* ATN YTREQDSM WNC VHH Y 
WQPPTSVSRLVHLNSG 


25630 


55998 


A 


25771 


698 


1051 


PYLRIRLTALISRSSTVMRILFAI 

SKRPIT*PKRPICPTTMTWni <s<sl 

THGFSSSSSGPLNWRDSHLSTSF 

ISNGVVIMESVTVTSNNAIWSPS 

SSVAAVNTSRTPEAAIFCRNTGR 

SK 


25631 


55999 


A 


25772 


1 


2204 





3441 

BNSDOCID: <WO 0175067A3JA> 

I 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ !D NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


25632 


56000 


A 


25773 


3 


891 


RYRNQDDHELQIHTGTRPYVEL 

CGFRVNPPWLATDVTHAAMAL 

LTLVTTGLHIVGEWGKHATPPV 

PYSICSNPPRRAAYITVWRNRPC 

TLGDHLFSIAYPRGLRYDMGG 

GGEGTAWANVRQALARTTGR. 

AQHWTKDNAKSSREARHPRQN 

KTKTHLGKPVLRWV/DPSFDQS 

KYDSIVWNPT/TYYPVPKPSTQV 

GQKV/LDKILNYTNTEMKEAIA 

H/DTSKEGLQFYEVVPVALVVA 

GTQMATGLRTMDTRLYFEGELl 

DAAPNKPVIKVVRQGEEPDWP 

SKGDAGDGEKVPSSLSESG 


25633 


56001 


A 


25774 


1 


285 








A 




1 
I 


302 


SPSS FTORTA S VI 1 SSTSTOSRL A 
TSPILAIARARTSRRCPEKPQLG 
YPDSAAHVFQQDRATKYVINR 
NSKiCP*lCSACRSTVSTROHRR 
WRGSLQPLSQ 


25635 


56003 


A 


25776 


307 


473 




25636 


56004 


B 


25777 


67 


809 




25637 


56005 


A 


25778 


44 


301 




25638 


56006 


A 


25779 


1 


1519 


MINRLQHTVYTHKWNSYRTEP 

DRRHTALRNSFCLVRLNDSSHS 

RSLDSKQGHTEITFAATEHPPSP 

VSLRIHDVAFDDGRQTSRAPCF 

NLEQPGKLDCTKRLISDCWVM 

HPGESWHGFKDIPDNWSMLDPI 

KISILAPGMGEDGELEETGVPA 

ALVTAWLGRHGIVPTRTTDFQI 

MFLFSMGVTRGKWGTLVNTLC 

SFKRH Y D ANTPL AQ VMPEL VE 

QYPDTYANMGIHDLGDTMFA 

WLKENYSGARLNEAYS/GLPSII 

ERHVVDAQGYRGGGMLCSCES 

NFCVSLLRIQAS 


25639 


56007 


A 


25780 


461 


789 


H H V LSELQQL YTA YRS VDH 1 1 D 
HSLAIARAPQRRRCPEKPQLGY 
PDSLQHVFQQDRATKYVINGTS 
KKP*ICSACRSTVTHGHTDAGE 
EVWNPFAVLVPSGKDARVWG 


25640 


56008 


B 


25781 


1 


990 




25641 


56009 


A 


25782 


1 


3066 




25642 


56010 


A 


25783 


583 


904 


WGIRTTDFQIMFLFSMGVTRGK 

WGTLVNTLCSFKRHYDANTPL 

AQVMPELVEQYPGR*FTGVRK 

KSNN*FRQFGGVDTAGNNL\SEI 

FSASASAEIFPANSFCNRLA 



3442 



BNSCXXID: <WO_017S067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25643 


5601 I 


A 


25784 


331 


660 


TGIOl PnAP*<sOPW<sTRRR A VV 

• VJ 1 Lj I VJ r\ I ov^i vv o 1 rvjvrxA\ V V 

RPLYRVN*AVP*NR*VIRSKRA 
MPKRTDIKSILILGAGPIVIGQRL 

GWRDSDGVRLCGVLGSQENVC 
ELDEKGEERWSISGTSSEFTR 


25644 


56012 


A 


25785 


1 


798 


MSDAEDGARTTLGSGNAVERL 

ADALSQQNVTVIKSTSLDDGFA 

ILSSNEAIDCLMFSYQMEHPDE 

HQNVRQLIGiCLHERQLNVPVFL 

LGDREKALAAMDRDLLELVDX 

EFA WIVLEDTA DFI AGXRA V A AM 

TRYRQQLLPPLFSALMKYSDI/Q 

SEYSWAAPGHQGGVGF\TKTPA 

GRFYHDYYR! T RVAWVI HKTF 

CRLINFPETPIFGNSFRYDIEVSTM 
ESPDEEVKLRRHHLARCMKNF 
KTDIYFVSTFEPSTICSVni I TVF 
TFAGT 


25645 


56013 


A 


25786 


211 


414 


RVCECIQLRRIEIFRFMISSQPNL 
PEDLHPQ1IAKPSQKRLIEQ*SSK 
LTVTKARRQGSRYKSSRFFS 


25646 


56014 


A 


25787 


1694 


4974 


LSLLSAK/PVYMVPSRNRYGIIG 

PI/YPQEMQPETLQKKISE/SPLT 

KDKAGQKPSYCVV/TNCTYDG 

VCYNAKEAQD/LLEKTSDRLHF 

DEAWYGA^ARFNPIYADHYAM 

RG/EPGDHNGPTASYIHVREGV 

GRLNFFRFNQAYMMH/ATTSPL 

YAICASNDVAV/SMMDGNSGLS 

LTQEDCWVMHPGESW/HGFKD 

IPDNWSMLDPIKA^SILAPGMGE 

DGELEE/TGVPAALYSNLCLSSG 

TTGLSTEALLE 



3443 

BNSDOCI D: <WO 0 1 75067A3_I A> 



wo (H/0 75067 



PCT/US()1/08631 



ShLQ ID 
NO: 


SEQ ll> NO: 
(if peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
c(»don for peptide 
sequence 


Nucli^otidc location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25647 


56015 


A 


25788 


1 


1709 


MSKPKYPFEKRLEVVNHYFTT 

DDGYRIISARFGVPRTQVRTWV 

ALYEKHGEKGLIPFCPKGVSADP 

ELRIKVVKAVIEQHMSLNQAA 

AHFMLAGSGSVARWLKVYEER 

GE AG LRALKIGTKRN I AISVDPE 

KAASALELSKDRRIEDLERQVR 

FLETRLMYLKKLKALAHPTKK 

LSASLTSMRTLKSVFSEIYHENR 

GRYGYRRVTLSLHREGKQINH 

KAVQRLMGTLSLKAAIKVKRY 

RSYRGEVGQTAPNVLQRDFKA 

TRPNEKWVTDVTEFAVNGRKL 

YLSPVIDLFNNEVISYSLSERPV 

MNMVENMLDQAFKKLNPHEH 

PVLHSDQGWQYRMRRYQNILK 

EHGIKQSMSRKGNCLDNAVVE 

CFFGTLKSECFYLDEFSNISELK 

DAVTEYIEYYNSRRISLKLKGL 

TPIEYRNQTYMPRVNCPLFDTL 

RIPDIGGVVRARAIAKLLNDTD 

MAHDKRRPRANVSQVMHIIGD 

VAGRDCVLVDDMIDTGGTLCK 

AAEALKERGAKRVFAYATHPIF 

SGNAANNLRNSVIDEVV/DLRY 

HSAER*NQITAERAYSDPVRKI 


25648 


56016 


A 


25789 


2902 


3271 


SSAARHCAGCGDVRSVCRSGR 

A D APRMHPGES WHG FKDIPDN 

WSMLDPIKISILAPGMGEDGE/P 

TRTTDFQIMFLFSMGVTRGKW 

GTLVNTLCSFKKHYDANTPLA 

QVMPELVEQYPAFVINQ 


25649 


56017 


A 


25790 


185 


663 


SPVPSSRPSTRHRLPDGSSSSQFS 

SAIAARXVVNSCILCSKICQN*F 

NRRAASPLKRLP*SGASGMITVP 

NQPAPAQ/PAK*LYTRLDEVKP* 

*KITHGNGVSFCPTG*A*RTG1S 

ASSRDLEVQSKKRSFPALNWPA 

VYCCSALGSAPKCKPIPFLRAT 

V 



3444 

BNSDOCID: <WO 0 175067 A3 I A> 



wo 



01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25650 


56018 


A 


25791 


684 


4208 


NGLFWLFQPWLFADETRRRLE 

ERPRDRYQIIHHSSQVCHSDQA 

VYVLTQERVNERDDIVDIDLFV 

IDEFYKLAFRQLKSGDIDHQDE 

RVIELNIALSKLLKVSRQFYLTG 

PFVNSIRGLEKLGYPHTFVSTDF 

NTVALDVKTSASKRMTTKPSS 

IVIv. WOlS^oivl V L'AlJrIIIS.NLilvjL 

HPr^ A 1 Pt? A T VT A r^rMTXI A Z*' 1^ 

nr la A.Lr lvAL»v^V I lAUV^rNAOK. 
LRFLLCTSTIIEGVNTIAKNVVIY 
DNRAGSTRTISADIINSVICGLN 
TLKSFDTRWALL 


25651 


56019 


A 


25792 


1 


896 




25652 


56020 


A 


25793 


231 


721 


I1TAEKGRSREQQLA1L\PLNLAD 
MRQLQQQHSQTRLADTAADGL 
RHFTAQQRLMPLQLQAIFVTGQ 

Kl^ LM Ll^K V O Y /Ky L H O o r W K IvA 

QTHLPVPGSTPEYRRSDPHGPA 

LTGCSSHHNPVRARRGMTIAQL 

AANPDKEYRARSFAIARSRPLA 

SRSGYETVTPGC 


25653 


56021 


A 


25794 


1 


933 


MLEAAVCLCVFVSCSLAEGRA 

CCRVAVSIPVSVRARIHLLESDH 

LGRFREPKSIPRKDAQMDTFRT 

MVREPATFLDQVDGLQQSDDIL 

RLLPPELATLGITELEYEFYRRL 

VEKQLLTYRLHGESWREKVIER 

PVVHKDYDEQPRGPFIVCVDTS 

GSMGGFNEQCAKAFCLALMLI 

AIANKWRCYXIMLSSXTEIVRYE 

Lo^jrV,;Olliv^AlKrLroi^V^rKOO 1 U 

L(/\ov^r ssJ\ I wi t KLisf ^ivb W r A U A 

VVISDFIAQRLPDDVTSKVKEL 

QRVHQHRFHAVAMSAHGKPGI 

MRIFDHIWRFDTGMRSRLLRR 


25654 


56022 


C 


25795 


83 


1108 




25655 


56023 


A 


25796 


1 


747 





BNSDCXID: <WO_O175067A3JA> 



3445 
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StQ II> 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknf»\vii. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25656 


56024 


A 


25797 


25 


1741 


FMERLKRMSVFAKVVEFGSFTA 

AARQLQMSVSSISQTVSKLtDF. 

LQVKLLNRSTRSIG LTB AG R 1 Y Y 

QGCRRMLHE VQD V\HEH I . V A L 

NNTPIGTLRIGCSSTM AON VIA 

GLTAKMLICEYPGLSVNLVTGIP 

APDLIADGLDVVIRVGALQDSS 

LFSRRLGAMPMVVCAAKSYLT 

QYGIPEKPADLSSHSWLEYSVR 

TDNEFELMA PEG 1 STRL 1 PQCi R 1 

VTN DPMTLVR WLTAG AG 1 A Y V 

PLMWVINEINRGELEILEPRYOS 

DPRPVYALYTEKDKLPLKVQV 

VIMSLTDYFVETPTPLSSLISLPT 

lEICCMVSIPGTNQRLRPI- I GI A 

THRJLQSDLLLQVMTISRGRFSR 

SARFNGPTPSGRRLIRVnS TESG 

SRSSNPRTTGCFEEHCDH Y K A 1 1 

DSADGLPMVVYNIPALSGVKL f 

LDQINTLVTLPGVGALKQTSGI) 

LYQMEQIRREHPDLVLYNGYO 

EIFASGLLAGADGGIGSTYNIM 

GWRYQGIVKALKEGDIQTAQK 

LQTECNKVIDLLIKTGVFRGI.K 

TVLHYMDVVSVPLCRKPFGPV 

DEKYLPELKALAQOLMOl :RG 


25657 


56025 


A 


25798 


1 


1005 





BNSDOCID: <WO 0175067A3JA> 



3446 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
nf peptide 
sequence 


Mer 
hod 


SKO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25658 


56026 


A 


25799 


1 


2392 


MEMVAASKMRKSQDRMAASR 

PYAETMRKVIGHLAHGNLEYK 

HPYLEDRDVKRVGYLVVSTDR 

GLCGGLNINLFKKLLAEMKTW 

TDKGVQCDLAMIGSKGVSFFNS 

VGGNVVAQVTGMGDNPSLSEL 

IGPVKVMLQAYDEGRLDKLYI 

VSNKFINTMSQVPTISQLLPLPA 

SDDDDLKHKSWDYLYEPDPKA 

LLEQCSCMLRSPAWGITSTDTT 

RARTDLACPIWLLLDPYPKLMG 

NAPKALASVDKRGVPVNTILVS 

ALVTALCVLINYLAPESAFGLL 

MALVVSALVINWAMISLAHMK 

FRRAKQEQGVVTRFPALLYPLG 

NWICLLFMAAVLVIMLMTPGM 

AISVYLIPPLQTNTFNSTTIAMA 

DYQMESLSAEINFAAAKLARA 

C A DEWTARTPEKPRYV AG VLG 

PTNRTASISPDVNDPAFRNITFD 

GLVAAYRESTKALVEGGADLIL 

lETVFDTLNAKAAVFAVKTEFE 

ALGVELPIMISGTITDASGRTLS 

GQTTEAFYNSLRHAEALTFGLN 

CALGPDELRQYVQELSRIAECY 

VTAHPNAGLPNAFGEYDLDAD 

TMAKQIREWAQAGFLNTVRGC 

CGTTPOHIAEMSPGRKRLTRAE 

SSSVPSTLPGKAWLEHALPLIAE 

QL/QGRRSAVFIPF\AGVTQTWD 

DYTAKTAAVLAPLGVSVTGIHS 

VVDPVAAIENAEIVIVGGGNTF 


25659 


56027 


A 


25800 


412 


1115 


LAGEVMDLLLLSNSTLPGKAW 

LEHALPLIAEQLQGRRSAVFIPF 

AGVTQTWDDYTAKTVAVLAPL 

GISVTGIHSVVDPVAAIENAEIVI 

VGGGNTFQLLKQCRERGLLAPl 

TDVVKRGALYIGWSAGANLAC 

PLQINPHFTNALPEGHKGDPRL 
FRMRELLVVAPELTIIGLPEGNW 
ITVSKGHATLGGPNTTYVFKAG 
EEAVPLEAGHRF 


25660 


56028 


A 


25801 


1 


360 


MDHAIAGIAVQFRGGNLLRFK 

AFQQRVKYRMCQAERA INRLF 

NIAVKRLTGNRLDDKSKQHIIDI 

AVDIPKWSDHLHIIRRKHHDPT 

QDSGTHLPAVADDGFRTSVRN 

RSA*HIRYLTRC*KALNRNKLPP 

RN*TAIPAMA 



3447 

BNSDCX;iD: <WO 0175067A3JA> 
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NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO II) NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sec|ijenee 


Nucleotide locution of last 
codon for last amino iicid 
of peptide :ieqtiencc 


Amino acid sequence ( X=LInknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25661 


56029 


A 


25802 


1032 


1233 


LVQFLRICFHlLORF/LPSH*RQK 
DESLRALPVSFLCWRTDSDFPA 
DISYQNYR*YNREPYLPRPDSG 


25662 


56030 


A 


25803 


1 


1394 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRVSHPE 

AQRJGQPFKGDDILKALNGEEN 

VAINRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSIIWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEISTLFEQRQAMLQSIKEGVV 

AVDDRGEVTLINDAAQELLNV 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LINTVPVRSNGVIIGAISTFRDKT 

EVRKLMQRLDGLVNYADALRE 

RSRLEHILHNQRVPFIMKLHHR 

MLRHFIAASVIVLTSSFLIFELV 

ASDRAMSAYLRYIVQKADSSFL 

YDKYQNQSIAAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHKXSRAYAAHYKPHPL 

TATQLWK\RSTITRF*SGSGRQP 

PPG*LRFRSWDGRRE1SLLSRSL 


25663 


56031 


A 


25804 


3 


219 




25664 


56032 


A 


25805 


14 


265 




25665 


56033 


A 


25806 


744 


1566 


FASWLRVFSITNCAAPVTSESC 

ALDLGSAEAKAWIGVENPHRA 

DVLTELRRSTVARVCTGRAGPR 

PRTQALLRFLADHSRSKDTVLK 

EVPEEWVKAQGLLEVRSEISDK 

NLYLTRPDMGRRLCAEAVEAL 

KAQC V ANPDVQ V V 1 SDG LSTD 

AITVNYEEILPPLMAGLKQAGL 

KVGTPFFVRYGRVKIEDQIGEIL 

GAKVVILLVGERPGLGQSESLS 

CYAVYSPRMATTVEADRTCIY 

NIHQGGTPPVEAAAVIVDLAKR 

MLEQKAFXGINMTR 


25666 


56034 


A 


25807 


596 


745 




25667 


56035 


A 


25808 


151 


660 


STTERLGDDFVRAANIILHCEG 

KVVVSGIGKSGHIGKKIAATLA 

STGTPAFFVHPAEALHGDLGMl 

ESRDVM LFIS YSGG AKELDLI ! P 

RLEDKSIALAPNSRTVIT*CWFS 

AGDGGLPGPDYGQDFAAHPAG 

AGALYKCRDLIMDNILRTVSCQ 

SHDDGDIRGMAFARQ 


25668 


56036 


A 


25809 


314 


583 




25669 


56037 


A 


25810 


1 


2982 





3448 



BNSDOCID: <WO 0175067A3JA> 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
<»f peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos5ible nucleotide inscrliimi 


25670 


56038 


A 


25811 


120 


790 


EGLKTKGEKASPPSCLSFCKNi: 

FVISSTDYALSQSQSGGVMHRQ 

SFFLVPLICLSSALWAAPATVN 

VEVLQDKLDHPWALAFLPDNI 1 

GMLITLRGGELRHWQAGKGLS 

APLSGVPDVWAHGQGGLLDVV 

KAGTAVGYGRLSDDLSKVTDF 
RAVFRQMPKLSTGNHFGGRLV 

FDGKGYLFIALGENNQRP lAQI) 
HRVPSWYK 


25671 


56039 


A 


25812 


707 


1141 


ashtatsprpvrlsssiasn lav 
natcgmassrrir*ctlfsk:ra 

PSAPAGWFRAKSSSI NPRAPVIT 
AlASASPIIRVLTVLEVGAKCIG 
QGSRSDSTELSPFIKMVPPNSL I 
TALAVIPPFSLSDTLPEVLISLSLI 
YNTLF 


25672 


56040 


A 


25813 


215 


2160 


EINSITSRLSIIPRSPCS AS AG W 1 

KKAGVPVLASVAAIFLPMWPD 

LPIPETTTLPSQCKMILAARTKS 

SPR/RSNIMTHIRIEKGTGGVVGCJ 

PLELKATPGKKI VYITAGTR PA I 

VDKLAQLTGWQAIDGFKEGEP 

AEAEIGVAVIDCGGTLRCGIYP 

KRRI PTIN I HSTG KSG PL AO Y I V E 

DIYVSGGKEENITVVGDATPOP 

SFVGPDYDTSEKLMIVRKJvPIG 

VQMLYQVGTVSMLLYTRTIIQT 

KMTPRTIVTISHSVRNAGDSFFS 

lASNQPMPPTAKKIEPLAISLLS 

AEAPTRLSELKARIGEPRWSIEA 

IKPMPISTHKPNMQAITPPARRA 

ILSPCACESRSRQEPCPPGCHCS 

CPNHSCRSRLKGVLSMEQYLL 

QQKHVGTPPGPFRPPDTNQPCVV 

KTKPSQREEYTRRVGFTGHSNO 

GAKIIRTHIICRRRTSFALERPGD 

GFQAVVGGTVLMGLPRTKNVG 

LPVTILGRVHRRSSERFPRTSES 

AINRKDAGPKDPVRQRLAYKK 

HPMERRWGPHVVARTFGRAlPi 

LGPHRTV LSTRFQ V A KN PLG PI 

GPSPLAVLTWTVPRPKNGRRG 

GKQRARIICQSRREASCNNVCL 

ARSSGVFKGFSPVSSSGEHTGN 

KYSAYSFSLCPLFVFLPLSGRLL 



BNSDOCID: <WO 0175067A3_IA> 



3449 
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PCT/USO 1/08631 



SEO ID 

NO: 


SKQ il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
loc:)tion of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


25673 


56041 


A 


25814 


n 


613 


RLSSVFVSKSLASWRSCNCSFS 

GPLVRLT1RP\LSPPDVRLLLSPS 

VVHAYNCPHQETQRHHTHHLT 

P/RLPNHGQIAISAMVYSSPATN/ 

SMLRQLLIQHVEQIGSVPLVMD 

A ISL VEA H D/RS A AG* SRPL Y* R 

AN*SSRY*VSYARiCRVROAKSR 

/HGKPSKKVLAKRAVPNRVCRC 

CNRVKRRCICQPKRRICCMTLPV 

RATR 


25674 


56042 


B 


25815 


I 


1920 




25675 


56043 


A 


25816 


247 


1182 


EAVMRQTKTGILLANLGTPDAP 

TPEAVKRYLKQFLSDRRVVDTS 

RLLWWPLLRGVILPLRSPRVAK 

L Y AS V WM EGVGSPLM V YSRQQ 

QQALAQRLPEMPVALGMSYGS 

PSLESAVDELLAEHVDHIVVLP 

LYPQFSCSTVGAVWDELARILA 

RKRSIPGISFIRDYADNHDYINA 

LANSVRASFAKHGEPDLLLLSY 

HGIPQRYADEGDSLRELYAVA 

NPNPGPGMGVLLAYMFFGRGS 

AKOSAGGSGLDGLLRRTPPITP 

GGYFSVFVWKSLGSWRSCNCS 

FSG PL VG LTI RPRFTAGRS PTSF 

AQRCTCL 


25676 


56044 


B 


25817 


1 


651 




25611 


56045 


A 


25818 


1 


1647 




25678 


56046 


A 


25819 


1 


1506 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=iJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25679 


56047 


A 


25820 


645 


2161 


LDRCALNVTAQPSIECQVANAC 

LSPKGEFEYLQIDAPTPQALLSE 

lEKCWHRHRNVWPDHTrNLAL 

ALHGQVDPVTGVSQTMPQAPW 

TTPVEVKYLLEEKLGIRVMVDN 

DCQLHYCKTAILNWSRKMALS 

RQKFTFERLRRFTLPEGKKQTF 

LWDADVTTLACRATSGAKAFV 

FQS VY AG KTLRMTIGNINDWKI 

DDARAEARRLQTLIDTGIDPRIA 

KAVKIAEAESLQAESRKTKVTF 

SVAWEDYLQELRTGISAKTKRP 

YSTRYIADHINLSSRGGESPGLG 

LLLAFTLFGKGMSKRSAPGAMI 

IHFLGGIHELYFPYVLMKPLTI! 

AMIAGGMSGTWMFNLLDGGL 

VAGPSPGSIFAYLALTPKGSFLA 

TIAGVTVGTLVSFAITSLILKME 

kT TVFTF ^PHF F A A isj A V A Nyl 

KOFHAF^sI ^RVkTR I A FX/rr^Ar: 
ivv^i_>vjr-vr oi^oxv V rv rvi /-a. r V JL//\vJ 

MGSSAMGATT\FRKRLEKAGL 

AlEVKHYAIENVPADADIVVTH 

ASLEGRVKRVTDKPLYGPAVV 


25680 


56048 


A 


25821 


2 


341 




25681 


56049 


A 


25822 


218 


469 


1 ir*Aor;R R<\p<;RPQTRr*pwi xi 

l-^l^/AV^\JfVIxor OtvOij 1 ivv^r^tv VL« 1 L 

AVV^n IN vIO V O V V V LiOr lNol-# T Itl* V V 

VPS*CNAATGPVVTCLYKGKFQ 
PILILLVTSTRVSSCI 


25682 


56050 


A 


25823 


1 


3966 




25683 


56051 


A 


25824 


2 


728 




25684 


56052 


A 


25825 


528 


1123 


DAEEGPDHRYLSSAHGGGSAS 

QPPSCAVTACRWPWRGRGCRA 

GVWNQPTAAQGRSWPVGKTSC 

*GQGSTCKSQTWGFRGQRLPQ 

DAPAPPASLCASFHLVEAGASA 

D^GDTR R MTTR/FA<il<rTVAR AT<r 

RIIRVLRFSPLWVATRSLASTAI 
KIACCASEPGSFLQLWKPRSMA 
PVHRCTWHEACPEGQRQMSCV 
SSTGL 


25685 


56053 


A 


25826 


1 


492 
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BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SKQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X-Unknown, 
*-Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25686 


56054 


A 


25827 


1740 


3858 


ADAAGTEKTATVSRYHFYLRY 

PRSGRSVIDVRSWWRFSIMDAL 

SRSIPRAISICARGKPVVTAKFK 

QGTM PEPSN KA 1 1 LPI RFFPG V V 

LMIIKKSGGRWQLSLLASVVIS 

AFFLNTAYAWQQEYIVDTQPG 

LSTERYTWDSDHQPDYNDILSQ 

RIQSSQRALGLEVNLAEETPVD 

VTSSM S MG WN FPL Y EQ VTTGP 

VAALHYDGTTTSMYNEFGDST 

TTLTDPLWHASVSTLGWRVDS 

RLGDLRPWAQISYNQQFGENI 

WKAQSGLSRMTATNQNGNWL 

DVTVGADMLLNQNIAAYAALT 

QAENTTNNSDYLYTMGRTRWL 

TLIGTIITQFALGSVYTWSLFNG 

ALSAKLDAPVSQVAFSFGLLSL 

GLAISSSVAGKLQERFGVKRVT 

MASGILLGLGFFLTAHSDNLM 

MLWLSAGVLVGLADGAGYLL 

TLSNCVKWFPERKGLISAFAIGS 

YGLGSLGFKFVIDTQLLETVGLE 

KTFVIWGAIALLMIVFGATLMK 

DAPKQEVKTSNGVVEKDYTLA 

ESMRKPQYWMLAVMFLTACM 

SGLYVIGVAKDIAQSLAHLDVV 

SAANAVTVISIANLSGRLVLGIL 

SDKIARIRVITIGQVISLVGMAA 

LLFAPLNAVTFFAAIACVAFNF 

GGTITVFPSLMCGSIIASLFGGFY 

VTFYVIFALLILSLALSTTIRQPE 

QKMLHFTYLTTSALFPAGPKRN 


25687 


56055 


A 


25828 


2 


356 




25688 


56056 


A 


25829 


1 


1307 


MYETLEEVLRSSGDPADQKYV 

ELKARAEKALDDVKKRKLYC 

W^RRRQICALRRISRSPYPGHQL 

ECIASFDRNFEAMQKEMYGQF 

ENTFMMYLPRLCEHCLNPSCV 

ATCPSGAIYKREEDGIVLIDQDK 

CRGWRLCISGCPYKKIYFNWKS 

GKSEKCIFCYPRIESGQPTVCSE 

TCVGRIRYLGVLLYELTAQQFF 

PVWPPDHFVHPF*TLYVLPAPP 

SR*CDRVQLMASLQSVARASRE 

YRWYGFSR*TPRKALALAQLRP 

AESSPTAPDCN 
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BNSCXXJID: <WO 017S0e7A3JA> 
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PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tInknovvn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25689 


56057 


A 


25830 


583 


1369 


RHQLNSfASPAGGRWKDlGWF 

NFPQSNLCLKREKQDESCSLTQ 

ALPSELKVSADNVSLTGAVSLA 

SMLTEIFLLQQAQGMPEPGWG 

RITDSHQWNTLLSLHNAQFYLL 

QRTPEVARSRATPLLDLIKTALT 

PHPPQKQAYGGT\LPLPVRFMA 

vjrU 1 NLAPnI LOUALrvr IN W i LrO 
l^rUiN 1 r rOO V r tKWKIvLoJJN 
SQWIQVSLVFQTLQQMRDKTP 

LSLNTPPGEVKLTLAGCEERNA 
QGMCSLAGFTQIVNEARIPACS 


25690 


56058 


A 


25831 


199 


543 




25691 


56059 


A 


25832 


1 


642 


EASIFRRLSVYDNLMAVLQIRD 
DLSAEQREDRANELMEEFHIEH 

rf^V + P'R * PP <^r^PlPP OT\/P P A IC 

i-^V JrKoO vrKv^ 1 V KJvAt, lo 

A ni/^QCDI/^QX A IP I C 


25692 


56060 


A 


25833 


3 


329 




25693 


56061 


A 


25834 


1974 


2195 




25694 


56062 






t 
1 






25695 


56063 


A 
r\ 


7SR'^<^ 




1 f\f% 
1 OO 




25696 


56064 


A 




A. 




QTP/^M XA/P tTTXHTVPI Xl/^ A T'P WAI/" 

JVl r Li V A 1 iVi Aro V I WoL."i\JNI A 

AAKPTTPPTPSRRSGARGK 


25697 


56065 


A 


25838 


64 


354 




25698 


56066 


A 


25839 


1123 


1845 




25699 


56067 


A 


25840 


1120 


2097 




25700 


56068 


A 


25841 


124 


548 


CRQMVGTRRGGEQGKEVIDGY 
GKPATFYQMQDNGKPVEGHAS 
OMHYPi Akrnpwi Tr;>jA VI c\ 

V^lVin T llLi/\l\.L^r V Vl_,lVjrN/\Y I_<v^ 

V L'olNlrh.LjL/IVl 1 I L.V jvJbv^ivivlv^ 

AFSDKGKRVTTVLVPSQLAKA 
YKG\ V A W * KTS A * PSTPGKLSV 
CWGQTVPVRPPLSTWL 


25701 


56069 


A 


25842 


11 


514 




25702 


56070 


A 


25843 


2487 


5738 


RRAAGLPGRNDAGLARSHQWA 

GSADTGSEKQHELQLRIQGEPV 

SGQLNLAGSFDRKEERWKG\TL 

SNTRFQTPVG P WS LTRDI A LD Y 

RNKEQKISIGPHCWLNPNAELC 

VPQTIDAGAEGRAVVNLNRJD 

LAMLKPFMPETTQASGIFTGKA 

L>VAVvL>l 1 IS^cObrl^Ool 1 LoOKJN 

VQ VTQT VN\D A ALPV AFQTLN L 
TAELRNN RA ELG WTIRLTNNG 
QFDGQVQVTDPQGRRNLGGNV 
NIRNFNLAMINPIFTRG 


25703 


56071 


A 


25844 


538 


777 
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BNSDOCID: <WO 01 75067 A3 J A> 



wo 01/075067 
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SEQ ID 
NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
delelion, \=possible nucleotide insertion) 


25704 


56072 


A 


25845 


489 


2797 


TRRRRRTMIALIQRVTRASVTV 

EGEVTGEIGAGLLVLLGVEKDD 

DEQKANRLCERVLGYRIFSDAE 

GKfVTNLNVHQAAGSVLVVSQFT 

LAADTERGMRPSFSKGMSQLP 

GLSRETRESIAMYHLRVPQTEE 

ELERYYQFRWEMLRKPLHQPK 

GSERDAWDAMAHHQMVVDEQ 

GNLVAVGRLYINADNEASIRFM 

AVHPDVQDKGLGTLMAMTLES 

VAPYFSGSETGMMTLNRYRLR 

HMAKQGNRSAKRVEKLLRKPD 

RLISLVLIGNNLVNILASALGTI 

VGMRLYGDAGVAIATGVLTFV 

VLVFAEVLPKTIAALYPEKVAY 

PSSFLLAPLQILMMPLVWLLNA 

ITRMLMRMMGIKTDIVDMLLS 

VLDLEKNI/TVDDIMLPRSEHGI 

DINDDWKSIL/R/QLSHSPHGAIV 

LYRDSLDDAISMLRVREAWRL 

MSEKKEFTKETMLRAADEIYFV 

PEGTPLSTQLVKFQRNKKKVGL 

VVNEYGDIQGLVTVEDILEEIV 

GDFTTSMSPTLAEEVTPQNDGS 

VIIDGTAN VREIMKA FN WHLPE 

DDARTVNGVILEALEEIPVAGT 

RVRIGEYDIDILDKLSFCFRYSN 

HRRTNRTTIQRITFLHNAQYVT 

WRNVIRFHHCDGLMHIRVQWD 

VSFGDHFNAKLTHNIQHRLQRQ 

LNAFNHRRHIRVSFISHFQRTIQ 

AINHRQQFVDEFLQREFVGFFNI 


25705 


56073 


A 


25846 


87 


199 


QPASVQTAGAGCRL*LHQRQW 
RECLVLDSKRRGDGVL 



3454 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /"^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25706 


56074 


A 


25847 


1167 


3306 


GKSMDKELPWLADNAQXLELK 

YKKGKTPLSHRRWPGEPVSVIT 

GSLIQTLGDELLQKAEKKKNIV 

WRYENFSLEWQSAITQAFNLIG 

EHKPSIPARTMAALACIAQNDS 

QQLLDEiVQQEGLEYATEVVlA 

RQFIARCYESDPLVVTLQYQDE 

DYGYGYRSETYNEFDLRLRKH 

LSLAEESCWQRCADKLIAALPG 

INKVRHPFIALILPEKPEIANELA 

VPALREFL A ATK M P ATCTL KG L 

GAVEADYPYYLGMLGMHGTK 

AANFAVQECDLLIAVGARFDD 

RVTGKLNTFAPHASVIHMDIDP 

AEMNKLRQAHLRDEHSWRYD 

HPGDAIYAPLLLKQLSDRKPAD 

CVVTTDVGQHQMWAAQHIAH 

TRPENFITSSGLGTMGFGLPAA 

VGAQVARPNDTVVCISGDGSF 

MMNVQELGTVKRKQLPLKIVL 

LDNQRLGMVRQWQQLFFQER 

YS ETTLTDNPDFLML AS A FG 1 H 

GQHITRKDQVEAALDTMLNSD 

GPYLLHVSIDELENVWPLVPPG 

ASNYKKHHKLKQTFGVKIIPDV 

HDPSQAQPVADVVNVIQLPAFL 

ARQTDLVETHGENRPGQMGNI 

VDKFKEGGNEKVILCDRGANF 

G YDNL VVDMLG FSIMKKVSGN 

SPVIFDVTHALQCRDPFGAASG 

GRRAQVAELARAGMAVGLAG 

LFIEAHPDPEHAKCDGPSALPL 


25707 


56075 


A 


25848 


1 


695 


MATRASVTPMSLFSAGTCLLST 

SCVLSPVGDTAEESCWQRCAD 

KLIAALPGINKVRRPFIALILPEK 

PEIANELVGLECPRTHFHSKEW 

LKVVANDPTAVRKLEHYWSQD 

IFSDREASYMSHENHFGYAACA 

Al I RPDH! AAfPRT AMVAMkTP 

AVl^I^IVCiV^\JI_»/A/\lr I\.l_./-\lVl I /A n IN.C 

DCGSLLVQINHPQVIRTLLLVA 
DKNKPSLQRV A K YHKNFPH AT 
LAALAELLALTEPPA/RPWLSN 
HRRQKAACTAKSTR 


25708 


56076 


A 


25849 


823 


1091 


PVRFARITslP^riR R^RPPAnPlsJH 
\^ V iv£ /AfN.1 iN\^oi-/ivrVk3r\.\»*r/\\jr iNn 

VLNKALGVHINHFGA^SACAP* 
CRYPPHAAGEFYPDPCRHKGTT 
GYRHRQGYPPPGEPPPRASWLD 
LR 


25709 


56077 


A 


25850 


714 


875 


EFSS A Rl SRTSRLK YTNGCCRL 

WSAFCRLRTATTVPPARP*QLR 

PDRSRAQCQ 



3455 



BNSDCX:JD: <W0 0175067A3_!A> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, \=possiblc nucleotide insertion) 


25710 


56078 


A 


25851 


2730 


2893 


WPVGERLAPGDYPVI*TGQLCT 
AAGD/EWRR*KVRRHQPLWRG 
FPNRRYMAWRSA 


25711 


56079 


A 


25852 


750 


929 


SFHPAGRRYLYRHSSRSGNITN 

GCCRLWSAFCRLRTATTVPPAR 

P*QLRPDRSRAQCPV 


25712 


56080 


A 


25853 


2 


2427 


CRQHHRWHSGSTAVYRRVLITS 

KCWNVFIRTKTWTVSILTTSVV 

CASARRVCVPAPRAVSSRCLSV 

TTLIPSASTPW*LAHRISLAAR* 

AFWFNCRIPAGIDNVKVLERIH 

PDKDVDGFHPYNVGRLCQRAP 

RLRPCTPRG 1 VTLLERYNIDTFG 

LNAVVIGASNIVGRPMSMELLL 

AGCTTTVTHRFTKNLRHHVEN 

ADLLIVAVGKPGFIPGDWIKEG 

AlVIDVGINRLENGKVVGDVVF 

EDAAKRASYITPVPGGVGPMT 

VATLIETRYRQGKMFDGSSIGG 

WKGINESDMVLMPDASTAVID 

PFFADSTLIIRCDILEPGTLQGYD 

RDPRSIAKRAEDYLRSTGIADT 

VLFGPEPEFFLFDDIRFGSSISGS 

HVAIDDIEGAWNSSTQYEGGN 

KGHRPAVKGGYFPVPPVDSAQ 

DIRSEMCLVMEQMGLVVEAHH 

HEVATAGQNEVATRFNTMTKK 

ADEIQIYKYVVHNVAHRFGKT 

ATFMPKPMFGDNGSGSPPSQPQ 

SQPTPPEILLQALLSAGCFYAVY 

YVTYKTRLRKRVADVPRRPLFT 

MNRVETNLTWVILMGIALVSV 

GIFFMHNGFLLFRLNSYSQIFSS 

EVSGVALKRFFYFFIPAMLVVY 

FLRQDSKAWLFFLVSTVAFGLL 

TYMIVGGTRANIIIAFAIFLFIGII 

RGWISLWMLAAAGVLGIVGMF 

WLALKRYGN4NVSGDEAFYTFL 


25713 


5608! 


A 


25854 


502 


885 




25714 


56082 


A 


25855 


233 


738 


SNSCKRTKIISDVTSVFHAIFPAl 

KJTAPNSPRLRVNDSATPLTSAG 

ESSGSTTLQICLCQRVAPSVSAA 

SSYSGPNLFQHRLHGTHPKRNA 

GKGHSHRNPQPCIGDFDIKLRQ 

PFTVKTLYVKEKGQR*GGDRV 

LPAQRVNPSAHQAACGLGSDS 

GLGSTPSADRKRR 



3456 

BNSCXDCID: <WO 017S067A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, X^possiblc nucleotide insertion) 


25715 


56083 


A 


25856 


1 


2363 


M RRQDTG RRG RKRRD AG R WQ 

WRYWGKGSFTPMMATWDVAG 

KGEWHDSTITLTDLSTGFDQLQ 

YGTMTVEKPRLILDKPIVWVRD 

AQHPSFSGALSLDAGQTLFTGG 

SVLPPSTLKFSVDGRDPTYFLFK 

GDLHAGEIGPVRVNGRWDGIR 

LRGNAWWPKQSLTVFQPLVPP 

DWKMNLRDGELYAQVAFSAA 

PEQGFRAGGHGVLKGGSAWM 

PDNQVNGVDFVLPFRFADGAW 

HLGTRGPVTLRIAKQRKEMRN 

NNLRQFKLLGPDVGFDSINDRP 

MAEELSKLLSKQNEENLLPKTI 

LYCLNPRDNEVLGTMIENGASF 

AANPLYFDPKNIVELAIEAGCN 

CVASTYGVLASVSRRYAHRIPF 

LVKLNHNETLSYPNTYDQTLY 

ASVEQAFNMGAVAVGATIYFG 

SEESRRQIEEISAAFERAHELGM 

DGGWIGLMIKPLGRWSLIMEID 

EGFAVGMSPAELSAEQLLSKL 

WLWEGKAERYGWGRKSMDKE 

LPRLADNAQLELKYKKGKTPLS 

HRRWPGEPVSVITGSLIQTLGD 

ELLQKAEKKKNIVWRYENFSLE 

WQSAITQAINLIGEHKPSIPART 

MAALACIAQNDSQQLLDEIVQ 

QEGLEYATEVVIARQFIARCYE 

SDPLVVTLQYQDEDYGYGYRS 

ETYNEFDLRLRKHLSLAEESCW 

QRCADKLIAALPGINKVRRPFIA 


25716 


56084 


A 


25857 


1 


4440 


MNRFDGAKQNVVGADAHHLA 

DTAVKRNQSLFQLRASGHPRLP 

AGGGKAVFHGRFAAKKIEAVA 

FYFRHLIALLVVQMHFiCLVKG 

NVDVVFTAQLIDSTVQLIDSTTT 

VTQFTHIQTQLMRSVEWLTDN 

GSCYRANETRQFARMLGLEPK 

NTAVRSPESNGIAESFVKTIKRD 

YISIMPKPDGLTAAKNLAEAFE 

HYNEWHPHKAGTLTNEQWQQ 

VTAELHDRMMETVFFALDDAE 

QLFAHHQPTPVTSVDLLGQG 



3457 

BNSDOCID: <WO 0175067A3_IA> 



wo (n/075i)67 PCT/US01/(>8r>31 



SEQ II) 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO H) NO: 
in IJSSN 
09/540,217 


Nucleotide 
tocatton of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
(»f peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /==possibic nucleotide 
deletion* \=possible nucleotide insertion) 


25717 


56085 


A 


25858 


1 


3705 


MEEYGGVDVRLYRIPDPMAFL 

RQQKNLHRJVVQPQYLGDGLN 

NTLTWLWDNWYGKSRRVMQR 

TFSSQSRQNVTQALPELQLGNA 

IIKPSRYVQNNQFSPLKKYPLVK 

QFRYPLWQAKPFEPQQGSRGL 

YLVEAMVGGYRATTGGVVSDT 

V A LSK VSSKELLV WTAG KKQ V 

NEPGSEIFGLTALRITAENQDCA 

SLTPETFLPRIHVIKGVNISTATV 

CRQCEDAPCANVCPNGAISRDK 

GFVHCEARTLHLFAKT 


25718 


56086 


A 


25859 


123 


923 


TDSPYERGHLMSNLLGPRDAN 

GIPVPMTVDESIASMKASLLKKI 

KRSAYVYRVDCGGCNGCEIEIF 

ATLSPLFDAERFGIKVVPSPRHA 

DILLFTGAVTRAMRSPALRAW 

QSAPDPKJCIS\YGACGNSGGIF 

HDLYCVWGGTDKIVPVDVYIP 

GCPPTPWATLYGFAMALGLLE 

QKIHARGPGELDEQPAEILHGD 

MVQPLRVKVDREARRLAGYRY 

GRQWADDSFTQLGQGEEQVAR 

WLEAENDPRLNEIVSHLNHVVE 


25719 


56087 


A 


25860 


1337 


1516 


KLKSKSAKRHKFITPILAWRILI 
H Y LQR V A V* WGSRLL*LFLITIP 
SRWRLLPHNTGKG 


25720 


56088 


A 


25861 


1 


545 


MARLAALKACETVYSMGVRSH 

RRSPLEHLWQLKDQLVNEGEL 

VLETLVIDGDENTVLVPGDRYA 

QMKNVYFIPSALALKNWLKKC 

GFVDIRJADVSR/ITTTEEQRRTE 

WMVTESLADFLDPHDPGKTVE 

GYPAPKRARNRNRAEDHRQRL 

RH RTRKKQTHGQRRRHRPEPA 

QRQPQTGTTD 


25721 


56089 


A 


25862 


620 


1 1 17 




25722 


56090 


A 


25863 


1 


1188 




25723 


56091 


A 


25864 


231 


407 




25724 


56092 


A 


25865 


1 


501 




25725 


56093 


B 


25866 


1 


2373 




25726 


56094 


A 


25867 


1 


2211 





BNSDOCID: <WO 0l75067A3_tA> 



3458 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknon'n, 
*=Stop codon^ /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25727 


56095 


A 


25868 


2093 


3589 


GGINGKNFWFFLSPFTPCVGRC 

HSRVQLANSHLVDVDETPPSSA 

AVHLYATDADSIGNCGTDREFC 

PCNPIRRHAFCCERLQMGYHRS 

GYAFHLGHYGDRKVITNFYSLI 

A KN H LS H WLETLPAQJ AN WQR 

EQQHGLFKQWSNAVEFLPEIKP 

YRLDLLHSVTAESEEPLSAGQI 

KRJETLMRNLMPWRKGPFSLY 

GVNIDTEWRSDWKWDRVLPHL 

SDLTGRTILDVGCGSGYHMWR 

MIGAGAHLAVGIDPTQLFLCQF 

EAVRKLLGNDQRAHLLPL/GIE 

QLPALKAFDTVFSMGVLYHRR 

SPLEHLWQLKDQLVNEGELVL 

ETLVIDGDENTVLVPGDRYAQ 

MRNVYFIPSALALKNWLKKCG 

FVDIRIADVSVTTTEEQRRTEW 

M VTESL ADFLDPHDPA I FOI WP 

CTFMHAYHAFFDPVSHHRACQ 

NLTTFVPDTHQIAIRNTKACSIF 

VSFALRTTHSCAISHSSLEDPPA! 

LFKIADRMEQNLELLATAGNLG 


25728 


56096 


A 


25869 


231 


1785 


DDEVHRYSELRTRTVPSYPPER 

SGEAKTAAQRAGTAFRRGRGA 

GVPFNLQQRSDRWCS*RSQQN 

A*RLIGLHGQNSRSVPQLPMES 

ASVA*RCGSIIEKTTLSSRPFYW 

CPGCQHYADRFGA 



3459 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USOl/08631 



SEOID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEO II> NO: 
in I ISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution «»f last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, X^possible nucleotide insertion) 


25729 


56097 


A 


25870 


1818 


3311 


RMAIQFRTLSLRWCWKISLVSS 

FTVVKAMTIRIVAMRQLLRQQ 

KQRTF VC* SS/T VDG VLSDG LI Y 

MGNNGEELKAFNVRJDGYGIRC 

ALTSDIEVAHTGRICAKLVEDRX 

LPH WGSLTCI RGSQTN * SPL AlC 

WKNWRLP/QENVAYVGDDLID 

WPVMEKVGLSVAVDDAHPLL 

GTEIDAYIENADYQYNKKRLRE 

IDRRVRYLTKCLENLKIVDYSP 

QQEGKVFFGAWVEIENDDGVT 

HRFRIVGYDEIFGRKDYISIDSP 

MARALLKKEVGDLAVVNTPAG 

EASWYVNAIEYVKPRLNQTVR 

LLLEHEMGQVWISGEISNFTQP 

ASGHWYFTLKDDTAQVRCAM 

FRNSNRRVTFRPQHGQQVLVR 

ANITLYEPRGDYQllVESMQPA 

GEGLLQQKYEQLKAKLQAEGL 

FDQQYKKPLPSPAHCVGVITSK 

TGAALHDILHVLKRRDPSLPVU 

YPAAVQGDDAPGQIVRAIELAN 

QRNECDVLRPCVWCRRVRCRJl 


25730 


56098 


A 


25871 


1 


3465 




25731 


56099 


A 


25872 


1 


3126 




25732 


56100 


A 


25873 


1 


1722 


MSSLSQAASSVEKJITNARYWI 

VVMLFIVTSFNYGDRATLSIAG 

SEMAKHIGLDPVGMGYVFSAF 

SWAYVIGQIPGFVDIFSGFGITV 

ALFTLRFLVGLAEAPSFPGQSRl 

VGDWFPAQDRGTGVSIFTPFIL 

RKGDLRPIWVVILMAGQLHAL 

MSTLEDTPFSN KAG M RLRR WT 

NAAVMRLNPLACLATRSNQVN 

WLLLTGNISVYPVGSSEPTRRR 

STPINSTPHFNKTILPINARYSPT 

LPSSDGTRWTTRIDDKPTVGHK 

FARYWDVELREIP\MRPG\QLFR 

DPKRMIEGCAENPL\GV\VPTFG 

VTYAGNYEFPQPLPDALNKFQ 

ADPGIDIDMHIDAASGGFLAPF 

VAPDIVWDFRLPRVKSISASGH 

KFGLAPLGCGWVIWRDEEALP 

QELVFNVDYLGGQIGTFAINFS 

RPAGQVIAQYYEFLRJLGREGYT 

KSTQPARGSPPANNCQAQPETP 

DRAVIHPTDGYESAATHVLSPP 

TASDSDPAHRDQRVVKTDAWS 

VVPGSTSEYPRRYKAEWFCQPF 

AVLPAILAWSAALWRYQPRAR 

RRJCADYGCRALNSLKNELTTP 



3460 

BNSDCXJID: <WO 0175067A3_IA> 



wo <H/075067 



PCT/US(n/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540»2l7 


Nucleotide 
location of first 
codon lor peptide 
sec] uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=posstble nucleotide 
deletion, \-possible nucleotide insertion) 


25733 


56101 


A 


25874 


1 


2385 




25734 


56102 


A 


25875 


1 


1767 




25735 


56103 


A 


25876 


I 


2079 




25736 


56104 


A 


25877 


368 


1261 


TSPRA RPAAQGSRG AFL/H LTK 
KGVNRFAFYGLPESSGKRWAT 
ERE Y AFRQL V A E E K Y RG V V V(;) 
GLETAPENWQHAQNRLADWL 
QTLPPQTG 11 A VTD A R A R H 1 LQ V 
CEHLHIPVPEKLCVIGIDNEEl/r 

RYLSRVALSSVAQGARQMGYO 
AAKLLHRLLDKEEMPLQKII VI' 
PVRVIERRSTDYRSLTDPAVIQA 

GISRSNLEKRFKEEVGETIHAMI 
HAEKLEKARSLLISTTLSINEISQ 
MCG Y PSLQ YFYS VFK KAY HIT 
PKEVFAIVNSEVML 


25131 


56105 


A 


25878 


1 


868 


MTSLKNSMKWDEERFGLEYDL 

DIYMIVAVDFFNMGAMENKGl. 

NIFNSKYVLARTDTATDKDYLD 

lERVIGHEYFHN WTGN R V I CR D 

WFQLSLKEGLTVFRDQEFSSDL 

GSRAVNRINNVRTMRGLQFAE 

DASPMAHPIRPDMVIEMNNFY T 

LTVYEKGAEVIGMXTPPl.FGQE 

NFQNVILTCALEDPTRKVVLKP 

ASTLRLSRRCAVCWNSRITVSM 
RSSRRVTSVWLSAPTPIILSPAIF 
I VR W WLLDSNPLI Y YKA WSCW 
CSRK 


25738 


56106 


A 


25879 


2097 


2512 


NTPVRPDVGT*TEEHGGAESGE 
*RNSRELRENDKA*LHQYHAOP 
DGKNLAEAFEHYNEWHPIISAL 
GYWRTVD/DMRGR*PQEPSLMI 
RAG RSSSPVQ WQRJ PLL 1 PG R KG 
DRMQKTVIPGSLFAGMPYAQPS 
IKTELAG 



BNSDCXJID: <WO 0175067A3JA> 



3461 



wo 01/075067 



PCT/IJ SO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=l.]nkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25739 


56107 


A 


25880 


71 


2613 


QRKPTSSRKGLSARMMSGLTG 

TITTVSTGWCri'RGHNMKSRW 

SKVAIFTTR/SGRRVAKRVWRR 

ERDLTGWMSLSRKPQVTW/^G 

WDGDRLTTIQNDRSRJQTIYQP 

GSFTPLIRVETATAVRRRRRWQ 

WG I PAGTVQMLDRLESE I L A DR 

VSEESRRWLASCGLTVEQMKK 

TSIHASIVRHKLLTAEQALKLLG 

EMFVYHMPFNRALGMELERYE 

KEFAQLAFKNQPMMVGNWAQ 

SILHGGVIASALDVAAGLVCVG 

STLTRHETISEDELRQRLSRMGT 

IDLRVDYLRPGRGERFTATSSLL 

RAGNKVAVARVELHNEEQLYl 

ASATATYMSKSMFLAVATILIS 

KSSLSRLRRPSTIVCGIPISSISAN 

ITPGRSLRSSSSTSKTLCTQFAV 

QFLSKLLYAEGFVHVHRQNRH 

LERRDSVRPYDASFVVVLLNRR 

SYHTRYPDTVATHRQDLVTAIF 

TLYGGFQCFGVLGTQLEDVTNF 

DTTFDQQPTLAIRAWIASHHVT 

DICNFRGSDIAIPVDAEVVFTID 

VSTSSEITHRRNVDLFPDQLTVT 

RSQTFTAYERLSTALTVAQVCG 

VQRLCNYYSARLTPLPGPDSTR 

ESNHRLAQITQYARQLASSPSI! 

DNRSRQHLNDVGLTAWDCVIIS 

QIIGFIGFQARTIATFQAYLGHP 

VRWLPGLEIQNYADASLFADES 

LRWRSSYEVEKLPEEHTKSSTA 


25740 


56108 


A 


25881 


71 


3478 


CCLSSHPSTTATALRSLSPVRK 

WPKISALIPWEWAMCSLLSHGL 

MLSGRSLVAWCWTVLVQNAS 

TSGRSLSGRCLPCCKASSISLVD 

SALSFLLFTLRFLVGLAEAPSFP 

GNSRJ V AA WFP A RKGTG I [NEMS 

P\LANTALEGLGGSGDALCTQC 

EAEGFRHITYYLDRPDVLARFT 

TKIIADKIKYPFLLSNGNRVAQG 

ELENGRHWVQWQDPFPKPCYL 

FALVAGDFDVLRDTFTTRSGRE 

VALELYVDRGN 



3462 

BNSOOCID: <WO_0175067A3JA> 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


Sf:0 ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


NuelcoliUe location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn» 
*=Stop codon, /-possible nucleotide 
deletion, V^possibte nucleotide insertion) 


25741 


56109 


A 


25882 


90 


629 


PGDWGRRQLIGS*KTPGSVFKK 
GKSSTPNXDPFLKDKTQDRSGL 
ATFTMDGQ!\RLFYQ\D1SGNHS 
GIC\QSLPPAQVIVSNSVDHLKIT 

ICAHKYLV/FEANTGTENGYQG 

EESLFNKAYYGGGTNFFRGSSR 

VDLQAC 


25742 


561 10 


A 


25883 


1 


3066 




25743 


5611 1 


A 


25884 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 
SRTLILKGSSLMYVFCLPNTAIV 

ivi/\L.onix^j WIvoN-r VJlYlr^ V Uolxvjr 

LSRLSTI LSPL YNTV APG AN * CR 
ELKLVLDADDVLSTEVKRVITS 
SASNITPAFFCS 


25744 


56112 


A 


25885 


3 


4288 




25745 


56113 


A 


25886 


2 


2222 


DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSLP 

QHTIPDVFIWMLSNNRRVAYA 

RIASKDLLYSPVAGQMGKHCG 

KIKTHFLKIPKQQQNEKYQVPQ 

FDQSTIKNIESAKGLDVWNSWP 

LQNADGTVAEYNGYHVVFALA 

GSPKDADDTSIYMFYQKDFRLL 

GQTSVDRLLQLSQGQAVKGNQ 

LLPVSLVKRKTTLAPNTQTASP 

RALADSLM\SWHDRFPDWKAG 

RILPISEPPSNRIFACWGKPAWT 

ACCNSLRARR*RAISCCPSHW* 

KEKPPWRPIRKPPLPARWPIH*C 

S WHDRFPDWKAGRKGSD A H RF 

GSWKFQLQRVSGNSATFTWGG 

KIRXLYSADYSGNHYGKQSLPS 

GQVNGSNSDDTLKJNGVEDHK 

TILDGDGKTYQNVQQFIDEGNY 

TSGDNHTLRDPH Y VEDKG H K Y 

LVFEANTGTENGYQGEESLFNK 

AYYGGGTNFFRKESQKLQQSA 

KKRDAELANGALGIIELNNDYT 

LKKVMKPLITSNTIRKSDGTLQ 

EHDGICEIHVAKYAEIFGLTSAE 

ASKDIRQA LKSFAGKEV VF YRP 

EEDAGDEKGYESFPWFIKRAHS 

PSRGLYSVHINPYI IPFFIGI ONR 

FTQFRLSETKEITNPYAMRLYES 
LCQYRKPDGSGIVSLKlDWriER 
YQLPQSYQRMPDFRRRFLQVC 
VNEFNSRTPMRLSYRMGVRGK 


25746 


56114 


B 


25887 


1 


2640 





3463 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOI/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


iVlel 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution ofTtrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25747 


561 15 


A 


25888 


1291 


1629 




25748 


561 16 


A 


25889 


1 187 


2925 


NSLQRSHPNAANS/WlfNKLWR 

SHSDSDLSDKHEPICKPGLELN 

KKDITTSADQIAEVKTMESHPPI 

PPVFVEHMVPQDANQKGLCTK 

ERMICLEFTSREFHAGQIEDELN 

LNDINGCSSGSTLEDPQFNDDSP 

EARXITRRWRIGEAADLVGVSS 

QAIRDAEKAGRLPHPDMEIRGR 

VEQRVGYTIEQINHMRDVFGTR 

LRRAEDVFPPVIGVAAHKGGV 

YKTSVSVHLAQDLALKGLRVL 

LVEGNDPQGTASMYHGWVPD 

LHIHAEDTLLPFYLGEKDDVTY 

AIKPTCWPGLDIIPSCLALHRIET 

ELMGKFDEGKLPTDPHLMLRL 

AIETVAHDYDVIVIDSAPNLEDP 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RBQELLTEDALDDLIPSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADAEN 

ISRKIITRCINTAKLPKSVVALFS 

HPGELSARSGDALQKAFTDKEE 

LLKQQASNLHEQKKAGVIFEAE 

EVTTLLTSVL 


25749 


56117 


B 


25890 


1 


1954 




25750 


56118 


A 


25891 


1 


454 


MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEAVAAAAADGVTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRAIRWPRQQGD 

YRTRIWKFEDGLSNVLVIQLNK 

LIICVMCLVRDCDVLKTYFHL 


25751 


56119 


A 


25892 


10 


144 


FLFIGKGFLKGIT*PGQ1VQRG*E 
KKSNT*FRQFGGVDTAGNNLT 



3464 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075(^67 



PCT/USO 1/08631 



SKQ ID 
NO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possibie nucleotide 
deletion, \=pussible nucleotide insertion) 


25752 


56120 


A 


25893 


888 


892 


TVDLDACTKGVLTFTTALLAG 

GANQAFAKENTKKAYKETYGV 

SHITRHDMLQIFKQQQNEKYQV 

PQFDQSTIKNIESAKGLDVWDS 

WPLQN ADGTVA E YNG YH V VF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTSGDNHTLRDPHYV/EDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

S A KKJIDA EL ANG A LG 1 1 ELNND 

YTLKJCVMICPLITSNTVTDEIER 

ANVFKMMGKWYLFTDSRGSK 

MTIDDLWKFELENDDLEYLVE 

ENSKQKTIQDVIWLFLTAYTHI 

RG ATQ A FA KENNQKA YKETYG 

VSH ITRH DM LQl PKQQQNEK YQ 

VPQFDQSTI KN I ES AKGLD V WD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DAN DPI LKDOTO E W SG S ATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKINGVEDH 

KTIFDGDGKTYQNVQQFIDEGN 

YTPGDNHTLRDPHYVKTKAMR 



3465 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
2»equence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possjble nucleotide insertion) 


25753 


56121 


A 


25894 


1424 


3807 


HPLWKWLEGDMNMNIKKIVK 

Q AT VLTFTTA/LL AGG ATQ A F A 

KENNQKAYKETYGVSHITRHD 

MLQIPKQQQNEKYQVPQFDQS 

TIKNIESAKGLDVWDSWPLQN 

ADGTVAEYNGYHVVFALAGSP 

KD ADDTSI YMF YQK VG DN S 1 DS 

WKNAGRVFKDSDKFDANDPIL 

KDQTQEWSGSATFTSDGKIRLF 

YTDYSGKHYGKQSLTTAQVNV 

SKSDDTLKINGVEDHKTIFDGD 

GKTYQNVQQFIDEGNYTGDPL 

EAETAVINHKKRKNSPRIVQSN 

DLTEAAYSLSRDQKRMLYLFV 

DQIRKSDGTLQEHDG ICEI H V A 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRT 

PDFRRRFLQVCVNEINGAVIGIP 

CVSIRKPDGSGIVSIKIAWIIERY 

QPPQSYQRMPDFRRRFLQSRPA 

CMHDWLCAEALAWSIQTASYL 

VTMQVNLTSLSSDTDRDLSVVS 

NSGWVSSGSLVRFNTIKTSSGEI 

KRTVPRILPDPDDPRSAIAEAPS 

EMPGHEVPVEEHFPEAGTNSGS 

PQGARKGDESMTKASDSSSPSC 

SSGPRVPKGAAPGSQTGKKQQS 

TALQASTLAPANLLPKAVHLA 


25754 


56122 


A 


25895 




2356 




25755 


56123 


A 


25896 




2610 




25756 


56124 


A 


25897 


1 


2496 




25757 


56125 


B 


25898 


, 


3198 




25758 


56126 


A 


25899 




5274 




25759 


56127 


A 


25900 




585 




25760 


56128 


A 


25901 




2469 




25761 


56129 


A 


25902 




1914 




25762 


56130 


A 


25903 




2259 




25763 


56131 


A 


25904 


1367 


1959 


KLVTLHMDLSWRXNSGYQSQE 

T*K*PANRPVKRPH*GG1*\FSRD 

QKRMLYLFVDQIRKSDGTLQE 

HDGICEIHVAKYAEIFGLTSAEA 

SKD1RQALKSF/DGEGSIYSR*A 

HGAA*PSHRKDRESADLGSDG 

QNDKGHXQYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KES H KLQQS AK.KLDA ELSNG A 

LGFIE 



3466 



BNSDOCtD: <WO 01 75067 A3JA> 



wo (n/075067 PCT/US«l/(>8f>31 



SEQID 
NO: 


SEQIDNO: 
of peptide 
sec|uence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sccjuence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25764 


56132 


A 


25905 


1 


2418 




25765 


56133 


A 


25906 


3 


1918 




25766 


56134 


A 


25907 


1242 


1463 




25767 


56135 


A 


25908 


1907 


5097 


TSKKIVKQAPVLTFTTA/LLAGG 

AIQAFAKENNHKAYKETYGVS 

HITRHDMLQIPKQQQNEKYQVP 

QFDQSTIKNIESAKGLDVWDSW 

PLQNADGTVAEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

KIRLFYTDYSGKHYGKQSLTTA 
QVNVSKSDDTLKINGVEDHKTI 
FDGDGKTYQNVQQFIDEGNEGI 
LPISEPPIKQDFRLLG 


25768 


56136 


A 


25909 


610 


2303 


SLPNLDNAAICSSSSSPTRTR*SL 

SEGATQVAFAKEKYPHKHTKKR 

SGVFHITRHDMLQIPKQQQNEK 

YQVPQFDQSTIKNIESAKALDV 

WDSWPLQNADGTVAEYNGYH 

VVFALAGSPKDADDTSIYMFY 

QKVGDNSIDSWKNAGRVFKDS 

DKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKrNGV 

EDHKTIFDGDGKTYQNVQQFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYRGPLESPSTHQAEFNPTS 

CVSSLGTLQGFPAPAWLALAHP 

VHPLKHKSGGSNRLSAAIWGIK 

RKPARVCPGTGIHASSQIQGEW 

RTECAVGPKAKAKATAGWRR 

GNNQHISSTYDINRADTQVRRA 

VNNYDIIVMSNSFNGQSEHQTY 

ESIVIDSAPNLGIGTIMVVCAAD 

VLIVPTPAELFDYTSALQFFDM 

LRDLLKNVDLKGFEPDVRfl 1 T 

KYSNSNGSQSPWMEEQIRDAW 

GSMVLKIMVVRETDEVGKGQIR 

MRTVFEQAIDQRSSTGAWRNA 

LSIWEPVCNEIFDRLIKPRWEIR 


25769 


56137 


A 


25910 


1 


2103 





3467 

BNSDOCID: <WO_017S067A3_IA> 



wo 01/075067 



PCT/llSOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon For peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
'^=Stop codon, /==possibie nucleotide 
deletion, \=possible nucleotide insertion) 


25770 


56138 


A 


2591 1 


I 


2124 


MNMNIKKIVKQATVLTFTTALL 

AGGATQAFAKENNQKANKETY 

GVSHITRHDMLQfPKQQQNEKY 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYKGYHV 

VFALAGSPKDADDTSIYMFFKR 

GAIFRVHKHAVNPMSPKCRRPG 

GRQAYPLVT^WEDRNGRSQKTV 

HTEGDMNMNIKXIVKQATVLT 

FTTALLAGGATQAFAKENNQK 

AYKETA^PKQQQNEKYQVPQF 

DQSTIKNIESAKGXLDVWDSWP 

LQNADGTVAEYNGYHVVSALA 

GSPKDADDTSIYMFYQKVGDN 

SIDSWKNAGRVFKDSDKFDAN 

DPILKDQTQEWSGSATFTSDGR 

RSLESTTTAARPIWRKDVGGDQ 

TQEWSGSAPFTSDGKIRLFYTD 

YSGKHYGKQSLTTAQVNVSKS 

DDTLKINGVEDHKTIFDGDGKT 

YQNVQQFIDEGNYTSGDNHTL 

RDPHYVEDKGHKYLVFEANTG 

TENGYQGEESLFNKAYYGGGT 

NFFRKESQKLQQSAICKRDAEL 

ANGALGIIELNNDYTLKKVMKP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGINSNDl 

YMLGYVSNSLTGPYKPLNTTG 

LVLQMGLDPNDVTWASLEPHE 

SFQWVRGLASSGVKLQTSVVL 

QLIKAMWTQRVSSSKVYCKEQ 

MNNASTMSKRTSAGCHCWQG 


25771 


56139 


A 


25912 


1 


3987 




25772 


56140 


A 


25913 


1 


2235 





3468 

BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibIc nucleotide 
deletion, \-possible nucleotide insertion) 


25773 


56141 


A 


25914 


1 


1950 


MNMN 1 KKl V KQ A T V LTFTT A L L 

AGGATQAFAKENNQKAYKETY 

G VSH ITRHDMLQIPKQQQNEK Y 

QVPQFDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTGSLNSSKTEKY 

QVPHIDQSTIKNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDANDPILKDQTQEWSGSATF 

TSDGKIRLFYTDYSGKHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

N YTSG DN HTLRDPH Y VEDKG H 

KYLA^FEANTGTEEHPQPQXERP 

RTQSFTSAFAERRECIPNVPADT 

KLSKIKTLRLATSYIAYLMDLL 

AKDDQNGEAEAFKAEIKKTDV 

KEEKRKKELASKCLDLEQLGAS 

VEPTGNLRTKITKEKPRHTGPPE 

VVVPGCCPHRSRAYKSDKYAH 

TLTVTASOHAPPPPTHMEGFEL 

FHLPDLCSPSODAOTTGRTOMK 

PDHSPRPSHRVPOAKGNNVVIT 

SYMTNRGFFEDKKATFAPSFLM 

NIKGN KTS V VKNSILEOGOLTV 


25774 


56142 


A 


25915 


1 


2448 




25775 


56143 


A 


25916 


1312 


1974 




25116 


56144 


A 


25917 


2 


1778 




25777 


56145 


A 


25918 


1366 


2673 




25778 


56146 


B 


25919 


1 


1938 




25779 


56147 


B 


25920 


1 


2262 




25780 


56148 


A 


25921 


1 


2100 




25781 


56149 


B 


25922 


7145 


7154 




25782 


56150 


A 


25923 


2085 


11232 


VNSEGSEPADRKKPVHTEEAM 

NMTIKKIVKQATVLTLTTALLA 

EGATQAFAKENNQKAYKETYG 

VSHITRHDMLQIPKQQQNEKYQ 

VPQFDQSTIKNIESAKGLDVWD 

SWPLQNADGTVAEYNGYHVVF 

ALAGSPKDADDTSIYMFYQKV 

GDNSIDSWKNAGRVFKDSDKF 

DANDPILKDQTQEWSGSATFTS 

DGKIRLFYTDYSGKHYGKQSLT 

TAQVNVSKSDDTLKMNGVEDH 

KPILDGGGKTYQNVQQFI 


25783 


56151 


A 


25924 


153 


293 





3469 



BNSOOCID: <WO 0175067A3JA> 



wo (M/(>75t>67 



PCT/USOl/08631 



SEQ ID 
NO: 


SEO II) NO: 
of pcpcide 
sequence 


iVlel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Mst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /^'possible nucleotide 
deletion, \=possible nucleotide insertion) 


25784 


56152 


A 


25925 


420 


687 




25785 


56153 


A 


25926 


242 


491 


WLHVQPLHDEHHCWI*YPADT 
DGVRPAFQRSPALSPEHGCVPY 
TPARQGSVRSKGPCTSALLYVE 
CSIAAPDRXHSCHKSDQS 


25786 


56154 


A 


25927 


2 


1 13 




25787 


56155 


A 


25928 


779 


862 


NSTLPRCASTTFARY*AIP1KVFS 
ILP 


25788 


56156 


A 


25929 


282 


443 


FSAGFLNLRYAQKFPSSYPPV** 
CYRPiYYPASDPCRNRLLYPAD 
VPYQALLD 


25789 


56157 


A 


25930 


3 


89 




25790 


56158 


A 


25931 


614 


823 




25791 


56159 


A 


25932 


1229 


1427 




25792 


56160 


A 


25933 


1965 


2682 


FAVPCRTSFGSIETVSHPGRDT* 

SA*AYRVQVDSHRPRJLAHNVQ 

HRT*RGEVLLAGVPRHVAEREI 

ATLAGSFSLHEQNIHNLPRDQG 

PGNTVSLEVESENITERFFVVGE 

KRVSAEVVAAQLVKEVKRYLA 

STAAVGEYLADQLVLPMALAG 

AGEFTVAHPSCHLLTNIAVVER 

FLPVRFSLIETDGVTRQLLGVSY 

RJLAMGHAEFLIQIADMRNDGG 

WRDFQFSGNLVMDEPNRSAQT 

YIKLVKSRLGTTKR 


25793 


5616! 


A 


25934 


261 


563 


RHSRGRSALRQ1SPEC*IHVCSPP 

PVQQLHPGYGNAIPLSYGHRNQ 

PDESDDAPVPPGWCQRYNLHQ 

KSTAHCGGYTIHADLVKTRCW 

LAPHRLPPGPGR 


25794 


56162 


B 


25935 


I 


1329 





3470 

BNSDOCID: <WO 0175067A3_IA> 



wo OI/075«67 PCT/US01/()8631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


25795 


56163 


A 


25936 


761 


3224 


RGGAVTAKAPPDISAISALTAV 

ICHGNCSSLTPLLNPPGSDVIVC 

AEMDEQ WG Y VG AKSRQR WL F 

YAYDSLRKTVVAHVFGERTMA 

TLG RLM SLLSPFD V V 1 WMTDG 

WPLYESRLKGKLHSNEGDAVL 

LEIEQEVSSVDSSFNSTLGPTFN 

TRTIQNAVLVKTGETVVLGGLL 

DDFSKEQVSKVPLLGDIPLVGQ 

LFRYTSTERAKRNLMVFIRPTII 

RDDDVYRSLSKEKYTRYRQEQ 

QQRIDGKSKALVGSEDLPVLDE 

NTFNSHAPAPSSRWALAQRIGV 

SRVDMQQHVRRPPVNLSPKRE 

NVIAGYLSNSVARKQRHIQTGT 

VFHQLN4NLLRDGINIIFMNFKY 

QFIVYLHFLLSPKWVMYNRKC 

VNGMLLIASVPATWMLSRYRS 

SHRWIAKEIPMGKTQPLPILLLG 

/GGRRIGLALAWVHFIIQKQPVIV 

SYRTHYPAIDGLINAGAQCIQA 

DFSTTDGVMAFADELLKSTHG 

LRAILHHASAWMAEKPGAPLA 

DVLACMMQIHVNTPYLLNHAL 

ERLLRGHGHAASDIIHFTDYVV 

ERGSDKHIAYAASKAALDNMT 

RSFARKLAPEVKRQTATRAGH 

RGINQLSRYYRRALARQNQRR 

MVELRSLRFMYRHRPRSFVLW 

QATRLHRLNIAVRHRKPDARPL 

PAIQRNTDI A I KQPKRA VITGNH 

HRSTFVPTRLAQTGSEIRRHAM 


25796 


56164 


A 


25937 




543 




25797 


56165 


A 


25938 


209 


343 


LSPPMSSFLATVFRSIAWl I TAK 
SIRYRTT*RWIRCAAVWLTMD 


25798 


56166 


A 


25939 


547 


640 




25799 


56167 


A 


25940 


174 


583 




25800 


5616$ 


A 


25941 


2001 


2610 


DVLXARKHNGHWTVELYSDSIP 
RLQINQHYASMCNNARNDGDS 
QFIRSNLQDAKWLIKSLESRND 
TLLRVSRCIVEQQQAFFEQGEE 
YMKPMVLADIAQAVEMHESTI 

•>ji-v VII v^rv 1 u-nor rvvjiF ol^xv i r r o 

SHVNTEGGGEASSTAIRALVKK 
LIAAENPAKPLSDSKLTSLLSEQ 
GIMVARRTVAKYRESLSIPPSN 
QRKQLV 


25801 


56169 


A 


25942 


329 


484 


TRQLSLLVRMTL*AFVRKRRSS 
LA*KPLWSWLSSVKSQPGWKL 
N4LARWKSF 



3471 



BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/USO 1/0863 1 



SEQ Il> 

NO: 


SEQ ID NO: 
ot peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
loeation of first 
codon Tor peptide 
scc| u eiice 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnkn<)%vu, 
*=Stop codon, /=possible nucleotidc 
deletion, X^^possible nucleotide inserfiiMi) 


25802 


56170 


A 


25943 


I 


1785 




25803 


56171 


A 


25944 


2493 


2696 




25804 


56172 


A 


25945 


1 


1861 




25805 


56173 


A 


25946 


456 


700 




25806 


56174 


A 


25947 


1 


2413 


MPVIKYRENEPFDVALRRI-KKS 

CEKAGVLAEVRRREFYEKPni: 

RSRYDLVDRNNMIVLEYRKKFl. 

V RLTLTDP VTGKSG E V K S L V SS 

LQTKYALKGYNVEATALEAAG 

GKVVTTGKDTLVRKPTLDLPLL 

VRRJCMWFKPFMQSYLVVFKJY 

LTMYLIRKNFNIAQNOMIS TYG 

LSMTQLGMIGLGFSITYGVGK T 

LVSYYADGKNTKQFLPFMLll-S 

AICMLGFSASMGSGSVSLFLMI 

AFYALSGFFQVSTVGGSCS YS IMI 

\K WTPRRKRGTF LG F W N 1 S H N L 

GGAGAAGVALFGANYLFDGM 

VIGMFIFPSIIALIVGFIGLRYGS 

DSPESYGLGKAEELFGEEISIZIJ) 

KETESTDMTKWQIFVEYVLKN 

KVIWLLCFANIFLXYVVRIGIDQ 

WSTV Y A FQELKLS KA V A IQG FT 

LFEAGALVGNGCSYAQGMWG 

KTAETSDLQDLLIAALQGLSAW 

A VKARE YGIIN H D V DSF A PR A 1 

FSTLTNVNFDSPRIVGYAREAIA 

LREALKAQCLAVDANARVDNP 

MADLQLVSDDLGELQRQAAEF 

TPNKDKAAIGENILGLRLLCLY 

GLKVFNGREDQLDSCYHGNRQ 

LRGSLRLLFLAFIRQRLROLMTA 

HRVIRVNRQHAALGVKHCRl.P 

GITGNRIQRQATQYRDRRGTGQ 

NQCMRGDMQQLFADIANVAN 

TFAQIIAGRGRKFGANLLHIAD 


25807 


56175 


B 


25948 


1 


3738 




25808 


56176 


A 


25949 


1518 


2124 


DCFCGSRHDKLPSAHQCS A K PG 

SDRFWRSHADAAYAHDGGIQP 

VLCASRSNGCLQKPKCHTIVSG 

RCPLQQIG S\S V FPSG D A A N V A S 

FSCACDNAGSAQHRTLLLGKQ 

FFNCRNAFHFNRNSRQTALKSG 

ISWVTFQLILKQQPRPVIM TKM 

AIGFRKV*SQRN1IRHLLVYIFKF 

ADGGCFVVIFLCLQRFIETGINN 

KMG 


25809 


56177 


C 


25950 


1 


747 




25810 


56178 


A 


25951 


168 


332 


CAWRAVCAAW/PTGASC/CNN 
DRJ"VFQILRSFEHDNSEDKPGP 
GMPPHGWRTQFWGG 



3472 



BNSOOCIO: <WO 0175067A3_IA> 



wo 01/075(^67 
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StQ ID 

NO: 


SEO li> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
se(|uence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno>vn, 
*-Stop codon« /-possible nucleotide 
deletion, N^'possible nucleotide insertion) 


2581 1 


56179 


A 


25952 


1 


2706 




25812 


56180 


A 


25953 


1 


1062 




25813 


56I8I 


A 


25954 


1 


855 




25814 


56182 


C 


25955 


1 


2412 




25815 


56183 


A 


25956 


279 


713 


RCDAAAGAVLHSAGLLRHCGY 
WQRGKPDRWSRRPGNYADRJC 

tviv W r L/ AO vj V \j VJisX^ y tH^v^JLL/ A 

YTVSATRRGTGYCLYRDSRGR 
TGLPVV*HLSGAGLYGRCRFAG 
VRWCVRHYRRTATSGIPAGDY 
GGRVRGRNAFCHPAVAP 


25816 


56184 


A 


25957 


1 


769 


MDFAETELEFIKFWGDIITNKLN 

EALAAQGDNVVINLASDEYFKS 

VKPKKLNAEIIKPVFLDEKNGK 

FKIISFYAKKARGLMSRFIIENR 

LTKPEQLTGFNSEGYFFDEDSSS 

NGELVFKRYEQRAECR1VTRHL 

SFSGDVCLDHDRRDDHEELSY 

rsnAAVAAVT VTPP'WK'I AFr\r:c 
V /\A V 1j V JcKrviivLAr jJOo 

vj I VV tlOLlV^JVlV^t;,lijl*vW Y ivK 1 

SGDC A * V AGRAQTG * VSG WAL 
SRGKNQPGVGCEAGARRHARE 
ARIGDERHRLAPRDML 


25817 


56185 


B 






9479 




25818 












GGESDS* SLATGGQA AEG VA V 

WRYSARWR*PLFAGRCARAGG 

D 


25819 


56187 


B 


25960 


49 


3000 




25820 


56188 


A 


25961 


266 


812 


LLRWRPGALALGHKLVAGEIR 
QQRMDAWRAACLQNPQGILCC 
ARGGQRSHIVQSWLHAAGIDY 
PLVEGGYKALRQTAIQATIELA 
OkTPTVi if^ncTCi^nx^TA I \rr\c\f\ 

V^Jvr 1 V LIVjvjO I vJolJJS, 1 LLVl^v^i^ 

ATMrS/VrH Pni ARWPnQ APrJDXP 
t\ih\ji V L-^i_/C.vjL//\rvri ivvjoArvjrv i c, 

DELGKLAQTSTSSPAHWRETSK 

CGGFLCPIFLTNMRTPLPVCAT 

VLPYLAIATV 


25821 


56189 


A 


25962 


761 


874 




25822 


56190 


A 


25963 


2 


304 


PA Qr'QPVTvIOVIT A A P\/T PnxiX/ A 

HALLIALQRRNRRHLQRRKGA 
VIV1AFNTSQGAA/^PAFCCQP*S 

P VA<iPPr'r'QPQTA 


25823 


56191 


A 


25964 


109 


777 
III 




25824 


56192 


^ 






1 o / 


1 IMIs-ls.t'rrlbWKoAL-LPAAU Vrl:> 

RRYMPALCE*HWAS*RMRAFA 

TETFSDCTMPIIGMMMS 


25825 


56193 


A 


25966 


1 


711 




25826 


56194 


A 


25967 


757 


1026 




25827 


56195 


A 


25968 


1 


750 





3473 

BNSDOCID: <WO 0175067A3.IA> 



wo 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SVQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for la.st amino acid 
of peptide sequence 


Amino acid sequence ( X=lJn known, 
*=Stop codon* /=possible nucleotide 
deletion. V^'possible nucleotide insertion) 


25828 


56196 


A 


25969 


1 


1065 


MKVLEKLRNNASSEPEEKNEIRA 

AREHAGFTLQELVCLGASGRK 

VQGEAANAEEEVAAGELDNIA 

KITNEGSYTEQQIFNEGYMWLS 

TLMKIKENKISCSWATQSHFQG 

SIDAGELEHLTPERVWKETESA 

LTTRNPQVFFQVLRDCGALRVL 

FPEIDALFGVPAPAKWHPEIDT 

GIHTLMTLSMAAMLSPQVDVR 

FATLCHDLGKGLTPPELWPRJ^H 

GHGPAGVKLVEQLCQRLRVPN 

EIRDLARLVAEFHDLIHTFPML 

NPKTIVKLFDSIDAWRKPQRVE 

QLALTSEADVRGRTGFESADYP 

QGRWLREAWEVAQSVPTKAV 

VEAGFKGVEIREELTRRRIAAG 

LRG*VSRSHPHLPNAEPKNH/AS 

NYLIPSMPGVNRSVSSNWR*PA 

RLTC A AE/HGFES A D Y PQG R WL 

REAWEVAQSVPTKAVVEAGFK 

GVEIREELTRRRIAAGLRGMPT 


25829 


56197 


A 


25970 


2373 


2597 


SADDKADSVA*YLRLASA*TNS 
CRPYRRPSAPVCRRAPAI*G*TP 
ONYGPPSSCPAGGFWRYPVDPP 
RFSGFVH 


25830 


56198 


A 


25971 


2616 


2777 


TSVRKRFSTLSGKPVAKAGRJCR 

PPPCR*TPTANGHPKPCRPPVW 

CHPAPVARP 


25831 


56199 


B 


25972 


1 


1449 




25832 


56200 


A 


25973 


1076 


1477 


CAVRRSITWCKLSSKTPVRPLR 

PSTYRDCLTVSIALTPPASEKVK 

RRPVPAVKSAMKVPPGAAOSR 

KRVWLVSPFPTCEFLASNSRGIC 

KISVSLSALSPRWTS*PKARWA 

ARRLTTNLVVRH*TATSVLMK 

KK 


25833 


56201 


A 


25974 


1 


3552 




25834 


56202 


A 


25975 


196 


493 


KRCRFADRPGDPGRQGTPAATT 

FGGMSFVTILPAPIPELSPMVTP 

GLITT*LPIQTLLP1VIGKEYISPF 

FLNSWCTGCPVTERVTLGAIST 

LSPIVTV 



3474 

BNSDOCID: <WO 0175067A3JA> 



wo 0 1/075067 PCT/US01/(>S63I 



SEQ ID 
NO: 


SEQ ID NO: 
of* peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
iocntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=UnknovM», 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25835 


56203 


A 


25976 


1 


3917 


MTDKHQQHRYVAAPGPFVGD 

KCQVAGDPLMLRRALSNLLSN 

A LR YTPTG ETI V VRCQTVDH I , V 

QVIVENPGTPIAPEHLPRLFDRI 

Y R VDPSRQRKG EGSG IG L A ! VK 

SIVVAHKGTVAVTSDARGTSGL 

DDFFIDVVYVA^RRIKRKLSVYR 

RIPRMSYRELYKPDEOPLAIMV 

PAWNERASSAI WRAGGTTLDT 

KFLFVGLPGPILGSCKVPFEFLE 

VACPPSGGPVGPPWRRPCRGA 

AAAICASPAAIILAPT 


25836 


56204 


A 


25977 


3 


292 


GDMORLNSLFC/SVAYSVl POP 
DEDEGRDSINIVNPSGRPIIVSSG 
ATPAVREYAAHGFHLYGLRQR 
VGEVRVDLOREOIYASKPCGSr 
IGISLVVR 


25837 


56205 


A 


25978 


2 


181 


SARRLR/RSKHRFRILNRRVSI 1 A 

HS\MLGDMORLNSLFC/SVAY<; 

VLEQPDEDEGRDSINIVN 


25838 


56206 


A 


25979 


1 


2781 




25839 


56207 


A 


25980 


1 


2554 




25840 


56208 


A 


25981 


635 


741 




25841 


56209 


A 


25982 


91 


501 


LWIRLAKRSGKAIKERRDFIFRL 

CTHRVRQGTALLRLFQHSGGN 

RLMKLDNOHLRLRJSNHRAFHF 

RHRTTVKQSQQTFRYPWLYRV 

RHWGQKPKTDNFHGLLARIFG 

NSRSKTWGENR*EHSVLEQPDE 

DEGRDEY 


25842 


56210 


A 


25983 


2153 


3062 


AP VMPPERLPV 1 A V RQ Y PT ANC 

CSDCLAAASRFFLASVAAPEQT 

DADTRRSRVAVGRRKTRSNSA 

NQPRPRRDWRELQLMDRLARV 

AQARASFAARETLRIG DA M EQ 

MMEGLNKVMHGEPRQEKELR 

KLADDINVLYTAIKLYLARMPK 

EELAEEESRRWAEIIEMSLNI-EO 

ASD1VERMG\GELVDKSWAAR 

RAFSLDGLKELDALYEOi LSNL 

KLAMSVFFSGDVTSARRLRRSK 

HRFRILNRRYSHAHVDRLHQO 

NVQSIETSSLHLGLLGDMQRLN 

SLFCSVAYSVLEOPDEDEGRDE 


25843 


56211 


A 


25984 


135 


308 


KLSLRLG 1 FPRPSLFPRPTPS PST 
PAPAS*PAPS*VSPSPRTATPSCP 
TSYSSFPCH 



3475 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
coJon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~Unknown, 
*=Stop codon, /^'possible nucleotide 
deletion, \=possible nucleotide insertion) 


25844 


56212 


A 


25985 


3 


663 


ARGKKPPRRGKEDFWDLSIATR 

VSVNPIKFPVEA*PFLKP\LQQV 

S\G PLGG RLPL PI PG N LLLQ V A D 

GTLSLTGTDLEMEMVARVALV 

QPHEPGATTVPARKFFDICRGL 

PEGAEIAVQLEGERMLVRSGRS 

RFSLSTLPAADFPNLDDWQSEV 

EFTLPQATMKRLIEATQFSMAH 

QDVRYYLNGMLFETEGEELRT 

VATDGHRLAVCSMPiGQSLPSH 


25845 


56213 


A 


25986 


1 


1077 




25846 


56214 


A 


25987 


1 


1323 


MHSGTFNPQDFGWQGLTLTPA 

AAIHIRELEILDEYGIPNAWQGE 

TNFWGSTAVSIDRLAAYKDVD 

VLCFDHDMSKDMDALMATPL 

WQAMPFVRAGRFQRVPAVWF 

YGATLSAMHFVRVLDNAIGVIV 

ATA LT WMN FSQ A LPRSQ W AQ 

AAWSPDIDVIEQMIFHYSLLPRL 

AISLLVGAGLGLDVRYYLNGM 

LFETEGEELRTVATDGHRLAVC 

SMPIGQSLPSHSVIVPRKGVIEL 

MRMLDGGDNPLRVQIGSNNIR 

AHVGDFIFXTSKLVDGRFPDYRR 

VLPKNPDKHLEAGCDLLKQAF 

ARAAILSNEKFRGVRLYVSENQ 

LKITANNPEQEEAEEILDVTYSG 

AEMEIGFNVSYXVLDVLNALKC 

ENVRMMLTDSVSSVQIEDAAS 

QSXAAYVVMPMRLEGSPPLGNP 

EFQKISSPCALYIALCSKARHHT 

GRYLGLCGL 


25847 


56215 


A 


25988 


211 


475 


GAIGVFTAGKLTRASVYHQAR 

RFMQRETVWLVEDEQGIADTL 

VYMLQQEGFAVEVFERGLPVL 

DKARKQVPDVMILDVGLPDISG 

FELCRQLLALHPALPVLFLTAR 

SEEVDRLLGLEIGADDYVAKPF 

SPREVCARVRTLLRRVKKFSTP 

SPVIRIGHFELNEPAAQISWFDT 

PLALTRYEFIVLKTALLKSPGRV 

WSRQQLMDSVWEDAQDTTSH 

V V A F ATILQGISRDLRRRI LP YCI 

RCRRERCTGTALWQ 



BNSDOCID: <WO 0175067A3JA> 



3476 



wo 01/075067 PCT/l]S01/08631 



SEO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hocJ 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of tlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codofi for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


25848 


56216 


A 


25989 


1661 


2499 


QMAHDEQ WLTP\R\LQTA ATLC 

NQNAPRDGSPLWLGVDLGTCD 

VVSMVVDRDGQPVAVCLDWA 

DVVRDGIVWDFFGAVTIVRRHF 

DTLEQQFGRRFSHAATSFPPGT 

DPRISINVLESAGLEVSHVLDEP 

TAVADLLQLDNAGVVDIGGGT 

TGIAIVKKGKVTYSADEATGGH 

HIFLTFAGNRRISLEEAFOYKRCi 

HGEEIWPAVKPVYEKMADIVA 

RHIEGQGITDLWLAGGSCMQP 

GVAELFRKQFPALQVHLPQHSL 

FMTPLAIASSGREKAEGLYAK 


25849 


56217 


A 


25990 


915 


1518 


PSGHAPDLNGAPATAHQPGGR 

YPAPRSVRRATDNGYPAGDPLE 

WRSTAQVFVSSRRRVSLPNDRK 

T VLTRC WS A A H * F A LPAPLCRD 

RTGERKNRRFHTPTRCGRGFCP 

APAASRRCAGRRRGDASGRAV 

RRPA PSHCPVO* RGHR K STTT<s<s 

■ X ■ »■ ■ I w7I I \^ k V 1 vVJ I 1 l\.I>, O III 

TSRRRPGQSARPYSGPEYRE*Y 

CSAQRFFHNDGSRPPVVRQAGR 

AQFP 


25850 


56218 


A 


25991 


1 


1254 




25851 


56219 


A 


25992 


675 


835 


VRWCWIFPSQ*TLFQKRAGHA 

APSADVLHESCQHFLNLLNRLG 

RHYDFGEGEP 



3477 

BNSDOCID: <WO 0175067A3JA> 



wo <n/075067 PCT/USOl/08631 



SEQ ID 
NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ !I> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


25852 


56220 


A 


25993 


1 


2255 


M RES PTRDDSKNTVNTTl RI RI H 

NSYTEQLQIVTNSYCTKQWHV 

HHTAKPYAHIQRPATPDAQLTK 

MQEEEEVEPEPEMEAEVEPEPN 

PEEAETESESMNQRDVRGTVRI 

VLKTFNNCRDTVFVAFEVNNT 

VSLLVATTDMTSGDTAIVVTTT 

GFAVFFQQRSKSAANEVQILAF 

FQGDVSFFPVATTTDTLSVTFN 

FPFNYQGVNDFDFDFKQFLHSS 

FDFCFGRVFSNFEYLHGARAHA 

CIPPSACIGEVLETSSFDIRVSVY 

RSSCVCVRLRESSTGDRYFGGL 

SLQMMRKATGLTDITSDTPGNT 

DDQRWHPEHGLTQRMQKEQE 

LVKEPEGAARDGDGEAEAWGE 

VKAKSSGCVGTRASSHLFRCNV 

CELH FKESSELLQHPCTPSG ERP 

FRCGECQKAFKRPSGXLRQHER 

THSAERPFKCDLCPMGFKQQY 

ALMRHRRTHKTEEPFKCGLCE 

KGFGQPSHLLYHQHVHTLETLF 

KCPVCQKGFDQSAELLRHKCLP 

G A AERPFKCP VCN ICA Y KRAS A 

LQKHQLAHCAAAEKPLRCTLC 

ERRFFSSSEFVQHRCDPAREKPL 

KCPDCEKRFKYASDLQRHRRV 

HTGEKPYKCPNCDKAFKQREH 

LNKHQGVHAREQQFKCVWCG 

ERFLDVALLQEHSAQHSAAAA 

AAEGAYQQTLHHPRRQQQQY 

WQLLCARNMVKLCMHILFSPH 


25853 


56221 


A 


25994 


98 


596 


YSGIIMAQSKLYPVVMAGGSGS 

RLWPLSRVLYPKQFLCLKGDLT 

MLQTTICRLNGVECESPVVICN 

EQPRFIVAHQMRQLNELSENI!L 

EPAGRTTAPTIAPAALAANRHS 

PESAPLMLVLATDHVIANEDAV 

RAPVKVNAIPYPKKGKLVTFGIG 

LDGRVPRYNM 


25854 


56222 


A 


25995 


3 


554 




25855 


56223 


A 


25996 


1 


222 





BNSCX)CID: <WO 0175067A3JA> 



3478 



wo 01/075067 PCT/USOl/08631 



SEQID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in tISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /"^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25856 


56224 


A 


25997 


1 


1043 


MKVKVLSLLVPALLVAGAANA 

AEVYNKDGNKLDLYGKVDGL 

HYFSDNKDVDGDQTYMRLGFK 

GETQVTDQLTGYGQWEYQIQG 

NSAENENNSWTRVAFASLKFQ 

DVGSFDYGRNYGVVYDVTSW 

TDVLPEFGGDTYGSDNFMQQR 

GNGF AT YRDTD VFG L V PTRLH P 

ARVCCALRELKDAGADRIWYI 

ADAFRAGLS VDG VFN LTN 1 DR 

WFLHINRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFRIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKG IQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLISDFSKVSGYKINVQKSQT 

FLYTNNRQTESQIMSELPFTIAS 

RRI K YLG lO* IR Y * WD VFONlsi K 

SYL*OTHSOYHTEWAKTGSIPF 

ENWHKTGMPSLTAPIQHSVGSS 

GQGNQAGEGNKGYSIRKRGSQI 

VPVCRRHDCLSRKPHRLSPKSP 


25857 


56225 


A 


25998 




3339 




25858 


56226 


A 


25999 


1440 


1880 


AAQHASVYLYQNRIRGAVPPV 
RFFHADQRTRRDGADGKQRHA 
TETLCRIAEKISSSREODWI Hro 
EROSLYEWTW*PYSPHSGRSOK 

GVFARRERRTKRDRPGNAGTG 
G DC PC WLRRQ YEC VRL 


25859 


56227 


A 


26000 


1 


2277 




25860 


56228 


A 


26001 


1 


1845 




25861 


56229 


A 


26002 


56 


1 13 


OOOPNPTRDOLOL AI LHNI RG 1 R 
KIYG*IQSATREAG*GHSPQY 


25862 


56230 


C 


26003 


1 


2317 




25863 


56231 


A 


26004 


3 


2168 




25864 


56232 


A 


26005 


670 


2541 




25865 


56233 


A 


26006 


98 


944 


YSGIIMAQSKLYPVVMAGGSGS 

RLWPLSRVLYPKQFLCLKGDLT 

MLQTTICRLNGVECESPVVICN 

EQHRFIVAEQLRQLNKLTENIIL 

EPAGRNTAPAIALAALAAKRHS 

PESDPLMLVLAADHVIADEDAF 

RAAVRNAMPYAEAGKLVTFGl 

VPDLPETG YG YIRRG E VS AG EQ 

DMVAFEVAQFVEKPNLETAQA 

YVASGEYYWNSGMFLFRAGRY 

LEELKKYRPDILDACEKAMSAV 

DPDLNFIRVDEEA/FLACPEESG 

DYAAMGRTGDAVVPLSLGAH 



3479 



BNSDOCID; <WO O175067A3JA> 



wo 01/075(»67 PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /—possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


^ J 0\J\J 


56234 




26007 


J) 


417 




25867 


56235 


A 


26008 


507 


717 


WPEAEYLDNADAVLAMYHD/Q 
GLPVLKYQGFGRGVNIT/LGLPF 
IRTSVDHGTALEWRTCKPMVP 
DSIVSCIL 


25868 


56236 


A 


26009 


5 


378 


MAVCSSLSPRRSPAFL/HDFTDV 

WTHHLVFGVNP*RGLIHGTALT 

DHVG/ENGN YSSD* IHGTALTD 

HVGKTETILPTKYANIYSINTSK 

DRFLTKPAFAEVVLFLHPRELQ 

TCSFFLSQNMLVKVGHQRHWF 

TEVDVTLTEITQLA 


25869 


56237 


A 


26010 


1 


469 


MQKEYAYWMDGLKTCKPDNR 

KNALSNFGWYPSQPLLGRSRY 

ATTESWVEDIATAKSNPNRLPL 

KFTATCALPLRLAGFQ\PRWMD 

NPQ0LNTLAPPASYRS1*TA*CL 

K*KNPRPRQQSCRR* RDGNQYE 

TLANARQKGIEKTCGTINKAG 

MPITT 



BNSDCXID: <WO 0175067A3JA> 



3480 



wo 01/075067 PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=po$sible nucleolide insertion) 


25870 


56238 


A 


26011 


2 


1854 


CGGTLARACDGCLNGEFAA/LI 

TGPVHKGVmDAGI/PFTGHTEF 

FEERSQAKXA^VMMLATEELRV 

ALATT/HLPLRDIADAITPALL/H 

QPKYLDNADAVLAMY/HDQGL 

PVLKYQGFGRGV/NITLGLPFIR 

TSVGHG/TALELAGRGQ/ADVG 

SFIRPYSAIK*L*NAGASVRWLS 

ERRICRAITGPVHKGVINDAGIP 

LPVIPSFSKSVRRKKRCDDAGD 

RRTSRGAGNDALPLRDIADAIT 

PALLHNRNILITPTPCWRCTRSG 

SSRAKIPGLRARCDITLGLPFIRT 

SVGHGQPLNWRDVANRCWQF 

YTPLFCHQMIVKPMHNRIPRAT 

YRGAVKSAIGLGCCCLKASATR 

CAYRWRRSGRRDQSRFRYFEIA 

GIRSRG I>J FI ACPTCSRRNLM LS 

VRLTRWSNAWRYHHSDGRFD 

YRLRGECPGEALVSTLGVTGG 

NKKAASMKMGAQRPSGQQDM 

IDQLEARIRAKASQRTKRVELT 

FSRLKNNNVEKQDTALFALYQ 

RRLRCVRKVRRYVN4AAVSAGC 

GGGVCAVSAYMPLNRLPNAQE 

AhRslEYTSFENCIKCTVCTTACR 

VTLRNNDPKLPYLVKAGLKMK 

RVTRSPRRYCAAASATHRFNDE 

RAGKVQGMPDINKLPADRETC 

STLTC A RSRQNQTNP YPAN RA A 

NAYQVVLATKALEKVSMKSP 

WQHKVSSPAAVRHLPSITQRRT 



BNSDOCID: <WO 0175067A3_IA> 



3481 



wo 01/075067 PCT/USOl/08631 



SKO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknow'n, 
*=Stop codon, /=possible nucleotide 
deletion, \=posstble nucleotide insertion) 


25871 


56239 


A 


26012 


1 


1504 


MGIVASASVQAAEIYNKDGNK 

LDVYGKVKAMHYMSDNASKD 

GDQSYIRFGFKGETQINDQLTG 

YGRWEAEFAAWTDMFPEFGG 

DSSAQTDNFMTKRASGLATYR 

KTTSSAYRWPELNLQYHRCTS 

AARAMLLSGRPVMQiNERTAV 

RRQMTVYLRVERIHEIDPLVSL 

SHSMSVIPIDVERPIAAAPCTPG 

LWRTKTPLRVPSTYPLRLPGRA 

RVVCHRTFRLHLCKDWVFMFS 

GLLIILVPLIVGYLIPLRQQAAL 

KVINQLLSWMVYLILFFMGISL 

AFLDNPRPYLADSVPDRQLLAP 

VNSISRYKTIEWLNYIATELHK 

G FTPLFRPDTPEEYKPTVRAHSE 

KKLQYVNEALKDEHWFCGQRF 

TI A D A YLFTVLR W A Y A V KLNL 

EGLEHIAAFMQRMAERPEVQD 

ALSAEGLKGSRHLSAGARRLIL 

GIIVTFSLILALICVTQPFNPLAQ 

FIFLMLLWGVALIVRRMPGRFS 

ALMLIVLSLTVSCRYIWWRYTS 

TLNWDDPVSLVCGLILLFAETY 

AWIVLVLGYFQVVWPLNRQPV 

PL PKDMSL WPS VDI F V PTYNED 

LNVTPDELKQVLDVAAALKAL 

RAENISTKVFNSGLGISVFRDNS 

TRTRFSYASALNLLGLAQQDLD 

EGKSQIAHGETVRETANMISFC 

ADAIGIRDDMYLGAGNAYMRE 

VGAALDDGYKQASGFSEPAMR 


25872 


56240 


A 


26013 


2903 


3024 




25873 


56241 


A 


26014 


123 


335 




25874 


56242 


A 


26015 


2634 


2787 




25875 


56243 


A 


26016 


1477 


2485 


NPEQLMVKTQRVVITPGEPAGI 

GPDLVVQLAQREWPVELVVCA 

DATLLTNRAAMLGLPLTLRPYS 

PNSPAQPQTAGTLTLLPVALRA 

PVTAGQLAVENGHYVVETLAR 

ACDGCLIMGEFAALITGPGXHKG 

VIMDAGIPFTGHTEFFEERSQAK 

KVVMMLATEELRVGLATTHLP 

VRDIADAITPALLHEGIAILHHD 

LRTKFGIGEPRILVXGGLNPHAG 

EGVGPMGTEEIDTIIPVLNELRA 

QGMICLNGPLPADTLFQPKYLD 

NADAVRPMYHDQGLPVLKYQ 

GFGRGVNITLGLPFIRTSVDRGT 

ALELAGRGKXADVGSFITALNL 

AIKMIVNTQ 



3482 



BNSCX3CID: <WO_0175067A3.IA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
iociition of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


25876 


56244 


B 


26017 


1 


3432 




25877 


56245 


A 


26018 


1385 


2536 


KSSQSHLITGMLEHVFVKSGDT 

PSR/LPELMNGAQALANQINT/F 

VLNDADGAQAIQLGAN/HVWK 

LNGKPDDRMIED/YAGVMADTI 

RQHG A DG LA/^LLPNTRRG KLL A 

AKLVPDASRTGETH/TVEWQAP 

AVAITRTATQARQSNSVDLDK 

ARLVVSVGRGITDSQTLRLYYI 

RLPPSLMGMRLTVFLLPICGFH 

RVGPPTLLSVLATNRNRNAKVF 

AHKNAPKFRSHTASEQWKSSIA 

HNKGVHPRVTSHTHARHSLME 

TDIPHNIHSGHASPADITRHRAQ 

HNSPANTGKAQSLLTCGPAAES 
CCRLIPRQMVSLVFRLKARLLLI 
TTELPKGLVPVATISGTGNFGN 
TQSANPYRPSENTDLSLS 


25878 


56246 


A 


26019 


926 


1293 


LSPNPKEPSCRTRLKKSGFFTRI 

DIAELDDEERDEFMADVGFTW 
GVKEVRAWTIPVGATAPQAAG 
KIHTDFEKGFIRAQT 


25879 


56247 


A 


26020 


1 


1278 




25880 


56248 


A 


26021 


678 


1526 


ERNTNTCEVVPNRKRAYASHD 

MELSISPVGKGASKGEVNPADD 

lEVlNTELALADLDTCERAlHRV 

QKKAKGGDKDAKAELAVLEK 

CL\PQLENAGMLRALDLSAEEK 

AAIRYLSFLTLKPTMYIANVNE 

DGFENNPYLDQVREIAAKEGSV 

VVPVCAAVEADIAELDDEERDE 

FMOFf ni FFPm TSIRVIR AHVl^I 

I NT OTYFTAnVK'FVR A WTIPV 
u«i^J-<\^ 1 I r 1 /aVJ V iviz» V jVr\ W 1 ir V 

GATAPQAAGKIHTDFEKGFIRA 
QTISFEDFITYKGEQGAKEAGK 
MRAEGKDYIVKDGDVMNFLFN 


25881 


56249 


A 


26022 


1177 


1605 




25882 


56250 


A 


26023 


1 


644 


MDNHIALDFLLASECGSVYVY 
ATTHGRNMAGARALWRATGM 
TDADFGKPIIAVVNSFTQFVPG 
H VHLRDLGKL V AEQI EAAGG V 
AKEFNTIAVDDGIAMGHGGML 

DAMVCISNCDKITPGMLMASL 
RLNIPVIFVSGGPMEAGKTKLS 
DQIIKLDLVDAMIQGADPKIN/D 
YQSRGRRCPNRCFRCKNQAGS 


25883 


56251 


B 


26024 


1 


1944 





3483 



BNSDOCID: <WO ^0175067A3_IA> 



wo 01/075067 PCT/lJSOl/08631 



SEO l«> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ Il> NO: 
in USSN 
<I9/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
^=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertiniil 


25884 


56252 


A 


26025 


1 


1488 




25885 


56253 


A 


26026 


1 


1919 


MlslKAHFVSNLGATKCCPLSFLP 

YRWRRVIAFVVAFYFRHLIDI.K 

VVQMHFKJLVKGNVDVVFTAQ 

LIDSTVQLIDSTTTVTQFTHIQ r 

QLMIQRAGTKCRKEDFRHCVGI 

LEPEWYPIIVVRVVVDVSOFi:V 

RSQSLIFAVGEGITCIYTOFITHA 

VVRLTVNFHVVAQLSSPDWMR 

PETLPVRSHVTSITQFEVVTGFQ 

TEAPS VG VG ATVN VS T V A HGC 

RQVVVEVRVAQATINKDVVRE 

VSRRVDVGSLAVLIHLTRTVIM 

VTFSEACSRTDDPLSVVTVNFGI 

NTDHDAVNILIIVDGAVVAVEV 

TTEVAYPCAAVISQAMTRVGO 

TSTNGVWTISSVNAFQIRTGAA 

RSLAPP WSLTEK VFCGTTM F.R 

MRAALEAIMPFTESSSATQAPY 

LPCGRECGLAVRQFFGRGtGIE 

TVAYLFRIIRVVRTRVLSIGGFS 

RTRJSSTPVKIATLRQNRSDCI lA 

AMIADTYRQVTPTDPFSRHPFS 

RVLRGLFFIIFKDTKAHNGIGMI 

GG VNRRADYLNLLEK VFG DR V 

SSPQWQATLKAIVPSYGRKLNG 

DVAATERELQYTSEVVGLNYD 

KPQAADNNRQHKVRAARSRRO 
NRPDRGSQIADSTAGARCRFOT 
PTAGDGA*SAASTAAPI/MLNLL 
EK VFGDRVSSPQ WQATLKA 1 V P 
SYGRKLNGDVAATERELQYTS 
E V VGLN YDKPQA A DN N RQH K 


25886 


56254 


A 


26027 


1 


2130 




25887 


56255 


A 


26028 


1144 


1309 


PGGSTPMAVEDPDFRSSERVLR 
FQPA VS V YG PEQPA V* D Y AQTS 
YLRTRPRRSDP 


25888 


56256 


A 


26029 


1 


3546 





BNSDOCID: <WO 0175067A3JA> 



3484 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


ShQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


25889 


56257 


A 


26030 


1097 


3332 


TRVLVLDHRLLRCLYATVCAG 

AS WGMNPV VCSQQl DPQFHTM 

LMICASEEAQRMQQASEDEFN 

RALNIAFDNRLGLCKVESARQV 

FPLTGRYARQFASHRLALVGD 

AAHTIHPLAGQGVNLGFMDAA 

ELIAELKRLHRQGKDIGQYIYL 

RRYERSRKHSAALMLADSFVR 

TTHALRRSHGGFPRLDDAAAL 

RFANRRTSCERNDDNTWSRSL 

YADLKNGTAQNIRAKFVFIGAG 

GAALKLLQESGIPEAKDYAGFP 

VGGQFL VSENPDV VNHH L AK V 

YGKASVGAPPMSVPHIDTRVVL 

DGKRVVLFGPFATFSTKFLKNG 

SLWDLMSSTTTSNVMPMMHV 

GLDNFDLVKYLVSQVMLSEED 

RFEALKEYYPQAKKEDWRLW 

QAGQRVQIIKRDAEKGGVLRL 

GTEVVSDQQGTIAALLGASPGA 

STAAPIMLNLLEKVFGDRVSSP 

QWQATLKAIVPSYGRKLNGDV 

AATERERKTLHVIFNDLRPEQC 

EAGKSPSRVQLQTWTNGGMLN 

APLSLRLTLVEKLASMLDPGHL 

ALTQIAQHLALLQKMDHRQHS 

AFPELPQQIAALYEWFSARCRW 

KEKALTQRGLLVQAGDQSEQIF 

TRWRAGAYNAWSLPGRCFIVL 

EELRWGAFGDACRLGSPQAVA 

LLLGDLLEKATQHLAESINAAP 

TTRHYYHQWFASSTVPTGGEH 


25890 


56258 


A 


26031 


115 


654 


HATQTMTPWFLYLIRTADNKL 

YTGITTDVERRYQQHQSGKGA 

KALTGGSARSPLIKKALAEQLP 

GIPIAGGDDFGSVTAGLAR*RF 

HQRHGPC WSM KAESLQLCRAD 

CQRRFQPMSFGGHFRHYRLSVC 

WRYRFIRPEHKTAFTARFPVDN 

RLGQMVAKPFHLLNATTGNIC 

GCFNTKRP 


25891 


56259 


A 


26032 


1 


348 




25892 


56260 


A 


26033 


1 


906 




25893 


56261 


B 


26034 


59 


910 




25894 


56262 


A 


26035 




3684 




25895 


56263 


A 


26036 


1 


2634 





3485 

BNSDOCID: <WO 0175067A3. IA> 



wo (H/075067 PCT/lJS01/t>8631 



SHQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niicleolide 
location of t1rst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


25896 


56264 


A 


26037 


1 162 


3478 


LVRFGLLPLAYSARCFSARSED 

RPKDECETCCIKYPNGRNVLSQ 

EIHQVFVLNGIQSMSGYVYNLG 

MELASMQGLVDVVRLSPQGSS 

AREAFSHSLDLARLAEKRGYH 

RYWLAEHHNMTGIASAATSVLI 

GYLAANTTTLHLGSGGVMLPN 

HSPLVIAEQFGTLNTLYPGRIDL 

GLGRAPGSDQRTMMALRRHM 

SGDIDNFPRDVAELVDWFDAR 

DPILEPTHIMG RRLCST VRH PRM 

G YTPG VEPTTG PLGQG LAN A V 

GLAIAERTLAAQFNQPDHEIVD 

HFTYVFMGDGCLMEEGWFTD 

DTAKRFEAYHWHVIHEIDGHD 

PQAVKEAILEAQSVKDKPSLIIC 

RTVIGFGSPNKAGKEEAHGAPL 

GEEEVALARQKLGWHHPPFEIP 

KEIYHAWDAREKGEKAQQSW 

NEKFAAYKFCAHPQLAEEFTVRR 

MSGGLPKDWEKTTQKYINELQ 

ANPAKIATRKASQNTLNAYGP 

MLPELLGGSADLAPSNLTIWKG 

SVSLKEDPAGNYIHYGVREFG 

MTAIANGIAHHGGFVPYTATFL 

MFVEYARNAARMAALMKARQ 

IMVYTHDSIGLGEDGPTHQAVE 

QLASLRLTPNFSTWRPCDQVEA 

AVGWKLAVERHNGPTALILSR 

QNLAQVERTPDQVKEIARGGY 

VLKDSGGKPDIILIATGSEIEITL 

QAAEKLAGEGRNVRVVS\LASS 


25897 


56265 


A 


26038 


1 


1033 


MNKSPKTRDIQEEELEVLLEEE 

AAGGDEDREKEILIERIQSIKEE 

KQKGLGLAAGWTADVSSRRPG 

ASQLPPPPTHPIPQYRGWGPPD 

QHLLSTLWTNVGSYKSGSFLQL 

GGWCMNLDMDLNSEESRWLF 

RRHWDTGGIKPHERKRAVAHL 

TLSEREEIRAGLSAKMSIRAIAT 

ALNRSPSTISREVQRNRGRRYY 

ICAVDANNRANRMAKRPKPCLL 

DQNLPLRKLVLEKLEMKWSPE 

QI SG WLRRTKPRQKTLR! SPETI 

YKTLYFRSREALNHLNIQXHLA 

RSHWLWPGERYXNRNGERGPV 

TLWTG/TPISDGSRTSVKRALGQ 

WGEHLSRRNAFFPLCATVV 



BNSDOCID: <WO 0175067A3_IA> 



3486 



wo 01/075067 PCT/LSO 1/(1863 1 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of fast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii. 
*=Stop codon, /=possible nucleotide 
deletion, \-po$$ibic nucleotide insertion) 


25898 


56266 


A 


26039 


797 


1440 


PAMRLTAMRCISMKSRLPASK 

MQFCATVRWKYRCHREPTLSA 

QHGAFRSIMPTPRNSRGNCWKK 

REMKWANWPrWCR*KN*RrRS 

LSAICCASRK/TGQFVLPPARYM 

LRRSH SLRHGRRHTR KG F, RG 1 1 

NlVNGTPIHERSRNIDNRRSIXiH 

WEGDLVSGGVGTVIGVVTGVII 

FTVINYGLTYIGVNPYWQYIIK 

GAIIIFAVALDSLKYARKK 


25899 


56267 


A 


26040 


687 


1106 


GSLSLTALLPDTAEREEIRAGLS 

AKMSI/RAIATALNRSPSTISRE/ 

VQRNRGRRYYKAVDAN/NRAN 

RMAKRPKPCLLDQ/NLPLRKEV 

LEKLNIQHLRRSHS/LIUIGRRI IT 

RKGERGTIN/IVNGTPIHERSRNI 

DNSALVTVLR 


25900 


56268 


A 


26041 


1 


2851 


MKTLIARHKAGEHIGICSVCSA 

HPLVIEAALAFDRNSTRKVLILA 

TSNQVNQFGGYTGMTPADl RE 

FVFTIADKVGFARERIILGGDUL 

GPNCWQQENADAAMEKSVEL 

AVVIDLWSRAVIGWSMSPRMT 

AQLACDALQMALWRRKRf»RN 

VIVHTDRGGQYCSADYQAQLK 

RJTNLRGSMSAKGCCYDNACVE 

SFFHSLKVECIHGEHFISREIMR 

ATVFNYIECDYNRWRRHSWINS 

LLSQKRNTQGRIEDGRQH 


25901 


56269 


B 


26042 


1 


1048 




25902 


56270 


A 


26043 


323 


1290 


GTSMNTVGTPL L WGG F A V VV A 

IMLAIDLLLQGRRGAHAM I'MK 

QAAAWSLVWVTLSLLFNAAF 

WWYLVQTE\GRAVADPQALAF 

LTGYLIEKSLAVDNVFVWLML 

FSYFSVPAALQRRVLVYGVLG 

AIVLRTIMIFTGSWLISQFDWIL 

YIFGAFLLFTGVKMALAHEDES 

G IG DK\R WC AG Y A/V H L R MID! 

IDNEHFFVRKNGLLYATPl.MLV 

LILVELSDVIFAVDSIPAIFAVTT 

DPFIVLTSNLFAILGLRAMYFLL 

AGVTKRFSMLKYGLAGILVFIG 

IKRLIVNFNLLQTRACLGGGWA 

FGETLIIKPGEYRMKTAGG 


25903 


56271 


A 


26044 


28 


96 




25904 


56272 


A 


26045 


1 


777 





BNSDOCID: <WO 0175067A3_IA> 



3487 



wo 01/075067 



PCT/USO 1/08631 



StQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


25905 


56273 


A 


26046 


77 


532 


KPSRPEISKGKSVKPAASRRARE 

CAVQALYSWQLSQNDIADVEY 

QFLAEQDVKDVDVLYFRELLA 

GVATNTAWLDGLMKPYLSRLL 

EELGQVEKAVLRIALYELSKRS 

DVPYKVAIKEAIELAKSFGAED 

SHKFVNGVLDKAAPVIRPNKK 


25906 


56274 


A 


26047 


3 


175 




25907 


56275 


A 


26048 


85 


440 


YSSSSLWAARKRRQMVLSARR 

FATSDRVCRCVLVWSAGTSRA 

KSKSTGWLSMASKAIGVSS*TK 

TPTARRVSSSSLPCGMAIPLPIP 

VLPlFSRVRiASKTT*GSSLSCFA 

ARSLMTS 


25908 


56276 


A 


26049 


80 


706 


KLIQVAVVIGGGQPLGAFLCHG 

LAAEGYRPPVVDIQSDKXAANV 

AQEINAEYGESMAYGFGADAT 

SEQSVLALSRGVDEfFGRVDLL 

VYSAGIAKAAFISDFQLGDFDR 

SLQVNLVGYFLCAREFSRLMIR 

DGIQGRl IQINSKSGKVGSKHNS 

GYSAAKFGGVGLTQSLALDLA 

EYGITVHSLMLGNLLKSPMFQS 

LLPO*KTJCLGIK 


25909 


56277 


A 


26050 


741 


893 


TGCSGKRSLQQRREERRRNPVQ 
K I RCTV ♦ RVRNGRl RYCSPRAGF 
YSRYR 


25910 


56278 


A 


26051 


269 


987 




25911 


56279 


A 


26052 


1 


1268 


MDAKCDRSRFPWLWPTKRPRG 

CFATFVPIGIPYDQTKTHLHTLS 

LVAKRLADKTICRRLRAAQSDE 

EL YQI ITDTEGTPDE ARCEEKQY 

MVLMIVSGRSGSGKSVALRAL 

EDMGFYCVDNLPVVLLPDLAR 

TLADREISAAVSIDVRNMPESPE 

IFEQAMSNLPDAFSPQLLFLDA 

DRNTLIRRYSDTRRLHPLSSKN 

LSLESAIDKESDLLEPLHGFPDY 

DTVGFSCKRRI DY VCRIKHSRRJ 

RQVVLLNFAKSGAFSTTRGTDD 

KTRRSLLVTL/VAYFLCAR/EFS 

RM/M 1 RDG I H V Rl IQ INSKSG K V 

GSKHNSGYSAAKFGGVGLTQS 

LALDLAEYGITVHSLMLGNLLK 

SPMFQSLLPQYATKLGIKPDQV 

EQ Y Y I D K V PF ICRGC D YQ D V LIM 

MLLFYASPKAVSYXCTGQSINVT 


25912 


56280 


A 


26053 


1 


168 


LKVFILVIFTLSRE*EHAMFGFL 
FLC ♦ F AENDG FQLH PCPCKGHE 
LILFYGCIVFH 


25913 


56281 


A 


26054 


2 


253 





3488 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/l]S01/0863l 



NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
ill DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of UsI 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJn known, 
*=Stop codon^ /=possible nucleotide 
deletion, \=possiblc nucleotide inserticm) 


25914 


56282 




26055 


3 1 9 


3780 




25915 


56283 


A 


26056 


513 


762 




25916 


56284 


A 


26057 


375 


550 


GVGLCGRSSIRRNM*CK**G*/L 
SPKIALMACGRRHTRSLFMTSK 
DLSRMMRLQKEIRL 


25917 


56285 


A 


26058 


662 


1033 


EPKRASGCMWPVGAHCHHPLL 

LLArOOKLGPPSHOASSRS*N10 

TL DRI CMSSWIPOEHS^SOSWH 

RSCFLNVTRPWSFYSPVGKNR 

WMGPFWSFSLDALLLFFTLHSY 

VAWPVEMMALlsILLG 


25918 


56286 




26059 


] 


2034 




I 7 




A 


96060 




515 


HAKPPGGLGHCSLCPSHYSCIH 
G * KGPR Y VS VSCSRG WKPE AT 
KAFMW 


25920 


56288 


A 


26061 


352 


2631 




25921 


56289 


B 


26062 


10 


351 




25922 


56290 


A 


26063 


321 


537 


EPLDTGRGTSHTRACHGVGYW 
GRDSVRRYT*CK*RINGYSTPT 
WHMHEYVTNLHIVHMYPRTYS 
IIIKKMSD 


25923 


56291 


A 


26064 


788 


912 


VHTHLSERTRKCLPPPAPS*WV 
TCHHGDCCLPTRLRAPQGP 


25924 


56292 


A 


26065 


1348 


1799 




25925 


56293 


A 


26066 


606 


2219 


ATYPSAHYPDHMRGEFLWPSL 

GLGKELDTFWSSLRVFGSPVSA 

VSRELVRKFSLGGTVDSTGSLP 

VCGDISPVSDVA/ACTREPLRFR 

LQVGDRYITLMDLPGVGESGA 

RDTEYAALYREQLPRLDLVLW 

LIICADDRALTVDEHFYHQVIGE 

VYRHKVLFVISQSDKAEPTSGG 

GQLSTAQKQNISRKICLLHELFQ 

PVHPVCAVSVRLQWGLKVMA 

ERMIKCLPREATSPVVSQLHPSF 

RTTVVREQARSDFGETVGAVL 

DSISAFPLIPAPVRAVIQAVRTT 

VVSFAASVTLLLLPLRSTPVEKS 

PTCILPASETFPLLVVMLNPVAS 

LLTLTSPVLDTSCPTHSLSAAQP 

N LIQLSG^fNNI SFV VN RA V VTN 

VLNTMRTACNSQATIQIYNADl 

ARDFGTRGIFSINSGFSTVYSRRI 

GHOSPEVTGEAMALTLSSOPSC 

IDDGLVAVNLDTDGLRIGDARQ 

KAITAGYPVVDTDDKCRIRRLR 

RIRHEQCADENSYQAYNYCRP 

VGRIRHLCRIRQSMPDATLSRLl 


25926 


56294 


A 


26067 


543 


741 





3489 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/US01/0S631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


25927 


56295 


A 


26068 


3 


373 


VYTGLKPRTIDAQYTPINVV/W 
KFLSLTHHAYSPLLVVINKAKF 
DGLSPEFQQALVSSAQEAGNY 
QRKLVAEDQQKHDGMKEAGV 
EVITDLDRKAFSDALGNQVRD 
MFVKDVPQGADLLKAVDE 


25928 


56296 


A 


26069 


1 


1107 


MGAFTGKTVLILGGSRGIGAAI 

VRRFVTDGANVRFTYAGSKDA 

AKRLAQETGATAVFTDSADRD 

AViDVVRKSGA*ILILKRRSISSA 

FNSRASPKTPIPAFTTRISNAPLL 

RTTSMTASLSALSVNTAVAPVS 

CARRLAASFDPA 


25929 


56297 


A 


26070 


39 


254 




25930 


56298 


A 


26071 


1432 


1845 




25931 


56299 


A 


26072 


674 


1614 


AVIVVAILVSKSTGAWVAFSIR 

MPSITFSHNSVVAGVASARKDS 

SPSYGDPLESAIPKLNVKRSRSG 

LSKSLLTLTSCSTIWINWITGQT 

PLKPCSVTGSVVPKAWRSPSTL 

TTMTTR*PFTLPA/LDTFISRPAG 

CTYANECHAPESATIRNDVAAR 

PCNCAQCAALDCVSVFVTIRHS 

CSSVYSAPGILVAALQAGHKPV 

ALVGGATGLIGDPSFKAAERKL 

NTEETVQEWVDKIRKQVAPLP 

DRKNISPADSRLSPDGRYRGYV 

HPAPPIPDSHLIRHHRCVIYQWR 

QCLAQFRLNGWAASRSQSICRI 

GCD 


25932 


56300 


A 


26073 


1 


3476 


MSSSCIEEVSVPDDNWYRIANE 

LLSRAGIAINGSAPADIRVKNPD 

FFKRVLQEGSLGLGESYMDGW 

WECDRLDMFFSKVLRAGLENQ 

LPHHFKDTLRIAGARLFNLQSK 

KRAWIVGKEHYDLGNDLFSRM 

LDPFMQYSCAYWKDADNLESA 

QQAKLKMICEKLQLKPGMRVL 

DIGCGWGGLAHYMASNYDVS 

VVGVTISAEQQKMAQERCEGL 

DVTILLQDYRDLNDQFDRIVSV 

GMFEHVGPKNYDTYFAVVDR 


25933 


56301 


A 


26074 


200 


1100 




25934 


56302 


A 


26075 


1 


2061 




25935 


56303 


A 


26076 


1 


3294 





BNSDOCID: <WO 0175067A3JA> 



3490 



wo 01/075067 



PCT/l) SO 1/08631 



1, 



SKQ ID 

NO: 


SEO in NO: 
of peptide 
sequence 


Met 

hod 


SEO II> NO: 
in liSSN 
09/540,217 


Nucleotide 
location of tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


25936 


56304 


A 


26077 


1 


2064 


N4NYSLKQLKVFVTVAQEKSFS 

RAGERJGLSQSAVSHSVKELEN 

HTGVRLLDRTTKEVVLTDAGQ 

QLAFRLERLLDELNMTLRDTGR 

YGATTERSARYSASLPAPTSGR 

SEPAALVQNSSSQPSSLKENIM 

KLRSVTYALFIAGLAAFSTFFLA 

\AQSIRCGYErSQADSQHSGAK 

KFNDLLQERPKGELKLKLFPDS 

TLGNAQAMISGVRGGTIDXMEM 

SGSNYFAGLSPVMMLLDVPFLF 

RDTAHAHKTLDGKVGDDLKAS 

LEGKGLKVLAYWENGWRDVT 

NSRAPVKTPADLKGLKIRTNNS 

PMNIAAFKVFGA\NPI\PMPFAE 

VYTGLETRTIDAQEHPINVVWS 

AKFFEVQKFLSLTHHAYSPLLV 

VINKAKFDGLSPEFQQALVSSA 

QEAGNYQRKLVAEDQQKIIDG 

MKEAGVEVITDLDRKAFSDAL 

GNQVRDMFVKDVPQGADLLK 

AVDEPGWAERDIWAFAPAFFY 

PLFISDFNRVRLEFVGHYQDVC 

EKPASTTLWLDVGRSSGLDLTY 

QTLNVKNDLSHFPVPFFDPSDN 

RTNTLPMVFAGAPDVGLQQAS 

AIVASWFGSRSGWRGQNFPVL 

RDHPAVKAPVIEMINHPQNPYV 
KLLVVFGRDDKDLLQAAKGIA 
QGNILFRGESVVVNEVKPLLPA 
GSQPVWSSSASESRCCFYA 


25937 


56305 


A 


26078 


1 


480 


LGNTKTVKGWLAQLPAKYHQ 

RATCMFDRHGLLALLAGRFLA 

FVRTLLPTMAGISGLPNRRFQFF 

JCAKLRVWI S*PTRfAAAT AFMP/ 

FMDDHHPRLMQTVILQILQRRG 

TGDRLKIMVERRYAHVGFCRQ 

LLDAQVFGVFILNPFQHAANQT 

EVSLATDQRQ 


25938 


56306 


A 


26079 


1 


2184 





BNSDCXJID: <WO 0175067A3JA> 



3491 



wo 01/075067 PCT/USOl/08631 

i 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /=pos$ible nucleotide 
deletion, \=possible nucleotide insertion) 


25939 


56307 


A 


26080 


1429 


2152 


NLFREVVFPTHCPVCGSDVERV 

EGEAVARCTGALICGAQRKESL 

KHFVSRRAMDVDGMGDKIIDQ 

LVEKEYVHTPADLFKLTAGKLT 

GLERMGPKSAQNVVNALEKAK 

ETTFARFLYALGIREVGEATAA 

GLAAYFGTLEALEAASIEELQK 

VPD VG 1 V V ASH VHNFVLPKICAT 

AMSSASCWRKVFTGLRRSLSTR 

KRLTARLLVKPWCLRAASGTP 

LKRASLLMFSGCFSHTSGLAMY 


25940 


56308 


A 


26081 


1 


2448 




25941 


56309 


A 


26082 


125 


741 


AHLNRTRWKVCWIR*RK1SPW 

AKRNTKTVKGNWLAQLPAKYH 

QRATCMF\DRHGLLALLAGRFL 

AFVRTLLPTMAGISGLPNRRFQ 

FFNWLSGLLWVSVVTSFGYAL 

SMIPFVKRH EDQCRNGVFGKR 

KGG1AAAL1LTR1.RRRFVSSWK 

RFRELRRKSSQADDMNVFGILE 

DFTHQFIGGAFLRADISGAAKM 

SCLAKAQASSSMH 


25942 


56310 


A 


26083 


1066 


1359 




25943 


56311 


A 


26084 


256 


952 


RLKRCSTGKSMAVIQDIIAALW 

QHDFAALADPHIVSVVYFVMF 

ATLFLENGLLPASFLPGDTLLIL 

AGALIAQGVMNFSGLRIAVLDP 

RNQVRGGGLSIFKGRWLGNPK 

TVKG\WLAQLPAKYHQRATCM 

FDRHGLL A LL AGRFL AF VRTLL 

PTMAGISGLPNRRFQFFNWLSG 

LLWVSVVTSFGYALSMIPFVKR 

HEDQVMTFLMILPIALLTAGLL 

GTLFVVIKKKYCNA 


25944 


56312 


B 


26085 


1 


1290 





BNSDOCID: <WO_017S0S7A3JA> 



3492 



wo 01/075067 PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25945 


56313 


A 


26086 


1 


1839 


MRCQNAWWIMQHSSGSERLSS 

VLLHFRRTNLADSNDRJQYHSL 

RFFDEDGAQWLVILGDVLNHG 

PRNALPDGYAPRKVAERLNEV 

AHKVIAVRGNLRQRVDQMLLI 

SRA INRL V A SN WNRRS AQMRC 

PI SGKNL A W! P VQLPV Y WQNN 

CRRLLMRSHRKHGSGTNLPGE 

LMAIKLIAIDMDGTLLLPDHTIS 

PAVKNAIAAARARGVNVVLTT 

GRPYAGVHNYLKELHMEQPGD 

YCITYNGALVQKAAD/GYDDY/ 

RF/LEKLSREVGSHFHALDRTT\ 

LYTAN\RDISYY\TVHEFLRCHQ 

FPLVVCDGGRMTPRAMFLFSSA 

HILMPLNYHNSHINTLFPVAGT 

LMVEPTESESKVELDRFIDAML 

AIRAEIDQVKAGVWPLEDNPLV 

N A PH IQSELVAE WA H PYSRE V A 

VFPAALVTGGSRGIGRATALLL 

AQEGYTVAVNYQQNLHAAQE 

V^fNLITQAGGKAFVLQADISDE 

NQVVAMFTAIDQHDEPLAALV 

NNAGILFTQCTVENLTAERINR 

VLSTNVTGYFLCCREAVICRMA 

LKNGGSGGAIVNVSSVASRLGS 

PGEYVDYAASKGAIDTLTTGLS 

LEVAAQGIRVNCVRPGFIYTEM 

HASGGEAWTRRSR 


25946 


56314 


A 


26087 


2 


1275 


VNFSPKSSQIHHALRTVAGRFA 

VKSIDYFWHDSCNASKRFHIWE 

SIMLELLFVIGYLVMLMVTGVS 

LLGIIAALVVATAIMFLGGMLA 

LMIKLLPWLLLAISVVWVIKAl 

KAPKVPKYQRYDRWQLAVRRS 

PLLPDHTISPAVKNAIAAARAR 

GVNVVLTTGRPYAGVHNYLKE 

LHMEQPGDYCITYNGALA^YRK 

AAGWLAPLAAFCLLLKLMDELI 

GFLEKLSREVGSHFHALDRTTL 

YTANRDISYYTVHESFVATIPLV 

FCEAEKMDPNTQFLKVMMIDE 

PAILDQAIARIPQEVKEKYPVLK 

APNLQQPHGSSGSSFHREIFFSS 

RSEDKRRGGLVVSGISLLVVSA 

GPWVRNANFPT GOI KTWFST <s 

HTLTLTYTRAPACRLTSTQTEP 

RARPCLSPLSSEPRDRSLTPRLG 

QRFIYLAVQ 


25947 


56315 


B 


26088 


1 


1509 




25948 


56316 


A 


26089 


I 


1323 





3493 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mcf 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
l<»ciition of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-$top codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


25949 


56317 


B 


26090 


I 


5073 




25950 


56318 


A 


26091 


249 


531 


CWAMRMDSKVGVITPIRMWSA 

SGPFAMGTLVPTFAAVTDIPTK 

SVTTCLRQICERWQAPSTR*SRF 

ASLSQPAPRFTPSPITLALVLLP 

ARRC 


25951 


56319 


A 


26092 


3 


1038 


LVLFGVAETYPVANDFAAGAG 

AYVRGRYAAGVRAWPTIITRK 

TMKTLVVALGGNALLQRGEAL 

TAENQYRNIASAVPALARLARS 

YRLAIVHGNGPQVGLLALQNL 

AWKEVEPYPLDVLVAESQGMI 

GYMLAQSLSAQPQMPPVTTVL 

TRJEVSPDDPAFLQPEKFIGPVY 

QPEEQEALEAAYGWQMKRDG 

KYLRRVVASPQPRKILDSEAIEL 

LLKEGHVVICSGGGGVPVTXND 

GAGSESVIHKDLAAALLAEQIN 

ADGLVILTDADAVYENWGTPQ 

QRAIRHATPDELAPFAKADGSM 

GPNVTAVSGYVRSPVQMHHRQ 

FQPVIIHIATNQIDHHRRIIHHWL 


25952 


56320 


A 


26093 


1 


3639 


MKRLIVGISGASGAIYGVRLLQ 

VLRDVTDIETHLVMSQAARQT 

LSLETDFSLREVQALADVTHDA 

RDIAASISSGSFQTLGMVILPCSI 

KTLSGIVHSYTDGLLTRAADVV 

LKERRPLVLCVRETPLHLGHLR 

LMTQAAEIGGNTGEIDEEELES 

LLYAIAKGNVFNFQTILHLPVA 

VQNDTIDFYQMFARIWSSHPQ 

WLTLYLAQHRAVIIPDDAKLHR 

NLLRWYSAGRLDIPELLDYAQS 

WRETEPDNEDAPY 



BNSDOCID: <WO 0175067A3_IA> 



3494 



wo <)l/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
'^=Stop codon, /^possible nucleotide 
deletion, \==possible nucleotide insertion) 


25953 


56321 


A 


26094 


1 


1260 


AWARQDRRLSVKQWGKPPVD 

ETIPAKEQVRILRKLFDRYYGE 

VAGRGDGFCSPHVARYVGRVA 

G*RPCRLGPGHPTNRTPFVAPL 

LEALDIAKYFSVVIGGDDVQNK 

KPHPDPLLLVAERMGIAPQQML 

FVGDSRNDIQAAKAAGCPSVG 

LTYGYNYGEAIDLSQPDVIYQSI 

NDLLPALGLPIAKIRNRKMTKPl 

VFSGAQPSGELTIGNYMGCTEA 

DRQFAFNFNNFVLIQLLTNGGP 

DRLGTTTPAGYTDLLVNYTYRJ 

AFEGGGGQDFGLAAAIATLIFL 

LVAIMFPLLMVVAISLRQGNFA 

TGSLIPEQISWDHWKLALGFSV 

EOADGRITPPPFPVLLWLWNSV 

KVAGISAIGIVALSTTCAYAFAR 

MRFPGKATLLKGMLIFQMFPA 

VLSLVALYALFAPRVRAALCY 


25954 


56322 


A 


26095 


I 


3240 




25955 


56323 


A 


26096 


494 


792 


ATRLRHGVTSVGGDGGLOLTV 

MDKLDVILLMSV/NPGFGGQSFI 

PQTLDKL/REVRJIRIDESGFDIR 

L/EVDGGVKVNNIGEIAA/AGA 

DMFVAGSAIFDQPDAR 


25956 


56324 


A 


26097 


1624 


2390 


RTSERRWHAKALLKLFSAHHA 

GFVCCKEEEERLATGKVGWLP 

VETLLAQQHIEGHYQVDPSLFK 

PNADCPVRVSGMSMKDIGIMD 

GDLLAVHKTQDVRNDPLLVPL 

FTLIREGKLAANWPLEQDELLT 

RLQKSCDMTQVSADYNALFIG 

DECAVPPYRSAWVEGATEAEV 

RAFLSERGMPL A DTPADHIGTL 

LLAASWLEDQSTEDESEALETL 

FKRGA/LPKSLCLWGKAPAPHG 

SPVGGFSKGPKTWAPHEGAS 


25957 


56325 


B 


26098 


I 


534 




25958 


56326 


A 


26099 


67 


399 





3495 

BNSDCCIO: <WO ^01760e7A3JA> 



wo 01/075067 



PCT/US0 1/08631 



SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknonn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


25959 


56327 


A 


26100 


8 


1016 


PESRRKAVMTQPVLDIQQLHLS 

FPGFNGDVHALNNVSLQINRGi: 

IVGLVGESGSGKSVTAMLIMKL 

LPTGSYCVHRGQISLLGEZDVLN 

AREKQLRQWKG/ARVAMIFQLP 

MTA LNPTRRl ALQMM D V 1 R H 11 

QPlSRREARAKAIDLLEEMQIPl) 

AVEVMSRYPFELSGGMRQRVM 

lALAFSCEPQLIIADEPTFALDVT 

VQLQVLRLLKHKARASGTAVL 

FISHDMAVVSQLCDSVYVMYA 

GSVIESGVTADVIHHPRHPY TlCi 

LLQCAPEHGVPRQLLPAIPGTV 

PNLTHLPDGCAFRDRCYAAGA 

QCENVPALTACGDNNQRVGAC 

WYPQQEVISV 


25960 


56328 


A 


26101 


3 


102 


1 SRLNTQQHFG * RTRQI SPI ISPQ 
GCSRCPLHS 


25961 


56329 


A 


26102 


290 


490 


SSLNSCMAVWDKTRLlRyLV 
MWSY*SPSPCR*PAGYRHMKL 
RSTSLVLSTPSRLFLAVIPPVVVI 


25962 


56330 


A 


26103 


1 


3255 




25963 


56331 


A 


26104 


119 


634 




25964 


56332 


A 


26105 


1640 


1770 


HLDSNRR VHDSTCN WCCN LS • 
QRLLWSG*WSELCCSVPROKR 
A 



3496 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=IJnkno\vn, 
*=Stop codon, /"^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25965 


56333 


A 


26106 


281 


2108 


RESLKQKVGGRPQLSPFPPPDS 

WALDPGGGRARETPRGVSNAT 

KEPISVAQHGN/GGDKEIRRELK 

YYAHLGRRLKDWSGIPRYHGT 

VETDCGTGYVYDVIADFDGKP 

SITLTEFAEQCRYEEDIAQLRQL 

LKQLKRYLQDNRJVTMSLKPQ 

NILCHRJSESEVIPVVCDNIGEST 

LIPLATWSKWCCLRKQERLWK 

RFIAQPALAIALQKDLQPQATE 

ASGAENMASIASGNIARTDPDM 

LSIPLSKKICCFGDRJIEIPETIDQ 

PVRFWVLTGPVVDMGIYACYL 

SSPQWGWYAERDAEIENETVR 

REVEELRQASETDLQPGTIEYE 

RHRLTRAQADAQELKNARDSA 

EVVETAFCTFVLSRIAGEIASIL 

DG I PLS VQRRFPELENRH VDFL 

KRDIIKAMNKAAALDELIPGLL 

SEYNRADRQYAGGSRVAARFA 

ASPRVAVLSVITGLIPRUVCAPY 

LLCGDPCCLSTPEDMTPRFRRY 

AVRSGNRSTPGLDHRCDACQR 

SAYELADLRCRPPPSTLFLLPEA 

DKNDFSDALPAVADAMYAAPP 

RRKAAPSKPEKAVVSPLRSVRK 

ARHGSVCSLRPDQYAVRNLPA 

YRSCSSPDLQFMVWCALA 


25966 


56334 


A 


26107 


1 


2880 




25967 


56335 


B 


26108 


61 


5101 




25968 


56336 


A 


26109 


80 


561 


IRPLPPRFKTESRSLPGPCLQPGT 

FLWSRNRRVLGFPSMNGEDMG 

LLFLCSEWERSSEGWLCNREGG 

SGHSIEPHCCTFLHLTHRSLAFS 

LLAGVSCTCASSCKCKEXCKCTS 

CKKSECGAISRNLGLWLKVGR 

EPKAVPEVRASGEPAFLCPCRL 

SLPV 


25969 


56337 


A 


26110 


1 


277 




25970 


56338 


A 


261 1 1 


902 


1006 




25971 


56339 


A 


261 12 


2 


1265 




25972 


56340 


A 


261 13 


409 


525 




25973 


56341 


A 


26114 


91 


431 


NHKPGNIDVARRIQRGFAGDQI 
GHLRPVERQCSPDKRRFIAADG 
REIRGKORAGHIFOLLSRCLLOl 
LN HCQRRAAHFRFQLSNQRHQ 
QLLPV/HYHAAEREYPAGACLV 
RWLL 


25974 


56342 


A 


26115 


3 


71 




25975 


56343 


A 


26116 


1 


1212 





3497 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IJSO 1/(^863 1 



SEQ ll> 

NO: 


SEQII>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


25976 


56344 


A 


261 17 


1 


2786 


MAAVIEQIRRAVLALVTGVVHP 

GDIPVVWDIVWNATAAFIAVIU 

SLLLDESGFFEWAALHVLRWG 

YGPGRLPFNRIGLIRRITRRJRQR 

LLFGLVTFILLLNRSQNPAQDIQ 

LLAFRARTGKQTAQFIHHLPRM 

VFTDKTGSSNGLAPQGQCSAQ 

GELILNEKLAKQLVTAANWVK 

MQSDEGEINPVDILRWPGVMA 

AQEQDLDAIAAEILAALDGTLD 

DFIVARETEGQSGLKRVYHSPG 

APDIREFTRDAIP 


25977 


56345 


A 


26118 


5 


402 


EIFSVVWIIMTRGDVVTISRWR 

VSSSPLETWNKRWAKISPAPFS 

LLPISRLEKSEGDWLPETVISAF 

NMPSSLSLIISSL*FKVRDV*HFF 

/RJ*TLRGHYRV1NWPNFNIVVS 

QGIGKRLANSWLVFTLFHRJ 


25978 


56346 


A 


26119 


48 


219 


PETCGHLWAYVWPSCAAV\GL 
YFKVHVLG*RSVTPVTDIVKLL 
EFTRLRLPGYTKSIE 


25979 


56347 


A 


26120 


1 


912 





3498 

BNSDOCIO: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/US01/0S631 



SEQ ID 

NO: 


SKQ in NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown. 
*=Slop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


25980 


56348 


A 


26121 


1 


1857 


MRVCARACVRTRTRJVICVYAH 

TCVCVRTYAYVRVRVRVHVKA 

RVRVCAYARTRVRNSLSILPr 10 

LTLATPIHHIHQEEFNIRGIVPVL 

RRVKPDLAIGIDITPSCDTPDLH 

DYSEVRrNQGVGITCLNYMGRG 

TLAGLITPPRLIRMLEQTALLI IN 

IPVQREVAPGVITETGYIQLKLP 

G WEIGFSPL A LLL A FLCSTS PG F 

GDPDGLGVIAYQDTVRPNAAT 

AISELNALAVKGVILTGDNPRA 

AAAIAGELGLEFKAGLLPEDKV 

KAVTELNQHAPLAMVGDCiIND 

APAMKAAAIGIAMGSGTDVAL 

ETADAALTHNHLRGLVQMIEL 

ARATHANIRQNITIALGLKGIFL 

VTTLDDRVVAGSAGRYGGDGA 

GDSECVKIVAQEIRQTDRNIER 

DRSPRPSGERVRVRGKGGIEAN 

QPLSTAFTNQITIRQSIRLFSNQF 

VFHKGISRVVAGSSAUSNVSPG 

CILRTPNCRRGFPISCTGEGKAA 

YGWQRDGGHAEYLLAELKDLI 

LLPDALSYEDGAFISCGVG l AY 

EGILRGEVSGSDNVLVVGLGPV 

GMMAMMLAKGRGAKRIIGVD 

LPDVY/V*IGVARVSWMNGRID 
SELRTRVRAYAHTRTRARTCTR 
TRTRTYAYVRTHTHVCAYTHM 
RVRVRTHARAHTR 


25981 


56349 


A 


26122 




1180 


SKLGTRRSVVWA*SPSTSP I LW 

CSTFSAAGHSSMKRMNEFVDL 

LP AQQRMKGEN WY RGTA D A V 

TQNLDIIRRYKAEYVVILAGDHl 

YKQDYSRMLfDHVEKGARCTV 

ACMPVPIEEASAFGVMAVDEN 

DKIIEFVEKPANPPSMPNDPSKS 

LASMGIYVFDADYLYELLEEDD 

RDENSSHDFGKJDLIPKITEAGLA 

YAHPFPLSCVQSDPDAEPYLAR 

CGYAGNFMESEPRSGLIRVSCM 

PAGPPLPLPAARSEAPKAAG rv 

ASVPSIAPARLRPVPDPVELVLV 

AAFFITPGDPTPRI HGSGFIDIR 

OIHHOTR^H! FCiVKTHIRFI ISIII 
1 n n i ivo n.i_» t^vj v rv i vj i ix i i^ i >■ 1 1 

FSGNPQGGIAHVNGVARFQVK 
QCHQA WGQOYAARLRFQARG 1 
SLQIAIHRVDIIHRFDVRQL 


25982 


56350 


A 


26123 


16 


543 




25983 


56351 


A 


26124 


1 


3387 





3499 

BNSIXICID: <WO ^017S067A3JA> 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ ID 
iNO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon» /=possibIe nucleotide 
deletion, \=possiblc nucleotide insertion) 


25984 


56352 


A 


26125 


1688 


2234 


LSVGKTFPVLVPAAFRKVSATG 

AAVPGTPSILALPSYSTTPFGVC 

TSASMNVPVLTLRIRTRVTGEV 

AAIKPFSMAMAPTPDSILPQLGV 

VSTRCS*TITCANR*STSARGSL 

ERLIMATLL/WVAGTFD*SVWF 

GHDTDVVTLYRFHEALCYSVT 

LRTPHRRVLRFKSQHPGELACFI 

SPVA 


25985 


56353 


A 


26126 


905 


4761 


PPHNWMPSNATPGIAFVWCAY 

GAI/LPGDAPVPVVDDYRKVVR 

KDTKGLIARWKYFWMSVIALG 

VAFALYLAGKDTPATQLVVPFF 

KDVMPQLGLFYILLAYFVIVGT 

GNAVNLTDGLDGLAIMPTVFV 

AGGFALVAWATGNMNFASYL 

HIPYLRHAGEL V I VCTAI VG AG 

LGFLWTNTYPAQVFMGDVGSL 

ALGGALGHAVLLRQEFLLVIM 

GGVFVVETLSVILQVGSFKLRG 

QRIFRMAPIHHHYELKGWP 


25986 


56354 


A 


26127 


1056 


1373 








A 

/A. 


76128 


] 


301 


SSGTDAGRRYRPRQRPSKSRNN 

RRVNROPAPOOSSRN/SLRPSTT 

SSPFSLPAVKLPSAP/V*SAGMR 

LAEVRRVDSAISTVDSR*CPTAS 

SFSTGSITVTL 


25988 


56356 


A 


26129 


362 


595 




25989 


56357 


B 


26130 


1 


1305 




25990 


56358 


A 


26131 


1 


2022 


MISKRSERSFGYGVGLVRRQDF 

SSSEGFFNLHSLRIDINKCLGVRl 

STATSTMGIVLPEQIKLACNGIQ 

RVALCGGDDYLTSVDSFDVMF 

CSRFGWQVRPSSFCSPVFTWVT 

ENQQHLHRGKDNLSLKNNNSA 

CGAACGSLRGEKSDPPSARNNP 

SSQQGGKKESGQQPSLKDPHIL 

RHDSAHRPRJCEKPRQPVNASLV 

VKFWRVKCVCVHNDHKRPACS 

VVCVDGDTYCWTEAYPAMGL 

PTLRGPDSALGERPE 


2599! 


56359 


A 


26132 


3 


236 




25992 


56360 


B 


26133 


1 


4638 




25993 


56361 


A 


26134 


1501 


1914 


SAFSRALTGRQHFNNCAFTRFS 

NGAECLLYHVCQTAFLVARRR 

VGAAVGFSHIEIVIVPLHLLOOP 

LADLFVHVARRJLSSTMGIRDQR 

PLPG* LLNN ITR WRRSA PV DQT 

HSQSAGFAVTPENAFVASSGPS 

RHRHQR 


25994 


56362 


A 


26135 


561 


698 





3500 

BNSDOCID; <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEO Il> 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
iocntion oT first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Siop cudon, /==possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


25995 


56363 


B 


26136 


4 


2040 




25996 


56364 


A 


26137 


804 


947 


LPCHCSCPWDGDVQPSPTPRQ 

WT*GERLH*QSEALPGVCCAPG 

HGPL 


25997 


56365 


A 


26138 


1 


734 


SVHIGHQFFQFQSTSLNICPPLH 

RLFIAFQMNIRRNAAARHAKFQ 

RLQAQVSIFEDDMSRKIANRQA 

TAMLNAPPFEANIGIHNVPFIGF 

EAVIRQHFARRLNAFFALLLFR 

PFRLFCPFPGINANQRSQVRQPQ 

TTMPTALHSRLCIIVGKIKRPVl 

VLFREANQARVGLFE/H*STAA 
RPFWSAAPAGPALPLRVANAPS 


25998 


56366 


A 


26139 


2 


309 




25999 


56367 


A 


26140 


472 


885 


SAFSRALTGRQHFNNCAFTRFS 
NGAECLLYHVCQTAFLVARRR 
VGAAVOF^HIFIVIVPI HI 1 HOP 
LADLFVHVARRI SSTMHIRnOR 
PI PCt*\ 1 MTsIFTR WRR^sAPVnriT 

HSQSAGFAVTPENAFVASSGPS 
RHRHQR 


26000 


56368 


A 


26141 


1 


2469 




26001 


56369 


A 


26142 


1 175 


1435 




26002 


56370 


A 


26143 


218 


443 


AMARWKMI PTkT^sPPr'Vr'! prjv 
/Aivi/-\rv w rvivn_,V-^ i Ivor r ^ v v^L»r^vj i 

P\G * RL AG PH H HHEFPPPAG A A S 
TGPPIVQDHQSLAGRSRRHDDS 
RHLGRCHHH 


26003 


56371 


A 


26144 




2031 




26004 


56372 


A 


26145 


1419 


1875 


TFCSPRSQPGSLKRRLRAGAGN 
CPLYSTGNGPLORAICCAQPT*L 

HnRVP<;HVPATF<i<;Fn! W<sFTV 
GACI H RSM YIISRSRCPFDPKTK 
TATMLGITSFVMERCQLFILSRA 
FTSGQPTCYYPTASSNTWFSST 
RHCOVINLHSNSMHKI 


26005 


56373 


A 


26146 


218 


441 


AMARWKMLCTKSPPCVCLPGY 
P\G * RL AGPHHHHEFPPPAG A A S 
TGPPIVQDHQSLAGPRRHDDSR 
HLVRCHHH 


26006 


56374 


A 


26147 


1196 


1462 


LNTLVVAVRDGLKMTTVIANN 

VTSVSVLKIARNVTRKTILPPAA 

AANVTPYWLIRTIC*KRRYD*K 

TRWYYAVAACLCNMGTTRKA 

NG 



3501 

8NSDOCID: <WO 0176067A3JA> 



wo 01/075()67 



PCT/USOl/08631 



SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
tn USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X- Unknown, 
*==Stop codon, /^possible nucleotide 
deletion, \=pussible nucleotide insertion) 


26007 


56375 


A 


26148 


45 


443 


APSDPKRJDFPLPHGADSAMAE 

YDRCHRAVLSQGGQWPTALSA 

GDHAAYSLHAALVQPERRCHG 

RCPVRNRLHAPVCPI1PG*RPAG 

SHHHHEFPPPARAASTGPSIVQ 

DHQSLAGRSRRHDDPRHFGGC 

HHH 


26008 


56376 


A 


26149 


581 


957 


TSWISFSRTTPSTVSPYSTVDAN 
GIIWSARNRLASVNNIASWLSFF 
SNPL YL A ITKPNCRLMMRNGCS 
TPGPGCWLSCIRC*WAVCSCVD 
AASRFLPCRGARRSASPHPPRQ 
APRRCGALW*PASAETNCSSPC 
SRLPS* LRGCCFK VLTLPG RSA 1 
SQSTSTSASSSALWRPLVAGIG 


26009 


56377 


B 


26150 


1 


3924 




26010 


56378 


A 


26151 


597 


856 




2601 1 


56379 


B 


26152 


1 


2781 




26012 


56380 


A 


26153 


2809 


2989 


RCGYVRE*LAKSLQSNHFQWR 
MPQHQTAYCRS*AWYRHVAH 

ERLPAQTDNRHQHADRWNG 


26013 


56381 


B 


26154 


1 


2802 




26014 


56382 


A 


26155 


4493 


5470 


IQRRNHRRDGWCLASLPAGTD 

HAGARAEEAGSWHSGGPHRVR 

ARSVSTPFAPIVXNTATSLKPVR 

QLLDAALKIDHRRTLPKYSFGT 

FRRWYRSVAAQQAQYKDQVA 

FFHGCFVNYNHPQLGQDLIKVL 

NAMGTGVQLLSKEKCCGVPLI 

ANGFTDKARKQAITNVESIREA 

VGVKGIPVIATSSTCTFALRDEY 

PEVLNVDNKGLRDHIELANRW 

LWRKLDEGQXTLPLKPMTLKVV 

YHTPCHME*MGWTLY/TLELLR 

NIPGLE/LTVLDSQ/CC/GIPPIRV 

VIHMFRQI EESG ADLV VTDCET 

CKWQIEMSTSLRCEHPITLLAQ 

ALA 


26015 


56383 


A 


26156 


2467 


3465 





3502 

BNSDOCIO: <WO_0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /—possible nucleotide 
deletion, \-possible nucleotide insertion) 


26016 


56384 


A 


26157 


5758 


7019 


LKEGLLEPLAVTERLAIIRWRRP 

TMNDTSFENCI KCTVCTTACPV 

SRVNPGYPGPKQAGPDGERLRJL 

KDGALYDEALKYCINCKRCEV 

ACPSDVKIGDIIQRARAKYDTT 

RPSLRNFVLSHTDLMGSVSTPF 

APIVNTATSLKPVRQLLDAALK 

IDHRRTLPKYSFGTFRRWYRSV 

AAQQAQYKDQVAFFHGCFVN 

YNHPQLGKDLIKVLNAMGTGV 

QLLSKEKCCGVPLIANG\FTDK 

ARKQAITNVESIREAVGVKGIP 

VIATSSTCTFALRDEYPEVLNV 

DNKGLRDHIELATRWLWRKLD 

VLDSQCCGIAGTYGFKKENYPT 
SQAIGAPLFRQIEESGADLVVTD 
C ETCK WQIEMSTSLRCEHPITLL 


26017 


56385 


B 


26158 


1 


2247 




26018 


56386 


A 


26159 


882 


2372 


HAVHESPPECRSNQQRPTRTCR 

TIIDIMEMYHALHVSWSNLQDQ 

QSIDERRVTFLGFDAATEARYL 

GYVRFMVNVEGRYTHFDAGTH 

GFNAQTPMWEKYQRMLNVWH 

ACPRFLFDLDGTLVDSLPAVER 

AWSNWARRHGLAPEEVLAFIH 

GKQAITSLRHFMAGKSEADIAA 

EFTRLEHIEATETEGITALPGAIA 

LLSHLNKAASGVTNKGFLTVD 

EIRRVTRAFARLGTEKVRJLTGG 

EPSLRRDFTDIIAAVRENDAIRQ 

lAVTTNGYRLERDVASWRDAG 

LTGINVSVDSLDARQFHAITGQ 

DKFNQVMAGIDAAFEAGFEKV 

KVNTVLMRDVNHHQLDTFLN 

WIQHRPIQLRFIELMETGEGSEL 

FRKHHISGQVLRDELLRRGWIH 

OLRORSDGPAOVFrHPnYAOF! 

GL1MPY\DKDF\CATCNRLRVSS 
IGKLHLCLFGEGGVNLRDLLED 
DTQQQALEARISAALREKKQTH 
FLHQNNTGITQNLSYIGG 


26019 


56387 


A 


26160 


68 


399 


NKVKPRGDSV/PGSPHSPRLLSP 

PPLPGLLLWR/PLEEPFSPPLHC 

GSPFLGWPRPGGRGLGG/PPHSE 

QPASLSLPPTPRAPVRPEPPRRA 

PPPAPRRPVPSTTQGLRNASAP 



BNSDOCID: <WO 0175067A3JA> 



3503 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 








26161 


207 


479 


PWSDGAGPLPSLPHPDGRG*SV 

NSPQVLL**GSGE/PRASDSPLP 

QLCGVSPHRPTWGSALWGGEQ 

CTSEMGETIDPPGPHTFSKNFCF 

ELQ 


26021 


56389 


B 


26162 


1 


453 




26022 


56390 


A 


26163 


1 


379 




26023 


56391 


A 


26164 


1 


1054 


MFLQAAQKAWNPHLLLVRTQ 

AASTHGRRADPHVGRCGETPQ 

SWGKGESLALAPLSLTKAALED 

CSQISPSHQGTLLCLLILDLRTG 

KLSLEHTEEPSDVPSHLLYRWSl 

SSAITEVFQALASSDSTSQPVNV 

HTKEDMKVQDIALVLPSRKSR 

NACRTTTSTCKALLMRQLAAR 

VILQNCVSKSSRGIHVPQKNLT 

LPVRGDSVLAGSPHSPRSLSAPP 

LPGLPLWRHLKSPSAHRCTVGG 

PFLG WPRPEPAPS ACRE ALA AF 

P/PGQGSGPAAR\QPEPPPPPWA 

PVQPESPRQAPPPAPRSPVPSTT 

QGLRSTGTKHRDWQAAPPAAP 

VRDPLGEASWAPESGGDVENL 


26024 


56392 


A 


26165 


2 


362 


EMSRLYRSRDRD/GVCLQ/IEVK 

M VSRTE AN I DDSLIGGNAS AE A 

PEGEGTESTVITGVDIVMNHHL 

QETSFTKEAYKKYIKDYMKSIK 

GKLEEQRPDRVKPFMTGAAEQI 

KHILANFKNYQ 


26025 


56393 


A 


26166 


35 


359 




26026 


56394 


A 


26167 


22 


459 




26027 


56395 


B 


26168 


102 


431 




26028 


56396 


A 


26169 


85 


674 


RRRRLPSVAIMIILPGPSSSHDE 

MF\SDISKIR\E1ADGVCAWKVE 

G\KMV\SRTE\GTJD\DSLIGG\NA 

SAERPRGAKGTERHQLfTGVXDI 

VMTP\HL\QETKFSQKEASKK\Y1 

K\DYMKSIKRET*KNRRPEKSK 

TFL*PGAAEQIKHILANFKN\YQ 

FFI\G ENMN P\DG M V A LLD YP* D 

WVVTPYMIFF*GWV*KWEKC 


26029 


56397 


A 


26170 


1 


1640 




26030 


56398 


A 


26171 


1 


1527 





3504 

BNSDOCID: <WO_0175067A3_IA> 



wo 01/075067 
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SEQ ID 
NO: 


SEO ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26031 


56399 


A 


26172 


61 


2560 


PGFCHPRKAYSSYGQRSKGSQK 

MKASSGRCGLVRWLQVLLPFL 

LSLFPGALPVQIRYSIPEELAKN 

SVVGNLAKDLGLSVRDLPARK 

LRVSAEKEYFTVNPESGDLLVS 

DRIDREQICGKQPLCVLDFDTV 

AENPLNIFYIAVIVQDINDNTPL 

FKQTKINLKIGESTKPGTTFPLD 

PALDSDVGPNSLQRYHLNDNE 

YFDLAEKQTPDGRKYPELILKH 

SLDREEHSLHQLVLTAVDGGDP 

PQSGTTQIRIKVTDA>JDNPPVFS 

QDVYRVTLREDVPPGFFVLQVT 

ATDRDEGINAEITYSFHNVDEQ 

VKHFFNLNEKTGEITTKDDLDFX 

EIASSYTLSIEAKDPGDLAAHCS 

IQVEILDDNDCAPEVIVTSVSTP 

LPEDSPPGTVIALIKTRDRDSGE 

NGE V YCQVLGN AKFI LKSSSKN 

YYKLVTDGALDREEIPEYNLTI 

TATDGGKPPLSSSIIVTLHISDV 

NDNAPVFQQTSYMVHVAENNP 

PGASIAQISASDPDLGPSGQVSY 

SIVASDLKPREILSYVSVSAQSG 

VVFAQRAFDHEQLRAFELTLQ 

ARDQGSPALSANVSLRVLVGD 

LNDNAPRVLYPALGPDGSALFD 

MVPRAAEPGYLVTKVVAVDA 

DSGHNAWLSYHVLQASEPGLF 

SLGLRTGEVRTARALGDRDAA 

RQRLLVAVRDGGQPPLSATATL 

HLIFADSLQEVLPDLSDRREPSD 


26032 


56400 


A 


26179 


47 


325 


.*V 1 iViiNJ_>iJ> V 1 Li/A LjV-' V_/ I 

NAVVCOALGSEITGFI I AGKPV 
FKXFOL AOFKAP VF A V A W M P A 

AEKCDR 


26033 


56401 


A 


26180 


1 


3747 




26034 


56402 


A 


26181 


2776 


2874 




26035 


56403 


A 


26182 


89 


369 




26036 


56404 


A 


26183 


382 


555 




26037 


56405 


A 


26184 


2 


67 




26038 


56406 


B 


26185 


1 


444 




26039 


56407 


A 


26186 


1129 


1275 




26040 


56408 


A 


26187 


61 


313 


WIPHQGYRWSCLPVPRCALAFL 
SPWVVDGTGHRGAGGGAGWG 
G FG RTG A HG\G VG G SGM AGCR 
SRAHSGGVGMTMTWQIIPEVP 



3505 

BNSDOCID: •cWO 0176CI67A3JA> 



wo (M/(>75(>67 PCT/USOl/08631 



SKQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hoJ 


SKQ II) NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=^possible nucleotide 
deletion, V'^possible nucleotide insertion) 


26041 


56409 


A 


26188 


61 


433 


WIPHRGCRWSCLPVPRGALAFL 

SPRVVSGTGRRGAEGGARRGG 

SGRTGAHGVGGRLRHGGLQVP 

SLAPREGSCTCGGXGSGAREEQ 
NLGFPREPRSGGGARGSDGICG 
MRVMFRKWILFCPSSR 


26042 


56410 


A 


26189 


297 


599 




26043 


5641 1 


A 


26190 


370 


585 




26044 


56412 


A 


26191 


222 


799 




26045 


56413 


A 


26192 


346 


634 




26046 


56414 


B 


26193 


206 


955 




26047 


56415 


A 


26194 


281 


549 




26048 


56416 


A 


26195 


1981 


2337 




26049 


56417 


A 


26196 


267 


770 


TRVDM1HYGLRKGPGETPS*SL 

RSFRAGQTGASRARGLTLLSSH 

SSALRKGSPKHFCTLCWQTFLA 

WCVWKVAFSPSRCQTQFDLGK 

STQWTLEILTDPKSHLFSRKQQ 

PQARAPAVFPAPLKGCHVGAR 

GSHCQGFQGCFRPSVAPLILGT 

DGFSLLEKLWTFKTC 


26050 


56418 


A 


26197 


165 


374 


RVTVQWL*YLRPRMP*N*PRPR 
SG KPFIDSTHSSH R* RQRN A VSL 
FSPVMS ALRRCS V H RRLPDGG V 
VA 


26051 


56419 


A 


26198 


357 


981 


HWRGDVLRRSHRRTALQSRYF 

CGIYRSP/YKAR/MQIQFFDPQQ 

MEAAQKRLTEESDILNALENHQ 

FAIWLQPQVEMTSGKLRGISKQ 

LVGFTNRQNGATKLLVQYFTH 

RQIDCAGTADQPNPAGKVDDC 

GVTGNVTDRQQGKQHGQAKE 

NELQNACAFQRAEEHKQRKYA 

PQTQVDTKELCIWRIGQTQFRH 

QQNRNQRHAERTNHFGVR 


26052 


56420 


A 


26199 


1 


2601 





3506 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



Sli:QID 
NO: 


SEQ II>NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, X'^possible nucleotide insertion) 


26053 


56421 


A 


26200 


1 


1236 


MGPGDLPRGLATFWTELGLLS 

WARELARMPAVEMPPRSCPGR 

SRLSCSIGVAMFYGDLTAEQLY 

SRAISAAFTARHKGKNQIQFFD 

PQQMEAAQKRLTEESDILNALE 

NHQFAIWLQPQVEMTSGKLPG 

KSAAIMLPLSVNLSALQLMHPN 

MVADMLELLTRYRIQPGTLILE 

VTESRRIDDPHAAVAILRPLRN 

AGVRVALDDFGMGYAGLRQL 

QHMKSLVRLTKSEVSSETDQDE 

LPLAKVSEVDEAKRQWLQGMR 

HPVDTVTEPEPAEILAEFIRQHS 

AAGQLVARAVFLSPPYLVAEEE 

LSVLLESIKONGDYADIACLTG 

SKDDYYYSTOAMSENYAAMSL 

QVVEQDIFSPMAHAVRFECQTY 

PRPYKVAMLMQAPYYFQEAQl 

EAAIAAMDVAPEYADIRQGIVG 


26054 


56422 


A 


26201 


1 


1161 




26055 


56423 


A 


26202 


1 


1038 




26056 


56424 


A 


26203 


1 


1472 


MVRLCIRLPIRVYAKVVDKNAL 

SLWMRERSDLWVQPKVDGVA 

VTLVYRDGKLNKAISRGNGLK 

GEDWTQKVSLISAVPQTVSGPL 

ANSTLQGEIFLQREGHIQQQMG 

G IN ARAKV AGLM M RQDDSDTL 

NSLGVFVWAWPDGPQLMSDRL 

KELATAGFTLTQTYTRAVKNA 

DEVARVRNEWWKAELPFVTD 

GVVVRAAKEPRIPPLATGPGRV 

AGGLEISTCSSGCRSEGNEPGKI 

SVVASLAPVMLDDKKVQRVNI 

GSVRRWQEWDIAPGDQILVSL 

AGQGIPRIDDVCPSDPAILSDIVP 

SW/VTTQW/LKKRAVSSRMMK 

NQ/VKKGSETGYFDKDEARFQK 

EGFRVVPPAALRQGAFIARNTE 

LRPSYVNIGAYVDEGTMVDTW 

AT VG SC AQIGKN V HLS AG VG I G 

GVLEPLQANPTIIEDNCFIGARS 

EVVEGVIVEEGSVISMGVYIGQ 

STRIYDRETGEIHYGRVP/AGKV 

DAKTRGKVGINELLRTID 


26057 


56425 


A 


26204 


240 


455 


RLHPPYYRGWIFEEVPVISMGV 
YNGQSTRIYDR/ETGEIHYGRVP 
AGSVVVSVKVDAKTRGKVGINE 
LLRTID 



3507 

BNSDOCI D: < WO 0 1 75067A3_I A> 



wo (n/075067 
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SKO ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino nctd sequence ( \=Unknovvn, 
*=Stop codon» /=possible nucleotide 
delelionf \=possiblc nucleotide insertion^ 


26058 


56426 


A 


26205 


197 


1043 


YEKSLTMQQLQNIIETAFIZRRA 

EITPANADTVTREAVNQVIALL 

DSGALRVAEKIDGQWVTHO^va, 

KKAVLLSFRTNDNQVIEGALSK 

YFDKVPMKFADYDEARFQKEG 

FRV\VPPAA\VROGA\FlARNTVL 

IV1PSYV>J1G\AYVDEGTMVD'I W 

ATAVGSCAQIGKNVHLSGGVGI 

GGVLEPLQANPniEDNCFIGAR 

SEVVEGVIVEEGSVISMGVYIG 

QSTRIYDRETGEIHYGRVPAGS 

V VVSGNLPSKDGKYSL YC A V 1 V 

KKVDAKTRGKVGINELI.RTin 


26059 


56427 


A 


26206 


I 


406 


MGKKNWNTLGEGVCSCKMFI, 

PDANTLAKNSACSAASAVQAA 

DRPDSQEAEALEHMAHSRCAL 

RCQTLVIVHVSLMRVSWYMSVI 

IVVPLTEPLLESLVRCRLRSRRD 

DVPVAPAVSATPRREPVSVLRIA 

ERTNA 


26060 


56428 


A 


26207 


1 


2574 


MWAFRGKRPVTLKILHVPITNl. 

RKN ITSTRGLTKESSQG K L V R A 

QEEYTPAREIAKMG\GNPCRPG 

GI VFAGER* DVTSPY V * TSTRG I , 

TKESSQGKLVRAQEEYTPAREI 

AKMGWQSLPARRYCLCWRKIR 

RYITLRLNIAYAGGYKAPVEDI 

ALWMETDGACDHVDFTWNIPS 

KCQGPMDIVSRPVFWHAHGIV 

LFAGARNLNPTLTRIPPYLWLL 

TLRTGYAAAGMQALALDSRGS 

PDAVVLSTQHSEEIDQ 


26061 


56429 


A 


26208 


1 


3771 




26062 


56430 


A 


26209 


239 


451 


LPPTAWMSTTNLTSAMLSVRG 

NVPMTLPARRRVNLPSSLICTCF 

FnCPA*RISMPKPVW*KARllSGN 

STS 


26063 


56431 


A 


26210 


1 


2079 




26064 


56432 


A 


26211 


1573 


2562 




26065 


56433 


A 


26212 


275 


643 


SSRTALFTGSAVPGCAPPSGRSI. 

FPQCLQSKLARSFPIRCSRSGAA 

ILFRRLSFSPGTELILEDR/IVKRF 

MRENSRGPQVPAGLPMTEEQL 

KKLGGRQLRA LG K LM PG E C E\S 

VLRIAERTNA 



3508 

BNSDCXID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 

NO: 


SKQ ll> NO: 
uf peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=»possible nucleotide 
deletion, \»possible nucleotide insertion) 


26066 


56434 


A 


26213 


1 


899 


MGRTTRRDAAQAPGTRRSGDS 

RGYPYVTRPEGTDADDPQKDK 

AALGSHRVAGQPELFSIDELTR 

RDPHSASGAWTARYTVSTIAAF 

ALVIANRLYTIEEEATTPSGCGP 

ASSSTSSRGVDMCLRNLCMHG 

YDATIPLTLIAADSMDEYNKPD 

LSHVISQGQRADDLTRQTAGEF 

AEQFNLHLFPQTWVTDIDAEAR 

VVKSQNNQWQYDKLVLATGA 

SAFVPPVPGRELMLTLNSQQEY 

RACETQLRDARRVLIVGGGLIG 

SELAMDFCRAGKAVTLIDNAA 

SILASLMPPEVSSRLQHRLTEM 

GVHLLLKSQLQGLEKTDSGIQA 

TLDRQRNIEVDAVIAATGLRPE 

TALARRAGLTrNRGVCVDSYLQ 

TSNTD1YALGDCAEIMGQRD*SS 

ARRVVPGRFPGAVRWRQLPHP 

LRYCAGGPALPECQNPFFPAPV 

TEISTADERPSPSTDAASGCLLP 

VALTTPEYWQRCRLA 


26067 


56435 


A 


26214 


1 


1264 


MDYMVPVGMDWLCRETAGM 

RVSIKKGSVVFPLNPELVMKVV 

RQRSTIVTPSGFKAGAFNFERFK 

EASNQTLGSTFLYSLSCPKPNL 

GSQPLDFDTKKSYTLKVEAAN 

VHIDPRFSGRGPFKDTATVKIV 

VEDADEPPVFSSPTYLLEVHEN 

AALNSVIGQVTARDPDITSSPIR 

LYRJPGDDAKCVQFNREGVKA 

LKAKPVEKAAPAPAAAAPKAA 

PTPAKPMGEQLALYRMAGSNA 

DRfQGRMDPTRGQSAAEWLQT 

AEEADIAWVLKTYGEERFAKRI 

ARAIVERNREQPMTRTKELAEV 

VAAATPVKDKFKHPATRTFQA 

VRIWVNSELEKIEQALKSSLNV 

LAPGGRLSIISFHSLEDRJVKRF 

MRENSRGPQVPAGLPMTEEQL 

KKLGGRQLRALGKLMPGEEEXS 

VLRIAERTNA 


26068 


56436 


B 


26215 


64 


663 




26069 


56437 


A 


26216 


27 


791 




26070 


56438 


B 


26217 


1 


1638 




26071 


56439 


A 


26218 


1 


375 


STKKQRGEIHHPDGHGIAQDRH 

LPRTSVDQRPLRQTNHPAGL*Q 

ANG*GVFKRCRAHSATT**KDD 

E*NESAENAA*GGKVEGTDVT 

GDLLHENPAITPDKCEHNQATD 

CQWVALSCGRHERSSV 



3509 



BNSDOCID: <WO 01 75067 A3 IA> 



wo 01/075067 



PCX/ U SO 1/0863 1 



SEQ ID 
NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seQuence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X==l}nkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \==posstblc nucleotide insertion) 


26072 


56440 


A 


26219 


213 


407 


TTCCCTNLSIPLANKYRSLSPQS 
DWRLSMPR*NRYVQKAPARAN 

KTSPMKAPPANIALGVNVAR 


26073 


56441 


A 


26220 


1 


1 179 




26074 


56442 


A 


26221 


176 


569 


WPMRHTFSEAHAAQRAGGKNP 

GHDTADYATNAVHTEDIAGIIH 

PQQAFEHGNAPQARQTSYHAD 

NQRAANPN V A AG WRH ADQTG 

NRARTRPQQ*RL ITQRPFTEDP 

AKNCRRRCDHSIHKCQCRDFIR 

RAR 


26075 


56443 


A 


26222 


1442 


2309 




26076 


56444 


A 


26223 


155 


2929 


HLHWFVFSGWFTVTRLAFGEG 

NNFFGNINWLMLKNIELTAVM 

GSIYQYIHVAFQGSFACITVGLI 

VGALAERIRFSAVLIFVVVWLT 

LSYIPIAHMVWGGGLLASHGAL 

DFAGGTVVHINAAIAGLVGAY 

LIGKRVGFGKEAFKPHNLPMVF 

TGTAILYIGWFGFNAGSAGTAN 

EIAALAFVNTVVATAAAILGWI 

FGEWALRGKPSLLGACSGAIAG 

LVGVTPACGYIGVGGALIIGVV 

AGLAGLWGVTMLNAC 


26077 


56445 


A 


26224 


2 


1064 




26078 


56446 


A 


26225 


1849 


2515 


MEGHLWIRIDLSQSAVSHSVKE 

LENHTGVRLLDRTTREVVLTD 

AGQQLALRLERLLDELNSTLRD 

TGRMGQQLSGKVRVAASQTIS 

AHLIPQCIAESHRRYPDIQFVLH 

DRPQQWVMESIRQGDVDFGIVI 

DPGPVGDLQCEAILSEPFFLLCH 

RDSALAVEDYVP\ALPLPEGSPL 

VVKRITPVVERQLMLVRRKNR 

SLSTAAEALWDVVRDQGNAL 

MAAA 



3510 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/US01/0S63I 



SF-O ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nticleotitle 
locHlion of firsi 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino aeid 
of peptide sequence 


Amino acid sequence ( \=Unkn<)\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide inNeriitm) 


26079 


56447 


A 


26226 


102 


1655 


RKQMNYSLKQLKVFVTVAQtK 
SFSRAGERIGLSQSAVVSHSVKE 
LENHTGVRLLDRTTRAVVL I D 
AGQPLALRLERLLDELNSTLRD 
TGRMGQQLSGKWRVAASQTIS 
AHLIPQCIAESHRRYPDIOl VLH 
DRPQQWVMESIRQGDVDI-GIVI 
DPGPVGDLQCEAILSEPm .LCH 
RDS AL A VEDY VPWQ A LQG A k L 
VLQDYASGSRPLIDAALARNGI 
QANIVQEIGHPATLFPMVAAGI 
GISILPALALPLPEGSPLVVKRIT 
PVVERQLMLINVIQ I LRl Al IFR 
LSRRQHFAK VTPLLH RUG D Y F 
VFIGFDYGTANCSVAVMKOGK 
PHLLKMENDSTLLPSMLCAP IK 
EACGRVDVIEVSKSKVRKNTY 
AMRYVAGQPAERJLPPGSFASI 
GQ ALPPG EPLSTEERI R I L V WN I 
YKOORAFWI SVI KNYPikfiAII 
1 VI 1 OFAOTTPFI VOFA TANIYI 
AADHVPAFVLPQHTSGVM TLS 
AAHPVYCCPLRERKPILRLAKS 
ALVTVYPIFPYLSNS 


26080 


56448 


A 


26227 


159 


290 




26081 


56449 


A 


26228 


562 


774 


VLRM1T*SKSQFAQDMCRNVLL 
INNFGRIQHDPA I FH FQR N i: A V P 
L WTVSAQE VKKDFTSG LR HGS 
VRGDL 


26082 


56450 


A 


26229 


50 


409 


GYASQALILASIPAASRPSSARIS 
S*VPCGIKFCSGRPMFSTm Cil R 
WAISTSFTPLPAPPlMAFSSrVTS 
ASWLA AISRIN A SSSG FTK k 1 ST 
SVAFSDSATFAASSTNSRNAPPP 
VEM 


26083 


56451 


A 


26230 


405 


626 




26084 


56452 


A 


26231 


1 


1528 




26085 


56453 


B 


26232 


1 


1755 





3511 

BNSDOCID: <V/0 0175067A3_IA> 



wo (H/075(K.7 



PCT/IJ SO 1/08631 



NO: 


St:0 ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in LiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location uf last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26086 


56454 


A 


26233 


152 


2099 


GNRLLVVSFIAFSKNSTHFKGIP 

AMRIILLGAPGAGKGTQAQFIM 

EKYGIPQISTGDMLRAAVKSGS 

ELGKQAKDIMDAGKLWTDELV 

lALVKERIAQEDCRNGFLLDGF 

PRTIPQADAMKEAGINGHYVLE 

FDVPDELI VDRI VGRRVHAPSG 

RVYHVKFNPPKVEGKDDVTGE 

ELTTRKDDQEETVRKRLVEYH 

QMTAPLIGYYSKEAEAGNTKY 

AKVDGTKPQIYRGSLYVSDQIG 

HTIVNPDGVVCDCGRYGCLET 

VASLSALKKQARVWLKSQPVS 

TQLDPEKLTTAQLIAAWQSGEP 

WITSWVDRSANAIGLSLYNFLN 

ILNINQIWLYGRSCAFGENWLN 

TIIRQTGFNPFDRDEGPSVKATQ 

IGFGQLSRAQQGVDLGNMIITS 

GQIPVNPKTGEVPADVAAQAR 

QSLDNVKAIVEAAGLKVGDIV 

KTTVFVKDLNDFAPVNATYEA 

FFTEHNATFPARSCVEVARLPK 

DVKfEfEAIAMLYTGYHYNDAP 

SAVRYPRGNASGVELTPLEKLP 

IGKGIVKRRGEKLAILNFGTLM 

PEAAKVAESLTvJATLVDMRFVK 

PLDEALILEMAASHEALVTVEE 

NAIMGGAGSGVNEVLMAHRKP 

VPVLNIGLPDFFIPQGTQEEMRA 

ELGLDAAGMEAKIKAWLA 


26087 


56455 


A 


26234 


935 


1020 




26088 


56456 


A 


26235 


145 


373 





3512 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SKO ll> NO: 
uf peptide 
sequence 


Met 
hod 


SEO ll>NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucieottdc location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno>vn, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26089 


56457 


A 


26236 


530 


1865 


RGNKRLDLMFKQSHASMYIKQ 

PEQLDYQLNLICEVITAVFISMV 

VLN ISPTLY/PDICPSPKDKY VAY 

A FN I PD Y E L A A DVYN IN VTSPSG 

QQETFKILINLEHLRQTLERKSL 

TAVQKSQCEIITPKKPGEAILHA 

FNATYQQIRENMSEFARCHYG 

YIQIPPVTTFRADGPETPEEEKG 

YWFHAYQPEDLCTIHNPMGDL 

QDFIALVKDAKKFGMDIIPDYTF 

NFMGIGGSGKNDLDYPSADIRA 

KISKDIEDPVTKERKQIHPEDIH 

LTAKDFEASKDNISKDEWENLH 

ALKE KRLNG M PKTTPKSDQ V I 

MLQNQYVREMRKYGVRGLRY 

DAAKHSKHEOIERSITPPLKNY 

NERVHNTNLFNPKYHKKAVM 

NYMEYLVTCQLDEQQMSSLLY 

ERDDLSAIDFSLLMKTIKAFSFG 

GDLQTLASKPGSTISSIPSERRILI 


26090 


56458 


A 


26237 


14 


2031 


LIVLS*QHG/DLRQNRSGAEHFG 

LQRLMLHASQLSLTHPFTGEPL 

TIHAGLDDTWMQALSQFGWRG 

LLPENERVEFSAPSGQDGDPTL 

GLIKEVACELSGMMRRSQPWE 

EAEESIPDRGESLLEVSGTPNAG 

WGAEGLAEREALLLCCCCGPM 

GPDPLGLGSPGSVRGRSRLIHH 

AISGEALWEVTSEGLDMAAAR 

QFAIEKGAPALRAMTFIERAAM 

LKAVAKHLLSEKERFYALSAQT 

GATRADSWVDIEGGIGTLFTYA 

SLGSRELPDDTLWPEDELIPLSK 

EGGFAARHLLTSKSGVAVHINA 

FNFPCWGMLEKLAPTWSGRNA 

SHHQTSYRDGPLTQAMEFEDK 

AQQRDVETARHFTFFRJIANED 

KKTGFPRFQTIVITASHKTIDRT 

RYTYGAWRCYRPLLTVEEYRA 

TGSLITQPKFPPHKSSEVHRVPR 

NQG RF V A VNSTLPTEPAT V A P V 

RNGNASRDTAKTQTAERPSTTR 

PARQQAVIEPKKPQATVKTEPK 

PVAQTPKRTEPAAPVASTKAPA 

ATSTPAPKETATTAPVQTASPA 

QTTATPAAGAKTAGNVGSLKS 

APSSHYTLQLSSSSNYDNLNGW 

AKKENLKNYVVYETTRNGQP 

WYVLVSGVYASKEEAKKAVST 

LPADVQAKNPWAKJPLRQRHRD 

LRGDERRDDRRSEYFNRQVIS 



3513 

BNSDOCID: <WO_0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQlD 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
•n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26091 


56459 


A 


26238 


732 


1025 


HEAKRTGRSYWFTAV*WLRG 

WRJIMVARQNAKNCWHGTFFR 

VARVSLPISAHASSTHLSGSAH 

YVPPSAYRNSRRYSRGLCRCRV 

SSCDAATGVVVPQ 


26092 


56460 


A 


26239 


1905 


3087 


RVCSCDAGTLHWLQNLRCGLP 

VWCDGSGGTSGDPQQRRGSEC 

TG *QSRSQ* MRP VQPS*RRPG V 

YGGLPDSVWLfCVDRNKLEQLT 

PEKRRQAKLRAMKPDEFAQIQ 

QAVITQMLQHPQTLGEEASKLS 

KDFDRGNMRFDSRDKIVAQIKL 

VTPQKLADFFHQAVVEPQGMA 

ILSQISGSQNGKAEYVHPEGWK 

VWENVSALQQTMPLMSEKNEQ 

NLYDCGALFAPVTWTSGSAAF 

PRPLTVEELLVVTFTEAATAEL 

RGRIRSNIHELRIACLRETTDNP 

LYERLLEEIDDKAQAAQWLLL 

AERQMDEAAVFTIHSFCQRML 

N LNTNECCFQRTTKTIHRDSFK 

STPRAAKSCSGLLPALAPSQISS 

NTPIQPLSRFKFSGVTSPTSAAS 


26093 


56461 


A 


26240 


1 


2235 




26094 


56462 


A 


26241 


166 


416 


CHVVGPFRVRRNLISAQHVPLTL 
NSNRHTTTRAARRLLRYFGTPR 
YRHSIDIHMQLDMTTSRSLSSL 
RDQLHCRWLLPAERQAI 



3514 

BNSOOCID: <WO_017S067A3_IA> 



w o 01/075067 



PCT/USO 1/0863 1 



SEQ ID 
NO: 


SEQ in NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Hrst 
codun for peptide 
sequence 


Nucleotide locHtion of last 
codon for liist amino acid 
of peptide sequence 


Anrtino acid sequence ( X=Unknown, 
*=Stop codon« /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


26095 


56463 


A 


26242 


1 


2084 


MLFPLATSGAMEPFPFLAGTAG 

ALVGGLQNIGSGVLASLSAMLP 

QTGOPGVVDDLNGIVDRAVLA 

AAGDADVASGAARLSARHRSI 

VISSMGERCCFIRSRITRICGHWI 

CPQGNEIPVVAVASHDTASAVI 

ASPLNGSRAAYLSSGTWSLMG 

FESQTPFFNDTALAANITNEGG 

AEGRYRVLKNIMGLWLLQRVL 

QEQQlNDLPALfSATQALPACRJ 

IINPNDDRJFINPETMCSEIQAAC 

RETAQPIPESDAELA RCI FDSL A 

LLYADVLHELAQLRGEDFSQL 

HlVGGGCQNTLLNQLCADACGl 

RVIAGPVEASTLGNIGIQLMTLD 

ELNNVDDFRQVVSTTANLTTFT 

PNPDNSLYTTDKGALRMTTQL 

EQAWELAKQRFAAVGIDVEEA 

LRQLDRLPVSMHCWQGDDVSG 

FENPEGSLTGGIQATGNYPGKR 

VMPVSYVPIWNSTLSLSGSNWF 

NRKALGSPARYDVLPKWWRN 

VVKPTRTRLYIGIAFYKVGEPS 

KIEPDWMIMGGVPELKKQLDL 

NDAVPEISGTILFREDYRNKPQT 

QQAADPPIRAKAAEIAVAHAH 

YLSIEFYRIVRIDPHAEEFLSNEQ 

VERQLKSAMERWIINVLSAQIR 

PQPAVTAHYRGLATVEMPVATG 

RYPTTRYXGLVELEPKTGRKHQ 

LRRHLAHLRHPIIGDSKHGDLR 

QNRSGAEHFGLQRMER 


26096 


56464 


A 


26243 


1 


2871 




26097 


56465 


A 


26244 


690 


824 




26098 


56466 


A 


26245 


950 


1484 





3515 

BNSDOCID; <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^linknown, 
*-Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


26099 


56467 


A 


26246 


1 


2625 


MVAFYRHAGRMWPGIALSCSL 

GNIAASILLFSTSSLNMTWrrrNI 

VEAVVGAVLLRKLLPWYMPLQ 

NLADWLRLALGSANSAGVNIS 

TATVCRQCEDAPCANVCPNGAI 

SRDKGFVHVMQERCIGCKTCV 

VACPYGAMEVVVRPVIRNSGA 

G LN VRADKA E AN KCDLCNHRE 

DGPACMAACPTHALICVDRNK 

LEQLSAEKRRRIPGNIRRIRSGR 

YRRPVTAGCDAVVSGRAGYAl 

HDGGNNSM AKNTSCG VQLRI R 

GKVQGVGFRPFVWQLAQQLSH 

GSRMRDGTCNLKYDEYSRSGS 

MQYNPLGKTDLRVSRLCLGCM 

TFGEPDRGNHAWTLPEESSRPII 

KRALEGGFNFFDTANSYSDGSS 

EEIVGRALRDFARREDVVVATK 

VFHRVGDLPEGLSRAQILRSIDD 

SLRRLGMDYVDILQIHRWDYN 

TPIEETLEALNDVVKAGKARYI 

GASSMHASQFAQALELQKQHG 

WAQFVKSDENDAPDRQSGSTG 

SQCKNCGADTEPQVAAGPGLS 

ELNPVHCPHLHYRAHFRADRH 

SVACSLLDTPVTGHQVAPTYRQ 

QVPRAGQVHDPSKHTRMPCEN 

IDPVRTIIRRISDPPVPASATLGA 

SKASRIRPRRSHSIPEITAKSRKP 

GGQPKWQVICWLDRDEKVVV 

MQTVRDQIGQHVFTAHRLDRP 

TSGVLLMGLSSEAGRLLAQQFE 


26100 


56468 


A 


26247 


I 


1833 




26101 


56469 


A 


26248 


1 


517 


MRNKLSFDLQLSARKAAIAERI 

AAHKIARSKVSVFLMAMSAGV 

FM A 1 GFTF YLS VI A DA PSSQALT 

HLVGGLCFTLGFILLAVCGTSLF 

TSSVMTVMAKSRGVISWRTWL 

INALLVACGNLAGIACFSLLIWF 

SGLVMSENAMWGVAVWTAPR 

AKCIIHLLNLSASALCAl 


26102 


56470 


A 


26249 


3117 


3527 


EAVHRLARYRDAPRRS**SPLL 

CASVYP*LEQVPLQAQAVVPLR 

VLQAGKPVVPVAVLNAQAAAL 

ARPVAKLAAATAVQAAADRQ 

AAAPAALDAEHVAAVPALQAA 

AGPVDAAAQTHKAVGTGVAA 

TDEQPHAPER 
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wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26103 


56471 


A 


26250 


2 


563 


STTSSTTAFSATTAGTPSTGNTP 
SASPIWRRPNFWARKVYLLHW 
FCHRQPSKEVLFHLALYRNMPR 
CKAVVHLHSTWSTALSCLQGL 

i^ooiN V livrr i r i v v iviivivjvjin v r j_» 

VPYYRFGDKRIAQDLAERETHX 
NHAFLLANHGPVVCGESLQEA 
ANNMEELEETAKLIFILGDRPIR 
YLTAGEIAELRS 


26104 


56472 


A 


26251 


2 


1481 


PENQINKLKQAIPADYRSHQKC 

VNQPSSPTITPRLFAITVITDERG 

YATGSAGNLSL/LLPDGNLLAT 

PT/GSCLGN/LDPQRFSKVAADG 

EWL/SGDKPSK/EVLFHLALYR/ 

NNPRCKAVVHL/HSTWST/ALS 

CLQGLDSSNVIRPF/TPYVVMR 

MGNVPLDLAELAA/DNQAFLL 

ANHGPVVCGE/SLQEAANNME 

ELEETAK/LIFILGDRPIRYLTAG 

VCPLAKMLNGTGQYLSIKRCT 

NNRSVRGTCSAPRAGPKGYGL 

MMMIDVLSASYSAYRSGDRTL 

LYSYHRASACADSTTLTVLISY 

TFHLVNSYSTVPPLEGSGTQPA 

SPSFPTRVSDDHNRDFFFLLSPC 

GLLQNLAQCIRQVGIQLDFGCV 

1 1 S AQTETDGPL VCG RFEEGTPF 

R POTPR r^rr^Pi^j r ^ v ^nMTonvR 

Oi 1 r>\XJK^UriS Ivo T o\JlN I V^vJ V IV 

n AT9^Pn<sA !^FFOTV>J AR^sT-lVl 
\Jr\ 1 oor OL3/\ior Ov^ 1 V IN/AlxOil V L 

IvV 1 !_> 1 LiVjIj 1 Ivr 1VIL( I V 1 vJ o Ui IS. Wl 

"wir'n Pi^T i<rpi rvviht aaoppt 
APIQI hr^i HWPWPPVAM 


OA ins 


J OH / J 


A 
r\ 




1 


*+ 1 J 




26106 


56474 




26253 


3 


247 




26107 


56475 


A 


26254 


300 


665 




26108 


56476 


A 


26255 


1 


1854 




26109 


56477 


A 


26256 


1 


1611 




26110 


56478 


A 


26257 


942 


1040 





3517 

BNSCXXIO: <WO 017S067A3_IA> 



wo (M/075067 
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SEO ll> 

NO: 


SEQ ll> NO: 
<if peptide 
sequence 


Met 
hnd 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26111 


56479 


A 


26258 


1616 


3678 


PLAKTGRQREQLAGLAK/AHPS 

LTLHQDPVYVTRADAPVAGKV 

ALLSGGGTEHEPMHCGYIGQG 

MLSGACPGEIFTSPTPDKIFECA 

MQVDGGEGVLLIIKNYTGDILN 

FETATELLHDSGVKVTTVVIDD 

DVAVKDSLYTAGRRGVANTVL 

lEKLVGAAAERGDSLDACAELG 

RKLNNQGHSIGIALGACTVRSA 

GKPSFTLADNEMEFGVGIHAIL 

KGDIPEAEAILASIKPAGVVSRA 

DVVLPNQFQALRKSFIPERPVP 

VMVTRLFELPVQISLGVYSLER 

PANPQPIAYLVLQPRRKANNQN 

ASTSAIIRATIGEPISCSVPSRGC 

EGGISVAETVPAMTIAIGITISEG 

LDARYRHVNSEHDPSDRQAKF 

EWRYFGNLGKTVNDWRKNNK 

ADIKEDGNRRCRHTNQPHCRIE 

AVEYDDGRLCPLHGAHRGQSS 

DGELVKPTVKTQSLAVHYSIGK 

LRHRPNHGAVYYQRLRSGMGL 

MNAFDSQTEDSSPAfGRNLRSR 

L ARKKLSEM VEEELEQM 1 RRRE 

FGEGEQLPSERELK4AFFNVGRL 

RAGSVKTQRSGANKQRRTRCV 

SRPSADTIIGELSGMAKDFLSHP 

GGIAHFEQLRLFFESSLVRYAA 

EHATDSRDPRYRPKFYSISRSVP 

VSDNITLQQLLLSLNDQPARCK 

PSARCRLHGSHTSRYECNHRHG 


26112 


56480 


A 


26259 


185 


775 


IPEIFSGETHLKVSTLSKPTFSISS 

LIRCTTRFSSQLSLGIATMSHRK 

RVISALKSLSRLSANSLVFANQ 

VERS SLTN LGCTRCSG * SLF WQ 

RPALR*PFGLCPTVALTYLIVSP 

EW*KAVSVKCWRNRRLTLMTS 

PICTNSGTLTTAPVDRVAQVTF 

QSPECLQHMRLTIALRYFRVAL 

SRRLLVYASVCFTFSG 



BNSDOCID: <WO 01 75067 A3 IA> 



3518 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoU 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


261 13 


56481 


A 


26260 


301 


1313 


RLEHDGVCLHRANHRYPGCRL 

HLDYVEPQLQHDDALRAAVM 

MFKQYLQVTKPGIIFGNLiSVlG 

GILLASKGSIDYPLVIYTLVGVS 

LVVASGCVFNNYIDRDIDRKME 

RTKNRVLVKGLISPAVSLVYAT 

LLGIAGFMLLWFGANPLACWL 

GVMGFVVYVGVYSLYMKRHS 

VYGTLIGSLSGAAPPWIGYCAV 

TGEFDSNAAILLAIFSLWQMPH 

SYAIAIFRFKDYQAANIPVLPVV 

KGISVAKNHITLYIIAFAVATLM 

LSLGGYAGYKYLVVAAAVSV 

WWLGMALRGYKVADDRIWAA 

QSCSGFSII PIT ALS VMMS VDFM 

VPDSHTLLAAVW 


26114 


56482 


A 


26261 


3631 


4078 


CFLNFKTLLLVHLFRRVFLRIRL 

RHRKLHPVGLGGPVNKAAYAF 

CLGAMANGVYGPYAIFASVKM 

VSAFTVTASTMLAPR\WLLGLA 

GITEGAIPMAIEDPLRVIGSFVL 

GSMVTGAIVGAMNIINRTLRVE 

ASVTSAQIVQTIIRLRR 


26115 


56483 


A 


26262 


814 


2126 


CTGCRKQRLPVVQGFAAGLAA 

NMIGSGFLGAVVGGLIAGYLM 

RWVKNHLRLSSKJFNGFLTFYL 

YPVLGTLGAGSLMLFVVGEPV 

AWINNSLTAWLNGLSGSNALL 

LGAILGFMCSFDLGGPVNKAA 

YAFCLGAMANGVYGPYAIFAS 

VKMVSAFTVTASTMLXAPRLFK 

EFEIETGESTLLLGLADITEGAIP 

MAIEDPLRVIGSFVLGSMVTGA 

IVGAMNIGLSTPGAGIFSLFLLH 

DNGAGGVMAAIGWFGAALVG 

AAISEGKRIFRYRDLIIVNSNQL 

FLHDHRFPRWEGLESVFFLLAA 

FQQDVGIWPPLGAMLGLATAV 

VLGFLLYWGGIRLNLGAFFKW 

TSLFILFVAAGLAAGAIRAFHEA 

GLWNHFQEIAFDMSAVLSTHSL 

FGTLMEGIFGYQEAPSVSEVAV 

WFI YLIP A L V AFALPPRAG ATAS 


26116 


56484 


A 


26263 


1 


525 




26117 


56485 


A 


26264 


1 


700 




26118 


56486 


A 


26265 


1 


1428 




26119 


56487 


A 


26266 


254 


475 


RDQLVSELNQMLV*KSAFRMA 
ALITSRWPMVTHWFREVRRGN 
WRQFLPA LTLL VRLSLMLMGR 
QAILRSRRNY 



3519 



BNSDOCID: <WO_01750e7A3JA> 



wo 01/075067 



PCT/IJSO 1/0863 1 



SKQ ID 

NO: 


SCO in NO: 
oi peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleolidc inserlioiii 


26120 


56488 


A 


26267 


1 


1657 


mliqrrrlafdrakhkrai^ml 

aqrargeeeahhhsspegailv 

desevdldaisaqslrlvksilm 

liallsvivlwseihsafgi leni 

slwdvtstvqgveslephlga 

vliailvfiittqlvrnlpallkl 

ailqhldltpgtgyaittitkyl 

lmligglvgfsmigiewski^ow 

lvaalgvglgfglqeifani is 

gliilfekpirigdtvtirdl tgs 

vtkintrchthrrqqlllqoa 

atssadviylgeavcskrkatk 

vgdwlemakslagsgkqivls 

tlalvqasselgelkryvfnge 

FLlEASDLGV\rNMCAERKLPFV 
AGHALNCYNAVPVLKILLKQGM 
MRWCMPVELSRAWLVNLLNQ 
CDELGIRNQFEVEVLSYGHLPL 
AYSARCFTARSEDRPKDECL rC 
CIKYPNGRNVLSQENQOVFVLN 
GIOTMSGYVYNLGNFI ASMOG 
I VDVVRI SPOGTDTFAMI OAF 
R VN ENG A APLPLTANSDC N G Y 
WRRLAGLSLRQIKTCLIFI-LCQP 
RG R R P YRTRA M PPI LTM P A N S P 


26121 


56489 


A 


26268 


482 


605 




26122 


56490 


A 


26269 


1 


298 


MWPGMVTHAVRIPLHNDTV 1 1, 

SDNFQPFAGTDAMTlTRPl.nML 

RDGKCPQPDWISSEGACAGNA 

TDSPHPFELKAGKTI I LEDGROI 

NGADYLAAPVPGKALAIFGDT 

GPCDAALDLAKGVDVMVHEA 

TLDITMEAKANSRGHSSTRQAA 

TRESELFRYTVKHSLIFASVIGIl 

TLLQASTKIYTPGRKEQGEPMT 

PRRTPARF*IKSGQNMHAGRWK 

AD*RRRLLSCSSAR 



BNSOOCIO: <WO ^0175067A3_IA> 



3520 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tinknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-pussible nucleotide insertion) 


26123 


56491 


A 


26270 


1 


1707 


MTRDGLANKALAVARTLADSP 

EIRQGLQKKPQESGIQAIAEAVR 

KRNDLLFIVVTDMQSLRYSHPE 

AQRIGQPFKGDDILKALNGEEN 

VArNRGFLAQALRVFTPIYDEN 

HKQIGVINDSRWSIIWSVLFGM 

LVGLIGTCILVKVLKKILFGLEP 

YEI STLFEQRQ AM LQSI KEG V V 

AVDDRGEVTLINDAAQELLNY 

RKSQDDEKLSTLSHSWSQVVD 

VSEVLRDGTPRRDEEITIKDRLL 

LfNTVPVRSNGVllGAISTFRDKT 

EVRKLMQRLDGLV/NLC*RTS* 

TIPLRAHSPQSKSA1YHE1AP*NA 

PAFYRRKCHCADIFLPYF*TCR\ 

RDRAMSAYLRYIVQKADSSFL 

YDKYQNQSIAAHVMRALAAEQ 

SEVSPEQRRAICEAFESANNTH 

GLNLTAHKYPGLRGTLQTAST 

DCDTIVEAAALLPAFDQAVEGN 

RHQDDYGSGLGMAEEKFHYYL 

DLFRAVGDGHNSKEDATFGLG 

WRVNGNATMTPTFGTLASPQT 

YG HTG WTGTVT V I DP VN H MTI 

VMLSNKPHSPVADPQKN PNMF 

ESGQLPIATYGAWVDQVYAAL 


26124 


56492 


A 


26271 


257 


817 


TSSRCISLRTSVLSLKVEMAPMl 
TPLLRTGTVLISNSRSLIVISSSR 
RGVPSRNTSETSTTCDHEWLSV 
DSFSIVLRLTVIQQFLCGIVDQR 
DLAAIVHGNDAFFDRLQHGLA 

llkqrgdfvgfqaekdffqyl 
nqnaganosdqhak:*y/ltr*c 
ssdch*svgshgltqgrspprq 
fvydfhrrwg 


26125 


56493 


A 


26272 


1 


2700 





3521 

BNSDCX;iD: <WO_0175067A3_IA> 
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StQ ID 
NO: 


SEQ lO NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol' first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for l:ist amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*~Stop codon, /=possiblc nucleotide 
deletion, \=pussibie nucleotide insertion) 


26126 


56494 


A 


26273 


1 


1038 


MGCLDLGDGRAGSVARYFRRY 

RPPCDAALDLAKGVDVMVHEA 

TLDITM E A KAN S RG H SSTRQ VL 

KKILFGLEPYEISTLFEQRQAML 

QSIKJERSRRHRLPKEKKIMTPTl 

ELICGHRSIRHFTDEPISEAQRE 

AilNSARATSSSSFLOCSSIIRITD 

KALREELVTLTGGQKHVAQAA 

EFWVFCADFNRHLQICPDAQLG 

LAEQLLLGVVDTAMMAQNALI 

AAESLGLGGVYIGALRNNIEAV 

TKLLKLPQHVLPLFGLCLGWPA 

DNPDL1CPR\LPASILVHENSYQP 

LDKAALAQYDEQLAEYYLTRG 

SNNRRDTWSDHIRRTIIKESRPFI 

LDYLHKQGWATR 


26127 


56495 


A 


26274 


I 


1338 




26128 


56496 


A 


26275 


2 


375 


HSDPEASGPLTRLRAMEQRRVT 

DFFARRRTPGSVPSTDRR*T!VR 

MIPCTSSGRRTKAMVILRTSLV 

NPASNE/CATELFNALDVSIQNP 

RMIISP*IQHRTELSGSPLVAVG 

RMCSLTPRVIFEH 


26129 


56497 


A 


26276 


219 


767 


RFTQGKGPINNPAVIRPLDFPQN 

GSRPLANQMFTTSLKVGDYFGK 

RHKDVLRAIRNLKCSDDFTQRN 

FAPIDFIDKNGDVQPMYNITRD 

GCMMLVMGFTGKTAAAVKEC 

YIN AFN WMVAEQLN RRM AMGE 

ELQHRYAIKETRSKLKGTIGXTR 

LMNERKKEKRVLELEHEHIMQ 

VTQPELLIG 


26130 


56498 


A 


26277 


16 


104 


HICQSAPL*RGSSGLNGYGQYR 
PAGFLDG 


26131 


56499 


A 


26278 




399 




26132 


56500 


A 


26279 


1112 


1831 


TGIRNC A PLSLTWKSKTANRK V 

RCGHIRYPLADGAKTSDGKDY 

LVVATTRPETLLGDTGRSRLTR 

KIRVTKELIGKYVILPAGTAPGV 

RQGPVWMPGDEVKKVTCKNG 

VVNEIWTRNHADIPLRPRFAVL 

ASGSFFSVGLVAERNGIREPILG 

LDVLQTATRGEWYKGDFFAPQ 

PWQQFGVTTDET/LRPSQAGQT 

lENLFAIGSVLGGFDPlAQGCGG 

GVCAVSALHAAQQIAQRAGGQ 


26133 


56501 


A 


26280 


3 


790 




26134 


56502 


A 


26281 


334 


609 
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SEQ ll> 

NO: 


SKQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of l»$t 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno» n. 
*=Stop codon, /=possible nucleotide 
deletion, \-pos.siblc nucleotide insertion) 


26135 


56503 


A 


26282 


1 


1338 


MTRHYG AEATNALLPGKASK! 1 

QIVGCGVNALSDLDPRRPDKTR 

SVASGIGAALLLRLIKTLADDL 

QNLTDLSVFNGERYKDAOHVV 

IRAAGEKNQAFlAGARHDLGGt 

LG VG L V WI PASKVNG IMG PS P V 

WLTFRVSNIAGESAEGLLVTKP 

KNYDQVPANKPIVDAIKAKKQ 

DPSGAFVWTTYAALQSLQAGL 

IMQSDDPAEIAKYLKANSVDTV 

MGPLTWDEKGDLKGFEFGVFD 

WH ANGTATDAKRYC AN V KG V 

NPDTQEPSPSGVKVNDPKVDER 

LIRQEAGMVFQQFYLFPHi.TAL 

ENVMFGPLRVRGANKEEAEKL 

ARELLAKVGLAERAHHYPSELS 

LFDDPTSALDPELRHEVLKVMO 
DLAEEGMTMVIVTHEIGKAEKV 
RSRLIFIDKGRJAEDGNPQVLIK 
NPPSQRLQEFLQHVS 


26136 


56504 


A 


26283 


1170 


1575 


DPPVLVQRDANSTVRFPMASAS 
ADPAGDIPPIFVAQAAGADLVY 

VnVFPPKPk APVn \/AFV<;Plk'T 
V \j V Cfi I rviiv/Ac* V ii_ V r\n, lot i i 

VADLGCPLHVQKVSRYPPEI TQ 
VITPVQCYVTIDALGQYAAWT 
RANMTYRPGSN IIQN LG N Dl RL 
RTVQ 


26137 


56505 


A 


26284 


3 


1351 


RTAPETPNQRPATLDSG 1 LGG V 1 

APDNLTITFIGGHSLFDERFCLA 

HRCQKAAEDDAFPHDSLDAAS 

LLEYAREKLNGLDVEVYHWNL 

QNFAPEDLLYARFDSPALKXn 

EQLQQADGLIVATPVYKAAYS 

GALKTLLDLLPERALQGKVVLP 

LATGGTVAHLLAVDYALKPVL 

SALKAQEILHGVFADDSQVIDY 

HHRPQFTPNLQTRJLDTA I.HTFW 

QALHRRDVQVPDLLSLRAPKP 

KAEVILVAENSPIKTVADLKGH 

KA^AFQKGS/SSHNLLLRA/LRQ 

AGLKFTDIQPTYLTPADARAAF 

QQGNVDAWAIWDPYYSAALL 

QGGVRVLKDGTDLNQl GSFYL 

AARPYAEKNGAFIQGVLATFSC 

ADALTRSQREQSIALLAK'IMGL 

PAPVIASYLDHRPPTTIKPVNAE 

VAALQQQTADLFYENRLVPKK 

VDIRQRIWQPTQLEGKQL 



3523 



BNSDOCIO. <WO_O175067A3JA> 
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SEQ II> 

NO: 


SEO lt> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cudon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-linknown, 
*=$top codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26138 


56506 


A 


26285 


364 


1937 


KLSGRHCTAAMFRFLTFCLCEG 

MPMRNIIKLALAGLLSVSTFAD 

AAESSPEALRIGYQKGSIGMVL 

AKSHQLLEKRYPESKISWVEFP 

AGPQMLEALNVGSIDLGSTGDI 

PPIFAQAAGADLVYVGVEPPKP 

KAERILVAENSPIKTRTDLKGH 

KGAFQKGFSSHNLLLRALRQAV 

GLICFTDI\QPTYLEPRWRPRAA\ 

FQTRGT V D A\ W A I WDP Y Y S A A 

LLQGGVRVLKDGTDLNQTGSF 

YLAARPYAEKNGAFIQGVLATF 

SEADALTRSQREQSIALLAKTM 

GLPAPVIASYLDHRPPTTIKPVN 

AEVAALQOQTADLFYENRLHY 

SEYCRPMVSVGNWFLDGSHSV 

FSYDALDRLVQQGGFDGRTQR 

YHYDLTGKLTQKQWQYDGHG 

WLTDISHLSEGHRVAVHYGYD 

DKGRLTGECQTVENPETGELL 

WQHETKHAYNEQGLANRVTP 

DSLFPVEWLTYGSGYLAGMKL 

GGTPLVEYTRDRLHRETVRSFG 

SMAGSNAAYEMTSGTELIDLC 


26139 


56507 


A 


26286 


511 


1152 


SVRFNIVFHFMRLLRFCCVLDH 

LICFTSPVNTFLRYNAFTLCNGE 

FGMSHPALTQLRALRYCKEIPA 

LDPQLLDWLLLEDSMTKRFEQ 

QGKTVSVTMIREGFVEQNEIPE 

ELPLLPKESRYWLREILVLCADG 

EPRLAGXRTVVPVSTLSGPELAL 

QKLGKTPLGRYLFTSSTLTRDFI 

EIGRDAGLWGRRSRLRLSGKPL 

LLTELFLPASPLY 


26140 


56508 


B 


26287 


184 


415 




26141 


56509 


A 


26288 


15 


87 




26142 


56510 


A 


26289 


78 


157 


CKRYGKARDTG*QPRTQICCTC 
CELDE 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 

in tISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide .sequence 


Amino acid sequence ( X=linkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


26143 


5651 1 


A 


26290 


1 


1817 


MTSAISLGSRCSGRIPSDIIGSNL 

DITAFNWQPDLLTIWHRQLHLH 

LTRLDGGGHFYRQEVHLWRTD 

KSGDKRJU^QGDPKTTGITAKVI 

N V RSTKL VG LPH RITATR WKR 

KRSRMLHTNTGICLVFNNRDQK 

RCTRKVMFDKALKLLDEAERL 

GSTSARSTIYQQCKRQGVITPHS 

ADFATTVRLLAHLSQERLGKLQ 

DSIYISLTDHCQFAIKRFQQNVL 

LPNPLLWDIQRLYPKEFQLGEE 

ALTIIDKRLGVQLPKDEVGFIA 

MHLVSAQMSGNMEDVAGVTQ 

LMREMLQLIKFQFSLNYQEESL 

SYQRLWPHLKFLSWRILEHASI 

NDSDESLQQAVKQNYPQAWQ 

CAERIAIFIGLQYQQLGLTQPAV 

SKIINDIEDYFGVELVVRKNTG 

VTLTPAGQLLLSRSESITREMK 

NMVNEISGEKNPGEGSEKELET 

VYVQAVGAHWEGNQVWLILA 

GGALFAAWPRVYAAAFSGFYV 

AMILVLCSLFFRPLAFDYRGKIA 

DARWRKMWDAGLVIGSLVPPV 

VFG 1 A FGNLLLG V PF A FTPQLR 

VEYLGSFWQLLTPFPLLCGLLS 

LGMVILOGGVWLOLKTVGVIH 

LRSRVRIPCDLHIYAQMA 


26144 


56512 


A 


26291 


557 


808 




26145 


56513 


A 


26292 


8 


274 




26146 


56514 


A 


26293 


523 


1851 




26147 


56515 


A 


26294 


1 


589 





BNSDOCID: <WO 01 75067 A3JA> 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


{Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==lJn known, 
*=Stop codon, /===possible nucleotide 
deletion, \=possible nucleotide insertion) 


26148 


56516 


A 


26295 


1 


1848 


MDLSTPERGSPYPRLLPCGDPL 

GETiVAIDQEAKPSTEDLGNKK 

ETKYIKLKVIRWDNSDFNFLYS 

N YE RJ R A RTTK K EDS ATN V P VT 

FEKHGSHAVVYARRSATVLTD 

RNKEAPRVPQGGYMVSFVDIPE 

A LTQGET V AEA ME A A K D A L LT 

AFDFYFEDNELIPLPSPLNSHDH 

FIEVPLSVASKVLLLNAFLQSEI 

TQQELARRIGKPKQEITRLFNLH 

HATKIDAVQLAAKALGKELSLE 

CLMDILNLNKHISGQFNAELESI 

RTQVMTLGGMVDKQLSDAITA 

IHNQDSDLAKRVIEGHKNLNM 

MEVA1DEAR/C*AIIAKHQS\TAS 

D\LRLVMVI/SKTIAEMERIG\DV 

GRNKICRTALEKLSQQHQP*VV 

S\LE\SLDRHTIQMLHDVVKAFA 

RMDIDETAKCQIFVEYVLICPKV 

I WLLCF ANIFL Y V VRIG 1 DQ WST 

VYAFQELKLFKAVAIQGFTLFE 

AGALVGTLLWGWLSDLANGR 

RGLVACIALALUATLGVYQHA 

SNEYIYLASLFALGFLVFGPQLL 

IGVAAVGFVPKKAIGAADGIKG 

TFAYLIGDSFAKLGLGMIADGT 

PVFGLTGWAGTFAALDIAAIGC 

ICLMAIVAVMEERKSAARKKFS 


26149 


56517 


A 


26296 


395 


1428 


TSATATSTFALPRGGGYLVVSE 

WVVLRFTDIFLRIFPCDNGRTILI 

RFGIFRMLMIVAIETQQFPVTAI 

FRVIGMVVJNVVNASEETNRRL 

HHRSLRLIQECVMDSLNLNKHI 

SGQFNAELESIRTQVMTMGGM 

VEQQLSDAITAMHNQDSDLAK 

RVIEGDKNVNMMEVAIDEACV 

RIIAKRQPTASDLRLVMVISKTI 

AELERJGDVADKICRTALEKFS 

QQHQPLLVSLESLGRHTIQMLH 

DVLDAFPRMDIDEAVRIYREDK 

K VDH\E YE\G 1 V RQLMT YMMED 

SRTIPSVLTALFCARSIERIGDRC 

QNICEFIFYYVKGQDFRHVGGD 

ELDKLLAGKDSDK 


26150 


56518 


A 


26297 


667 


1002 




26151 


56519 


B 


26298 


1 


1716 
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SEQ li> 

NO: 


StQ ll> NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
Incalion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { \=Unkiio\vn, 
*=t>top codon^ /^possible nucleotide 
deletion, \-po$$ihle nucleotide insertion) 


26152 


56520 


A 


26299 


1001 


2193 


LMAATKPAFNPPGKKGDIIFSV 

LVKLAALIVLLMLGGIIVSLIISS 

WPSIQKFGLAFLWTKEWDAPN 

DIYGALVPIYGTLVTSFJALLIA 

VPVSFGIALFLTELAPGW1.KRP 

LGIAIELLAAIPSIVYGMWGLFIF 

APLFAVYFQEPVGNIMSNIPIVG 

ALFSGPAFGIGILAAGVILAIMII 

PYIAAVMRDVFEQTPVMMKES 

AYGIGCTTWEVIWRIVLPFTKN 

GVIGGIMLGLGRALGETMAVTF 

IIGNTYQLDSASLYMPGNSITSA 

LANEFAEAESGLHVAALMELG 

LILFWITFIVLAASKFMIMRRIA 

LTLSMATMAFGLFV/LIWILMST 

ITRGIDGMSLALFTEMTPPPNTE 

GGGLANALAGSGLLILWATVY 

CGPLSDDRGGIRPTl 


26153 


56521 


A 


26300 


1 


1645 


MPAFPYTADYFSGLTATTAALA 

ALHKVRETGKGESIDIAMYEV 

MLRMGQYFMMDYFNGGEMCP 

RMSKGKDPYYAGCGLYQCAD 

GLLSLDCVHRRLGAIDPILNECF 

KDIGLAHLLGTPEIPEGTQLIHRI 

ECPYGPLVEEKLDAWLATHTIA 

EVKERFAELNIACAKVLTVPEL 

ESNPQYVARESITQWQTMDGR 

TCKGPNIMPKFKNNPGQIWRG 

MPSHGMDTAAILKNIGYSENDl 

QELRPPNNKRTKMDRGAMDII 

GGQH LRQM WDDL ADV YG H KT 

ALICESSGGVVNRYSYLELNQEI 

NRTANLFYTLGIRKGDKVALHL 

DNCPEFIFCWFGLAKIGAIMHE 

AVIALASPDNMNAFELTP*SGK 

LITTFPHLPLAISA*ASPACSSEK 

RWVMALRGHSFQSVRSWAHFS 

IWNRLVTQEPIIRR 



BNSDCX^lD: <WO 0175067A3_IA> 



3527 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V^'possible nucleotide insertion) 


26154 


56522 


A 


26301 


2 


1021 


TPGNNVDSIFLAFFLNQFLTLGY 

IMGKTISIKVLFGIYLLLMAAKV 

FAFSCNVDGGIIMGAGTTSVYV 

NLDPVIQPGQNLGVDLAHHISC 

WNGDGG W Y DTDHMNL VQGS 

AFAGSLQSYIGSLYWNNVTYPF 

PLTTNTNVLDIGDKTPMPLPFK 

LYITPVGAAGGVVIKAGEVIARI 

DMYKIATLGSGNPSNFTWNfIT 

NKNAVMPTGGCTVDSRNVTVD 

LPDFPGSAEIPLGVYCSSEQKLS 

FYLSGATTDSSRQVFANTAPDA 

TKASGVGVTLMQRQLAGINDS 

HLLH YLDDE V WDN D YL ATPHF 

LLKSAILRSMNDALMTRVTGE 

ICNGQVRLEEIER 


26155 


56523 


A 


26302 


522 


714 




26156 


56524 


A 


26303 


1 


976 


STCSSRSHLHLIQASPILPNYVA 

TAVAARIIADVQGISDTCVIAQP 

SPPHPGALRTLVFTTDEPETPQP 

PGAAGFQLVQKKQVQLHNVLY 

VMTPHAFAQGTVTIYLPGEQQT 

LSVAPLKNVVQLVTQQHLRDR 

LWWPGAFLTDFAAKVKALKD/ 

YPNHVMAQRASGEAEADDDV 

AATIKSVRQQLLNLNITGRLPV 

ICLDPDFVRVDENSNPPLVGDYT 

LYTVQRPGTEQGSFKVKRARA 

RVRQTRAPLFGPKSPAPEHMES 

ELEFELIGPSKSTSGNPRGLRSE 

RPVLFCLYPEMPTAAARAILIAE 

EQSREVKIALVVLDRLQRE 


26157 


56525 


A 


26304 


1 


1701 




26158 


56526 


A 


26305 


1839 


2038 


ARSGCFVRQSCPRGRCSKNRR 
WRDPYDHYPARPAYCP*RAVC 
M * LSTLATPKK VSPCKPAPAAH 
RWR 


26159 


56527 


A 


26306 


1 


3270 




26160 


56528 


A 


26307 


1962 


2049 




26161 


56529 


A 


26308 


94 


942 




26162 


56530 


A 


26309 


1 


4104 




26163 


56531 


A 


26310 


879 


1367 


TASELGKSCSRDHTPCTASVRA 

LYYARJLRHAPANDPGEDGWAL 

AAKPPALPPRNSLNSQAIFRDKP 

NLPHRSPATYRQTERG*DTRSE 

FHA*TDA1PVATRARAGEFCRQ 

MFWGEDQADEQPA**ACCHRK 

*PVPK*DLAMLRAPPRMDSPPD 

ASRTSDLFTN 



3528 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOIl> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
Scop codon, /"^possible nucleotide 
deletion, \=pos$ible nucleotide insertion) 


26164 


56532 


A 


2631 I 


1203 


1911 


SRPAYHPAPREFQRQWRQDPAP 

GLAITPGQQLFITIKLWNDDHVK 

RPREALLDSLKKLQLDYIDLYL 

MHWPVPAIDHYVEAWKGMIEL 

QKEGLIKSIGVCNFQIHHLQRLI 

DETGVTPVINQIELHPLMQQRQ 

LHAWNATHKIOTESWSPLAOG 

GKGVFDOKVIRDLADKYGKTP 

AOIVIRWHLDSGLVVIPKSVTPS 

RIAENFDVWDFRLDKDELGEIA 

KLDOGKRLGPDPDOFGG 


26165 


56533 


A 


26312 


3 


793 




26166 


56534 


A 


26313 


181 


336 




26167 


56535 


B 


26314 


1 


374 




26168 


56536 


A 


26315 


591 


679 




26169 


56537 


A 


26316 


937 


1395 


YRLAAGSCGIRRRNRHCQRRPG 

RNSKRLIALISAIGMSIFLQNYV 

SLTEGSRDVAPSSVPI TPASl 1 1 

AGSPPH*TISRLSGPLLREIMLK 

QLYHCGKSLTNLPIREILRM*G* 

LTGEEIELARGDFHIRDIWHRA 

VTNTAHKTGITOAOHRH 


26170 


56538 


A 


26317 


627 


878 


VVEWFEPLICVNGWESKWPVL 
LSE**PETVGTNCDSSN*iPASLN 
TSYTGLMAFDAIMVAVPTS*TC 
K I RRRV AGTKCGNPRA 


26171 


56539 


A 


26318 


125 


3078 


lYTVEIQNLGFAFVTGENTTGIN 

SGTISLLQNGKDPAPSPIVLLAT 

NGGSATNAGTITGKVTEQHSVF 

NKYSTGTSNSFIFNNDVSSITGL 

VAQSNSTI INTDSGIIDL YGRGS 

VGMLAIADSTAENQGKITLDSM 

WVDANDTTAMRDIASNSAIDF 

GTG VG VGTDRYRGG RKN APA F 

NXOLGGVITIYNAGAGMAAYG 

ASNTVINQGTINLEKNGNYDDS 

LAANTLVGMAVYEHGTAINDQ 

TGVININVGTGQA 


26172 


56540 


A 


26319 


205 


419 




26173 


56541 


A 


26320 


1829 


2903 


AWKVSHCAARPSFSRRWRGEK 
CTAGRRSQQFSARSTLKPMPSP 
R*SSMHRR**MPSASCALRLPIP 
PAAAQSSHQSKKLRTSDNASPV 
AAARPVRPIRWT 
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SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26174 


56542 


A 


26321 


402 


1781 


QRTTGAERYVPHHQPCPPASSL 

SAGPRGXLHPAKVQEGVDIAIEN 

D V I V A IG D ALTQRYPDASFKEM 

HGRIVMPGIVCSHNHFYSGLSR 

G IM ANI APCPDFI STLKNL W WR 

LDRALDEESLYYSGLICSLEAIK 

SGCTSVIDHHASPAYIGGSLSTL 

RDAFLKVGLRAMTCFETTDRN 

NGIKELQEGVEENIRFARLIDEA 

KKATSEPYLVEAHIGAHAPFTV 

PDAGLEMLREAVKATGRGLHI 

HAAEDLYDVSYSHHWYGKDL 

LARLAQFDLIDSKTLVAHGLYL 

SKDDITLLNQRDAFLVHNARSN 

MNNHVGYNHHLSDIRNLALGT 

DGIGSDMFEEMKFAFFKHRDA 

GGPLWPDSFAKALTNGNELMS 

RNFGAKFGLLEAGYKADLTICD 

YNSPTPLLADNIAGHIAFGMGS 

GSVHSVMVNGVMVYEDRQFN 

FDCDSIYAQARKAAASMWRRM 


26175 


56543 


A 


26322 


284 


340 




26176 


56544 


A 


26323 


113 


646 


WTLVPNWNNTQPYLGLFF*FIR 

DFADFGTTIKQDFRLLGQTSVD 

RLLQLSQGQAVKGNQLLPVSL 

VKRKTTLAPNTQTASPRALADS 

LMQLARQVSRLESGQRSDSSLR 

EKKITKKHTKKRTASLILHAMI 

CCRSLNSSKTICNTKCLNSINQR 

LKILSLQKDLMCGTAGRCKTLT 

EQ 


26177 


56545 


A 


26324 




582 




26178 


56546 


A 


26325 


3 


947 


QTQEWSGSATFTSDGKIRLFYT 

D YSG KH YGKQSLTTAQ VN VSK 

SDDTLKINGVEDHKTIFDGDGK 

TYQNVQQFIDEGNYTSGDNHT 

LRDPHYVEDKGHKYLVFEANT 

GTENGYQGEESLFNKAYYGGG 

TNFFRKESQKLQQSAKKRDAEL 

ANGALGIIELNNDYTLKKVMFCP 

LITSNTVTDEIERANVFKMNGK 

WYLFTDSRGSKMTIDGGATQA 

FAKENNQKAYKETYGVSHITR 

HDMLQI PKQQQNEKYQVPQFD 

QSTIKNIESAKGLDVWDSWPLQ 

NADGTVAEYNGYHVVFALAGS 

PKDA/G*HINLHVLSK 



BNSDOCID: <WO 0175067A3JA> 



3530 



wo 01/075067 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pussible nucleotide insertion) 


26179 


56547 


A 


26326 


2 


223 


RIPIKNIESAKGLDVWDSWPLQ 

NADRTVAEYNGYHVVFALAGS 

PKDADDTSIYMFYQKVGDNSID 

SWKNAGRVFKDSDKFDANDPI 

LKDQTQEWSGSATFTSDGKIRL 

FYTDYSGKHYGKQSLTTAQVN 

VSKSDDTLKINGVEDHKTIFDG 

DGKTYQNVQQFIDEGNYTSGD 

NHTLRDPHYVEDKGHKYLVFE 

ANTGTENGYQGEESLFNKAYY 

GGGTNFFRGATQAFAKENNQK 

AYKETYGVSHITRHDMLOIPKO 

QQNEKYQVPQFDQSTIKNIESA 

KGLDVWDSWPLQNADGTVAE 

YNGYHVVFALAGSPKDA/G*H1 

NLHVLSKGRRQLNRQLEKRGP 


26180 


56548 


A 


26327 


1 


803 


MLEDPRKGLETPSPVSPTNLHFQ 

FHLGPLLPGSPMKKWPALVVT 

GSKSPKLESYKHFQKIWDMHG 

EPSKREEGAGLTVNQHIPNGAS 

TCNEGPQRLEALGARIPMAAGF 

SSSKPTLVTPRRAYRADLRLEG 

YWGCQGVPGGPLVAQGGATQ 

AFAKENNQKAYKETYGVSHIT 

RHDMLOIPKOOONEICYOVPOF 

DOSTIKNIESAKGLDVWDSWPI 

QNADGTVAEYNGYHVVFALA 

GSPKDA/G*HINLHVLSKGRRQ 

LNRQLEKRGPCL 


26181 


56549 


A 


26328 


2 


439 




26182 


56550 


A 


26329 


1 


1084 


MVIAAMETQLSNGPTCNNTAN 

GPTTINNNCSSPVDSGNTEDSK 

TNLIVNYLPQNMTQEELKSLFG 

SIGEIESCICLVRDKITGGATQAF 

AKENNQKAYKETYGVSHITRH 

DMLQIPKQQQNEKYQCDNLKT 

CHTSHGSVMAETAVINHKKRK 

NSPRIVQSNDLTEAAYSLSRDQ 

KRMLYLFVDQIRKSDGTLQEH 

DGICEIHVAKYAEIFGLTSAEAS 

KDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRGATQ 

AFAKEhfNQKAYKETYGVSHlT 

RHDMLQIPKQQQNEKYQVPQF 

DQSTIKNIESAKGLDVWDSWPL 

QN ADGTPERR* ♦ HINLH VLSKG 

RRQLNRQLEKRGPCL 
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BNSDOCID: <WO 017S067A3_IA> 



wo 01/075067 
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SKQ ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L!nkno\vn, 
*=Stop codon, /=possibIe nucleotide 
deletion, \=po$sible nucleotide insertion) 


26183 


56551 


A 


26330 


34 


1949 


MGYLTWVAGYREDLLANRAIV 

KHGNFALLTPDGVVKNIIPGYE 

NCDATILSTPKLGASFVDYLVT 

LHQMGGNQQGFGVEGIETFRY 

VISGNITAKAEGKTYALSEGGY 

LYCPPGSLMTFVNAQAEDSQIF 

LYKRRYVPVEGYAPWLVSGNA 

SELERIH YEG M DD V I L L DFLPKE 

LGFDNfNMHILSFAPGANHGYlE 

THVQVEHGGATQAFAKENNHK 

AYKDTYGVSHITRHDMLQIPKQ 

QQYEKYQDTHDTPYCEPLPGET 

RLWGDTDVIGLFDAETDN4NDV 

VAILENHPLLGAGFAHKIEQLE 

DKDWEREWMDNFHPMRPGER 

LWICPSWRDVPDENAVNVMLD 

PGLAFGTGTIQTLSVPAMLDSS 

THTRJIMRSTLNLYEITRMSTVS 

TSEHSMTYTLVQVDMKEAQKP 

DTASYRTFNEFFVRPLRDEVRPI 

DTDPNVLVMPADGVISQLGKIE 

EDKILQAKGHNYSLEALLAGN 

YLMADLFRNGTFVTTYLSPRD 

YHRVHMPCNGILREMIYVPGD 

LFS VNHLTAON VPN LF ARN ER V 

ICLSDTEFGPMAQILVGATNGG 

SIETPESEGATVDESFVVGGPVG 

DFELLLCHGTVCVVGKMRDLIL 

OLSKSSIYSTKPPSROVSVMLC 








2633 1 


-j 


145 


LRLG LL YG RRF VPPP* Y ALLN K 
DSSPWYPFSVPVLASKTRYLWL 
LSPT 


26185 


56553 


B 


26332 


I 


3090 




26186 


56554 


A 


26333 


3 


832 




26187 


56555 


A 


26334 


1 


3258 
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BNSDCXJID: <WO 0175067A3 IA> 
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SEQ ID 
NO: 


SEO Il> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*— Stop codon, /^possible nucleotide 
deletion, \==possible nucleotide insertion) 


26188 


56556 


A 


26335 


184 


2324 


ENRVRLFVLIVFQDLPTCYVNH 

NFVCTAADTFTTDITPKAGDAR 

LIGIAQTVRHLEDPMRAWKSIH 

KSCEILDPIHRAPVKENTHPARK 

fNlSDPAAGAVARIRYEGVLSVC 

RASASAYVSRSRTITVACWYVS 

NTGVTGATIGVKRQHRHARLFS 

GDGAPGFGTGKRDIRQLRRLVR 

1 Q 1 QRTFF A A VLH VPTP WSRA 1 D 

AAALLTVIDVKVLTACACQAC 

RTLALRVAQVIDRCSNPGDIMS 

SVARRYWFiSRWSAKRDCAVS 

YDQDPGQAQRSCRSCLVAVDR 

GLWLSAYCRSLMTQTLLPDDV 

PRILPNASSPSRLRCLQHLGNYR 

LLDLRKLI WLHRSQFSLCG WEK 

RLVKDLTRIQDTGRAKEILGAT 

ATLEFRLVNTNVDQAAAASGR 

VPGDSEVKQTREGQPVVLYKR 

VILTGDH ITDSTSSQDE YNQPQ 

VNI SLDS AGGN IMSNFTKDN IG 

KPMATLFVEYKDSGKXKDANG 

RA VL VKQEE V 1 1 1 ANIQSRLGNS 

FRITGINNPNEARQLSLLLRAGA 

LIAPIQIVEERTIGPTLGMQNIEQ 

GLEACLAGLLVSILFMllFYKKF 

GLIATSALIANLILIVGIMSLLPG 

ATLSMPGIAGIVLTLAVAVDAN 

VLFNERIKEELSNGRTVQQAIDE 

GYRGAFSSIFDANITTLIKVHLY 

AVGTGAIKGFAITTGIGVATSM 

FTArVGTRAIVNLLYGGKRVKK 


26189 


56557 


A 


26336 


1 


369 
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SEQ ID 

NO: 


StO II> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
0*>/540»217 


Nucleotide 
lociition of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=$top codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


26190 


56558 


A 


26337 


1 


1316 


MNGLLDSDSDSLSSCQQRVKA 

RLHEILQKDRDFTAEDYEKVES 

RIYHFARLSVGOYTADSSLTLK 

VYLQLMKAPKKRRGEVNVGT 

VVAFIKGGFPVVKKDYFRPAA 

DGSSALCRFFPTGNVHDQSDPQ 

KVTDGAVVPVQPTDGPGLRCL 

RRARGCGAGRQGREQAQDCG 

AEIQAEAASRASRVQEGSYPRP 

PNGPFSTDLTGLMQFTKLLVLK 

VESQLTRRIRKCHTMLREANIREE 

LRFFNCTNVALRTGVQFNRRPD 

SPGYSRGVLSPERHVRTRLYFT 

SESHVHSLLSILRYGALCNRGG 

TLCCRA 1 HTLHRHTI VLNG VTV 

TLNLVQLTFYGNVSEIIRHQCQ 

LTRHGNHPLPLTAIQGIALFSDN 

QAAYRFRADQRTLRPFGLPVAR 

QPVRRGGFHDIVIVFDFGTARQ 

QQE/LRLQLRVFSSFVLHEKKR 


26191 


56559 


A 


26338 


2 


1415 




26192 


56560 


A 


26339 


1434 


1667 


KRTDWRDRVAFRCRSIAESG*R 

QAIAKELELTASAEILLWDDYF 
APGYGVPNDEGMEAVKLLARL 
EGILLDPAVRLR 


26193 


56561 


A 


26340 


1 


1671 




26194 


56562 


A 


26341 


1067 


3947 


FCTVPNAVYIGGPGFGARHNAS 

NSLKDIAELVPFAHRYGAKIFV 

TLNTILHDDELEPAQRLITDLYQ 

TGVDALIVQDMGILELDIPPIEL 

HASTQCDIRTVEICAKFLSDVGF 

TQl VLARELNLDQI RA 1 HQATD 

ATIEFFIHGALCVAYSGQCYISH 

AQTGRSANRGDCSQACRLPYT 

LKDDQGRVVSYEKHLLSMKDN 

DQTANLGALIDAGVRSFKIEGR 

YKDMSYVKNITAHYRQMLDAI 

lEERGDLARASSG 


26195 


56563 


A 


26342 


182 


881 


HAEPLPYRGLLLICLGESRGCLL 

PASLPFSLQEFFYSGPREELAQK 

TLL VS V WDY DLGTA DDFIGG FC 

CDPADQDVVHTALRE\TREELG 

LAVPEEHVWGLLRPVYDPQKA 

TVVPVLAGVGPLDPQSLRPNSE 

EVDEVFALPLAHLLQTQNQGY 

THFCRGGHFRYTLPVFLHGPHR 

VWGLTAVITEFALQLLAPGTYQ 

PRLAGLTCSGAEGLARPKQPLA 

SPCQASSTPGLNKGL 


26196 


56564 


A 


26343 


237 


338 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^IJiiknovvn. 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide inserlioni 


26197 


56565 


A 


26344 


279 


533 


IHLRRILQRGQ*PRQRWR1ZI<CC 
ESGRG rSGPGSSQ*L TGSPQL-CC 
TPAGETGPRAHSPQ*SCWCHCC 
TPQG RQS I CTRTS HRT A 


26198 


56566 


A 


26345 


126 


303 


LLLSYGVGASHQSLECHHRSNH 

GSLWMHSKRCAGGKIRVGTPb 

CQ*SALERPGLPPLC 


26199 


56567 


A 


26346 


368 


746 


SLLHTTSRAPEG PSR Y PG PG PPS 
A ATKGORTRRPLC AR PP/PGL PD 

APL/SPAAPTPTLPLPCPRVAOP 
AHGPPSASALSSWENRPCCKHF 
LAAKPPEOAARRGIIARTP I AG 
PAPPGRRAALSGSQFP 


26200 


56568 


A 


26347 


79 


159 


SFLGVSRRGGFGRVTGQ* WRE 
GQQINK 


26201 


56569 


A 


26348 




3369 




26202 


56570 


A 


26349 


3 


529 


MELAKVVKSHPSAKMVLCIAT 
DDSHSLSCLSLKFGVSLKSCRX r 
LLENAKKHHVEVVGVSFHIGR 
GCPDPOAYAOSIADARLVKI M 
GTELGHKMHVLDLGGGFPGTE 
GAKVRFEEIASVrNSALDLYFPE 
GCGVDIFAELGRYYVTSAFTVA 
VSIIAKKEVLLDQPGMEEENCS 


26203 


56571 


A 


26350 


146 


502 
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SKQ ID 
NO: 


SKQ II) NO: 
of peptide 
sct|uence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


NueleoliUe location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=:Stop codon, /=possiblc nucleotide 
deletion, \=possibk' nucleotide insertion) 


26204 


56572 


A 


26351 


3 


2212 


MKRSRCRDRPQPPPPDRREDGV 

QRAAELSQSLPPRRRAPPGRQR 

LEERTGPAGPEGKEQPPALASQ 

SAEIAASARLPPRLGRLLGFQK 

ACRCWSLNPHILMALLRSLVPP 

DKKHPQVWRGRPPLHLAPNVG 

LFSRVKVRSSVVIEDKSMRDSR 

RGLSQRRRRRKKKKRGSSSKK 

KXRJ^KKRKKKKRKKRKRRKN 

RKKK KK R KN KRKKJCRKLKEEK 

KEEEEERRKKEEEDEEGRGRGR 

RKRKRKKRKKRRSRKKKJETAA 

AAAAGERLGKWWPGECPVEC 

VAYFLRRRLOQRLHPARQLLL 

QGMAGYLSESDFVMVEEGFST 

RDLLKELTLGASQATTDEVAAF 

FVADLGAIVRKHFCFLKCLPRV 

RPFYAVKCNSSPGVLKVLAQL 

GLGFSCANKAEMELVQHIGIPA 

SKIICANPCKQIVSQIKYAAKHGI 

QLLSFDNEMELAKVVKSHPSA 

NFHIGSGCPDPQAYAQSIANAR 

LVFEMGTELGHKMHVLDLGGG 

FPGTEGAKVRFEEIASVmSAL\ 

DLYFPEGCGVDIFAELGVRYYV 

TSAFTVAVSIIAKKEVLLDQPGR 

EEENGSTSKTIVYHLDEGVYGIF 

N S VLFDN ICPTPILQKSSTKSLR 

TTIGE A F E RL H RLLRERQKAML 

EELEADTARTLTDIEQKVQRYS 

QQLRKVQEGAQILQERLAETDR 

HTFLAGVASLSERLKGKIHETN 


26205 


56573 


A 


26352 


1 


860 


MKKEDAFLKAFYIVHGKWNCV 

KGS LTRTPCCCTNCL AGG I WC 

MRVQIFQLENKVLPGFPWACR 

VDLYGQIGFDAAAQCLSLSVSK 

AEPLVKKAPPELREQLARKTLS 

SDNLKYLFDNKDIMKVKQSKK 

KKEHSFRKNNGCIKIIAFSDHAE 

DFRKLGCEVLGISVDSQFTHLA 

N^OKNPQREGDLGPLNIPLLAEV 

ASGLSEDYAVLKTDAGIAYRG 

RFISDGKGVL/SQITVNDLPVGR 

SVDEALRLVQAFQYAEEHAEV 

CPAGWKPGTDTIKLNVGDSKE 



3536 

BNSIXX:iO: <WO 017S0e7A3.IA> 



wo 01/(^75067 



PCT/US(n/0863l 



SKQ li> 

NO: 


SEQiDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26206 


56574 


A 


26353 


70 


745 


ERGSTRVIVRASSLCPRSFQSWP 

PVTRASESQPLTSRPQRWSDGA 

FKEVKLSDYKGKYVVLFFYPL 

DFTFVCPTEIIAFSNRAEDFRKL 

GCEVLGVSVDSQFTHLAWXITT 

PRKEG\GLGPL\NIPLLADVT\RR\ 

LSEDYGVLETDEGMAYRGl \FIT 

DG\KGVLRQ1TV\NDLPVGRS\V 

DE\ALRLVQAF\QYT\DEHGEVC 

PAGWKPG\SDTIKPN\VDDSKE\ 

YFSKHN 


26207 


56575 


A 


26354 


1 


689 


MAAEDELLLPRLPMLLETGKQ 

LLDEVELAAETTGYQIVQEKRA 

REHFINYLTQCHYYHIAKFELL 

KTKNNS A EN HTAN SSM A YPSL 

VAMASQRQAKIERYKQKKELD 

HRLSAMKSAVESGQADDEHER 

PPVKSFILTRNTAQAICLFGASYP 

SLATMTVSDWYEQHRKYGALP 

DQGIATATPEKFRKAAQQQKY 

QEVKEGEDDE/ALYRVREWDN 

WKDTHPGGYGNRQNMG 


26208 


56576 


A 


26355 


1 


810 


NYLTQCHCYHVAEFELPKTMN 

NSAENHTANSSMAYPSLVAMA 

SQRQAKIQRYKQKKELEHRLSA 

MKSAVESGQADDERVREYYLL 

HLQRWIDISLEEIESIDQEIKILR 

ERDSSREASTSNSSRQERPPVKP 

FILTRNMAQAKVFGAGYPSLPT 

MTVSDWYEQHRKYGALPDQGI 

AKAASSSSSSSSSSSSSSSSSSSSS 

SSSSSSSSSSSSSSSSS/PSSQEFR 

KAAOOOEEOEEKEEEDDFOTl 

HRAREWDDWKDTHPRGYGNR 

QNMG 


26209 


56577 


A 


26356 


223 


359 


RKQQDEPCGHLQSPGKPFLTLS 
CRDPWGGLPV*LEKDHRKKKS 


26210 


56578 


A 


26357 


1 


3855 




26211 


56579 


A 


26358 


1005 


1293 


SDRRYEWDPCPR*LNGALLCLL 

LLEHPEGCPWHSVWSTGHSLEP 

MHFRFPSSQDLQLLLPLPGKLG 

YRARIRNHGHSCFLQRRKTVYQ 

GDGPLREP 


26212 


56580 


A 


26359 


763 


978 
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SEO ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol' first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /—possible nucleotide 
deletion, V^possible nucleotide insertion) 


26213 


56581 


A 


26360 


1 


1217 


MQRRLKRRNAGLPCCEVPGYY 

REDASSPLLPKYKTNFSQCLVH 

FFDELRHHLVKTRHVLFIPLNH 

DIMQAFTLHARVIVGKVPGIFS 

RHPHAVLHLGHSQIGLLMEYPD 

ELLWECKEDALALIRRDAPMLT 

DFTHNLLNAPLLDKQAEWCEV 

FDRGRTTSLLLFEHVHAESRDR 

GQAMVDLLAEYEKVGLQLDCR 

ELPDYLPLYLEYLSVLPDDQAK 

EGLLNVAPILALLGGRLKQREA 

PWDALLDALV\QLGGSSLSSDN 

VKKQVNSEERDDTRQALDAV 

WEEEQVKFIEDNATACDSSPLN 

QYQRRFSQDVAPQYVDISAGE 

GQSSFQLVSYWEKDVQTCLEFL 

PSGGFVVSLASGVKLQTFTETD 

NLVKDITFFGKISTRSLKTYLKD 

VTEKREQSCVNLELK 


26214 


56582 


A 


26361 


1 


783 




26215 


56583 


A 


26362 


2 


1646 


PGSTISFRRVTQREKKQPEAELC 

QGSTSNLFQFIHPSLLSAQTVEL 

GLSKFVPKKMIITQTSHXCYMTS 

LGILFLINILPGTTGQGESRRQEP 

GDFVKQDIGGLSPKHAPDIPDD 

STDNITIFTRJLDRLLDGYDNRL 

RPGLGDAVTEVKTDIYVTSFGP 

VSDTDMEYTIDVFFRQTWHDE 

RLKFDGPMKILPLNNLLASKIW 

TPDTFFHNGKKSVAHNMTTPN 

KLLRLVDNGTLLYTMRLTIHAE 

CPMHLEDFPMDVHACPLICFGS 

YAYTTAEVVYSWTLGKNKSVE 

VAQDGSRLNQYDLLGHVVGTE 

IIRSSTGEYVVMTTHFHLKRKIG 

YFVIQTYLPCIMTVILSQVSFWL 

NRESVPARTVFGVTTVLTMTTL 

SISARNSLPKVAYATAMDWFIA 

VCYAFVFSALIEFATVNYFTKR 

SWAWEGKKVPEALEMKKKTP 

AAPAKKTSTTFNIVGTTVYPINL 

AKDTEFSTISKGAAPSASSTPTII 

ASPKATYVQDSPTETKTYNSVS 

KVDKISRIIFPVLFAIFNLVYWA 

TYVNRESAIKGMIRKQ 


26216 


56584 


A 


26363 


217 


559 


MKICALQVAMFSLFTVIGFNAQ 

ANEHPHETMSEAQPQINSATGV 

VKGI\DL\ESKKITIHHDP\1AAVN 

WPEMTMRFTITPQTKMSEIKTG 

DKV AFN F VQQGTLSL LQ V I K V R 

KPAQ 
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SKQ ID 

NO: 


St:0 II) NO: 
of ptrptkle 

sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possiblc nucleotide 
deletion, X^'pnssible nucleotide insertion) 


26217 


56585 


A 


26364 


72 


157 


ERRKF**SQSS\QKKNKERLQNA 
VIYLEL 


26218 


56586 


A 


26365 


3 


620 


VSGGGWEPSGTLTAFKTASAIT 

TEMASRS\QGIQQLLQAEICRAA 

EK V A D ARKRK A RRLKQ A KEE A 

QMEWEQYRREREHEFQSKQQA 

AMGFQGNLYAEVEQATRRQV 

QGMQSSQQRNRERVLAQLLGM 

VCDVRPQRPSDLQKEEMTTFSP 

SLIIPARACRFLVRAQQSSGHLH 

YRAKDPVGTRSLRHTRSSRIHG 

GVPTEKTCVAKT 


26219 


56587 


A 


26366 


28 


187 


TGTESGQYHCKRRJCMGPEPllK 
SLWARSDEPVFWG/LFGAGGM 
WSAIIAPVMIR 


26220 


56588 


A 


26367 


1 


870 


MAVWPTGALALTPSPAGDAGA 

CSTAGGPCQGARGPRGSGPPA 

WGPDAVLEPLRGQRKPYVRPM 

TSTWWKKLPFYRFYMLREGTA 

VPAVWFSIELIFGLFALKNGPEA 

WAG F VDFLQNP V I V 1 IN LITE A A 

ALLHTKTWFELAPKAANIIVKD 

EKMGPEPIIKSLWAEPEMINPNP 

KRSDEPVFWGLFGAGGMWSAI 

lAPVMILLVGILLPLGLFPGDAL 

SYERVLAFAQSFIXGRVFLFLMI 

VLPLWCGLHRMHHAMHDLKI 

HVPAGKWV\FYGLAAILTVVTL 

IGVCTI 


26221 


56589 


A 


26368 


741 


894 




26222 


56590 


A 


26369 


504 


558 




26223 


56591 


A 


26370 


897 


1097 


RK WSQSTRLP WETG PSS ETSPS 
GPIVSPTRSHLASPRRPPPTPP*S 
SPRRL LG A 1 PPGI G VPPLN E 


26224 


56592 


A 


26371 


200 


657 


GPRRLSFVTGHKAYRGLGIVSG 
PTVPLVCAVCCSYWDPGVPRV 
VRLVVRLWPLCRCGGRSGDAS 
VAAAPLVCGGGI*DWDHCPFV 

CGPSLCALRPSCGCGSGMACRV 

VLLLRCPLAMFAFTSFFSVTEV 

GKFSPFPLPEFFFSGFALDLSLP 


26225 


56593 


A 


26372 


196 


404 




26226 


56594 


A 


26373 


1 


3162 




26227 


56595 


C 


26374 


287 


349 




26228 


56596 


B 


26375 


366 


1637 




26229 


56597 


A 


26376 


365 


604 


VLAVSYPSLCLLL*KPIGPEDAI 
YALSSDFTCGSPTAAGRXQIRG 
EVCPRERCSVETCLSPNFHSLVS 
SFPFSLLQGFK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X~Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


26230 


56598 


A 


26377 


1 


1404 


TLVRCFPPLKLIFSIFKKKAASL 

GSSQSSRTYAGGTASATKVSAS 

SG ATSKSSS^4NPTETFCA I P VSQ 

QMEGPHLPNKKKHKKQAVKTE 

PEKKSQSTKLSVVHEKKSQEGK 

PKEHTEPKSLPKQASDTGSNDA 

HNKKAVSRSAEQQPSEKSTEPK 

TKPQDMISAGGESVAGITAISG 

KPGDKKKEKKSLTPAVPVESKP 

DKPSGKSGMDAALDDLIDTLG 

GPEETEEENTTYTGPEVSDPMS 

STYIEELGKREVTIPPKYRELLA 

KKEGITGPPADSSKPIGPDDAID 

ALSSDFTCGSPTAAGKKXTEKEE 

STEVLKAQSAGTVRSAAPPQEK 

KRKVEKDTMSDQALEALSASL 

GTRQAEPELDLRSI KE VDEAKA 

KEEKLEKCGEDDETIPSEYRLK 

PATDKDGKPLLPEPEEKPKPRS 

ESELrDELSEDFDRSECKEKPSK 

PTEKTEESKAAAPGSCVGGCVS 


26231 


56599 


A 


26378 


1 


688 


ITAISGKPGDKKKEKKSLTPAVP 

\VES\KPDKPSGKSGMDA\ALDD 

LIDTLGGPEETEEENTTYTGPEV 

SD\PMSSTY\1 EELGKRVE VTIPPK 

\YRELLAKPIGPDDAIDALSSDF 

TCGSPTAAGKKTEKEESTEVLK 

AQSAGTVRSAAPPQEKJCRJCVE 

KDTMSDQALEALSASLGTRQA 

EPELDLRSIKEVDEGSLPDFQQQ 

SLSLGLPWPKMGQFLSSTFLEG 

SPATQRK 


26232 


56600 


A 


26379 


199 


384 


VYKECR*GFSHESPPSKPQS/HIE 

*KFCMCGENGQGLRKKSSSKN 

SFFGTSFTWVGRENVKHI 



3540 

BNSDOCID: <WO__0175067A3JA> 



wo 



01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=St«p codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


26233 


56601 


A 


26380 


166 


2172 


TYILRNLYKEVMLENYRNLLSL 

GKAVFFPFLH*FSRDLLIT*YVP 

QSQQFLSQH VLQ I FLGLC A EN H 

FHPGNSSPGHWKQQGQQYSHV 

SCWFENAEGQERGGGSKPWSA 

RTEERETSRAFPSPLQRQSASPR 

KGN M V VETEPSS A QRPN P VQL 

DKGLKELETLRFGArNCREYEP 

DHMLESNFITNPRTLLGKKPYIC 

SDCGRSFKDRSTLIRHHRIHSME 

KPYVCSECGRGFSQKSNLSRHQ 

RTHSEEKPYLCRECGQSFRSKSl 

LNRHQWTHSEEKPYVCSECGR 

GFSEKSSFIRHQRTHSGEKPYVC 

LECGRSFCDKSTLRKHQRIHSG 

EKPYVCRECGRGFSQNSDLIKH 

QRTHLDEKPYVCRECGRGFCD 

KSTLilHERTHSGEKPYVCGECG 

RGFSRKSLLLVHQRTHSGEKHY 

VCRECRRG FSQKSNL IRHQRTH 

SNEKPYICRECGRGFCDKSTLIV 

HERTHSGEKPYVCSECGRGFSR 

KSLLLVHQRTHSGEKPQMTFSG 

VTPQLLERTVLLLAEMHSRDAL 

RSGTHSQPQGAACTTGAMHLC 

RGTFWPOPLTORGOI OKVIPDP 

EIPIELKDHWVADTLQVSFFLCP 

VLPSLPSESSIFCLVVCSINYAV 

APQSGLMREKDVHVWECGPPP 

FARTAPITPTSDQN WRPLREK Y 


26234 


56602 


A 


26381 


434 


946 


NTFCLTAMKILCM WFSR WHSR 

WVGMQGPSC*PQRTLWN4ATLS 

STGRSCVPAACTPAPCGRISAA 

GRLRCSQLLPHAPAPAACCSCP 

SVHISFQPL*QLRTSLWTVQMK 

SQVTQTQVGSHSSTSQARALQG 

HQQ VQKPG SRI RTG G VKPQLEG 

PGRWLKIRLEGHSWTCRQ 


26235 


56603 


A 


26382 


3 


2119 





BNSDOCrD: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


26236 


56604 


A 


26383 


3 


2237 


NRRKFSVSIGFYTVMDAQYKII 

TKTAHLITKESPQEEGKEMFAT 

MSKLKEQLTKVRK*FNALLYES 

QQLLIPLEELEKQMTSFYDSLG 

KINEIITVLEREAQSSALFKQKH 

QVRTILFKWCNSSQKMTLCLVL 

GSMISMLSTAKITIAGYKSEVEV 

SVSHHCI*NCKKTLTLIEKGSQS 

VQKFVTLSNVLKHFDQTRLQR 

Q1ADIHVAFQV1CSPC*DWKKH 

VETNSRJLMKKFEESRAELEKVL 

RIAQEGLEEKGDPEELLRRHTV 

SPPFRDQRVLNAFLKACDELTD 

ILPEQEQQGLQEAVRKLHKQW 

KVSQDRTAYHLLHLKIDVEKN 

RFLASVEECRTELDRETKLMPQ 

EGSEKIIKEHRVRLPHHSPHHLC 

EKRLQLIEELCVKLPVRDPVRD 

TPGTCHVTLKELRAAIDSTYRK 

LMEDPDKWKDYTSR*PQNGLW 

ISTNETQLKG IKG E A I DTANHGE 

VKRAVEVSSGSLSKRGETLSWL 

KSRLKVLTEVSSENEAQKQGDE 

LAKLSSSFKALVTLLSEVQHLL 

THFGDCVQYKEIVKNSLEELIS 

GSKEVQEQAEKILDTENLFEAQ 

QLLLHHQVKMPLSSAKKRDVQ 

QQIAQAQQGEGGLPDRGHEEL 

RKLESTLDG LERSRERQERRIQ 

VGAGS*ERFETNKETVVRYLFQ 

TGSSHERFLSFSSLESLSSELEQT 

KVYYGSLESIAVQAENLVKEAS 


26237 


56605 


A 


26384 


1 


390 


GTSLFDEEGAKIVKDLMSKAEK 

NGVKITLPVDFVTADDFDENAK 

TGQATVASGIPAGWMGLDCG/P 

ESSKKYAEAVTRAKQIVWNGP 

VGVFEWEAFARGTKALMDEV 

VKATSRGCITIIGKRSYTKLIPl 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of Tirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possiblc nucleotide insertion) 


26238 


56606 


A 


26385 


1 125 


2228 


NVMSHLGRPDGVPMPDKYSLE 

PVAVELKSLLGK*VPGSGAgRL 

CGGGSCQAR^^f^^/y^ELjl^^ 

FHVEEEGKG^^^fSKVGJ^^ 

TLLG VR A* VClCfa,'WLN Vtsl^^^ 

GTAHRA H R YQEPCRLPH * YS 

YLLE*PKYFAKALESPERPFLAl 

LGGYEELFK!ML*VLFAW**AIT 

WIGGGMAFTFLKVLNNMEVGN 

KCQ VD VK* LSM 1 1 AGCINEKNG 

VKITLPVDFVTADKFDENAKTG 

QATVASGIPAGWMVSHLSGLV 

V* VNRNS V VSF IH F V wisir; pvn 

VFEWEAFARGTKALMDEVVK 

ATSRGCITIIGKRSYTKLIPPAG 

RILIRGRCTGGGASLELLEGEGL 

LFFGLFGIRVDCAVRGG 


26239 


56607 


A 


26386 


2 


482 


TRQAWHEGPRGVPHSASLRSA 
RRQSAPSLTESPTSVPSCISKMA 
LSN KLTLDKLDX VKG K R V VMR 

G\RPDG\VPMP*QVTPLEPVA/V 
VELKSLLGQGMFCS*RDCVSPE 
VEKACANPPG 


26240 


56608 


A 


26387 


3 


378 




26241 


56609 


A 


26388 


31 1 


578 


LEMQNNAGEFVDL+VPRKCSA 
SNR11GAKDHASIQN4NVAEADK 
VTGRFNGQFKTYAISYFLNLFL 
HH 


26242 


56610 


A 


26389 


3 


333 


DAWDLCRVTSCFLSLSRAVWW 

OOAOPSLEMONDAGFFVDLYV 

PRKCSASNRIIGAKDHASIQMN 

VAEVDKVTGRFNGQFKTYAIC 

GAIVRRMGESHDSFLRMAKADG 

IVSK 


26243 


56611 


A 


26390 


23 


389 


LAASFLSRARCGGSRRTQALEM 

ONDAG\EFV\DLY\VPRKN\SAS 

NRIIGAKDHASIOMlsIWAFVDK 

VTGRFNGQFKTYAICG\AI\RRM 

GESDDSIL\RLAKADGI\ASKNFL 

TGEESOD VG (FCHK 


26244 


56612 


A 


26391 


206 


354 




26245 


56613 


A 


26392 


1227 


1430 


GSSSPRDPQEEDLKLLKFAFSR 
GPPLSLVHPPPLLSYPSARR*PQ 
TPPRPPPRHPSLHPLHPPSAQP 


26246 


56614 


C 


26393 


17 


319 
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SKO ID 

NO: 


SEQ in NO: 
of peptide 
sequence 


hod 


SEO in NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
"^-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26247 


56615 


A 


26394 


1 


645 


Ml H EQN ENl KKNTKTIKKNQTEF 

LELKNTVTEWKNLLEVFKNSFR 

QNEESVNLQTSYLKSLSRGEKR 

KKKCEEMIRDLGQYQPGPYMH 

DGYSRRESGPNVPRRAQVDGG 

DARKGTHRRKRVLERGLWLKR 

EDKKAQGYKGR*KGPRV*GTD 

PQEEDLQRLSAETWLVL* PEPR 

P* KA P AKJCG EKVP*GRKGK A D 

AGKEGNNPAENGDVKTDQAQ 

KAEGAGDAK 


26248 


56616 


B 


26395 


1 


663 




26249 


56617 


A 


26396 


265 


735 


VMWLRYDTLSETHMHQLLGL 
NLLFLLSQD*VAEFHMELEWLP 
ATDTQTN A YIKRP VSLEP YLM E 
GGYNKVFLAKGNIPAKSYTFIHI 
LLDTI RDEM AGCIEKA YEKl LFT 
KATWILFLNTPKQMMDNTKK* 
GWVLGPNNYYSFASQQQKLED 
TTIPS 


26250 


56618 


A 


26397 


215 


386 




26251 


56619 


A 


26398 


3 


515 


QLPESAYMHQLLGLNLLFLLSQ 

NRVAEFHTELERLPAKDIQTNV 

YIKHPVSLEQYLMEGSYNKVFL 

AKGNIPAESYTFFIDILLDTIRDE 

lAGCIEKAYEKILFTEATRILFFN 

TPKKMTDYAKKRGWVLGPNN 

YYSFASQQQKPEDTTIPSTELAK 

QVIEYARQXLEMIV 


26252 


56620 


A 


26399 


423 


4482 


KLVWILFDFICLAFL*FFSTYMY 
SCE* IL VKLTLYFSFH VYLLI YC 
ECENLTGTLDLVF1*KCKSLLIW 
IA*TVYKKIHMEGEVKG 


26253 


56621 


A 


26400 


173 


174 


AVSLLKHSNNDLCSS/GFPTSRT 
ADPTSCGSH\WPWGPQSLKQ*P 
ELYIGPF*PRLELKQLGCRAPSP 


26254 


56622 


A 


26401 


135 


699 


RDLVPCAPAAPAMAKRGQDTV 

WAMASEGASPNPCQLPQGVEP 

AGQCRRKM WG * SPHTEPPLGT 

A* WESLELPRDLLNGFDQN A D 

NDMDNEIQAEVVSDGDEELVG 

NQSKGTWCPVPQLLQLWLKGA 

KIQFGPWLQRVQAPILASFHKV 

LSLQGSAEGKCGVEAPTQSPH 

WALPSGAVRRGPPSSRPQNGRS 

TNCLHCEPG KA ADTQCQP VKA 

ARREVVPCKAKGAELPKTMGT 

DLLHQCDLGVRHGVKGDHFGA 

LRFDCPTGFWTYMGPVAPLVW 

PIFPIWNSCIYPMPVPPiVSRR 
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BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USOl/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hoU 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
'^=Stop codon, /^possible nucleotide 
deletion, \~possible nucleotide insertion) 


26255 


56623 


A 


26402 


27 


264 


RJLVEWL*PRDLLNGFDQNADN 

DMDNEIQAEVVSDGDEELVGN 

QSKGTWCPVPQLLQLWLKGAK 

IQFGPWLQRVQAPILASFHKVL 

SLQ 


26256 


56624 


A 


26403 


624 


955 


VPSLGSFHVVLVLSVHRRQELR 
FGNLHLDFRRCMEMPGFPGRSL 
LQR* SPHGEPLLGQCRREM WG 
QSPHTESPLGH* LMEL*HPPSPR 
MIDPPTACAVPLEKLQALNASH 


26257 


56625 


A 


26404 


851 


1387 


PKIVELLKYSGDQLERKLKKDK 

ALMGHFQDGLSYSVFKTITDQV 

LMGVDPRGESEVKAQGFKAAL 

VIDVTAKLTA1DNHP\4NRVLGF 

GTKYLKENFSPWIQQHGGWEK 

ILGISHEEVD*NIRFVIRNTLCLL 

WSCARWPSDGPTGDYNVQGR 

WSID VFKTl I P VTGEASGE VSF V 


26258 


56626 


A 


26405 


1 


229 


LRRLGITHVLNASHSRWRGTPE 
AYEGLGIRYLGVEAHDSPAFD 
MSIHFQTAADFIHQNKRAISAL 
HLCRKSGIRQA*MS1 HFQTAAD 
Fl HQNKRAIS ALHLC RKSG 1 RQ A 


26259 


56627 


A 


26406 


2 


594 


SVLGLTLPAPRFKTLRRRWVQG 

QKVLRKAPFGKKPRGSLTFWR 

ASTRVRDMANNRRELRRLGIT 

HVLNASHSRWRGTPEAYEGLGI 

RYLGVEAHDSPAFDMSIHFQTA 

ADFIHRALSQPGGKILVHCAVG 

VSRSATLVLA^PHAVPPPLPFVE 

AIKKVKDHRGIIPNRGFLRQLL 

G LGPQLA AGSG SM RGGG EKLR 


26260 


56628 


A 


26407 


605 


1231 


NCSNSGVWRISHKKERSIPDSK 

RRRSRGNTKSSSPRPTTRSLEKL 

LTSGSPRIWPVRMS*LHDKARR 

ASFSSSSSAIKKAFSSASRSSNES 

VSSLSNSSLEGQSKSMSiSSSST 

GVGSRLALGLYTSSEMVKGSSF 

ILSSSSLGGSSYSRAAFTGELEIK 

GAEMFSSLGNGTPVLRAVTLEP 

SLSRRTNTLLLQWFPMCNWRL 

RRVWl 


26261 


56629 


A 


26408 


771 


1121 


FSPKLLPRREGRKPCEAPARTQ 

TPRSKSSTPPSQV* ♦SVDSDPQP 

KGKQDRSRGGPLQERAQRESG 

PNLLAATVVPRPRAERHPAISTE 

GPTGPPEGSAPSATSSVAAAGP 

APHSR 



BNSDOCID: <WO 0175067A3_IA> 



3545 



wo (H/O 75067 



PCT/US(M/()S63I 



SKQ li> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> iNO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location ofUst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion^ 


26262 


56630 


A 


26409 


3777 


4343 


DQEEPFSGNSSHQSLFTIKLNPQ 

SSLQEVCSLDTHNSPVRVIKNS 

CSAKFHFKFVWNVTLLLQLSSE 

ELILSFVIPGVGHCWSSYCYILO 

PRIFPLWSFYIVIYVEDSSICVSS 

LFPSWR*RP*l!GSIK*CLSSOMG 

WNFQSW/NLPR/CVVLVLWSIK 

KGL/HIWCMPDFPAFRKESLLN 

FRWLGHLLA 


26263 


56631 


A 


26410 


473 


667 


PCSDWGWRSPWNLQLEE rWAL 

♦CCSHSHKVSQEGTWMKLFTII 

LSKLLQGQKTKHPMFSLTGGN 


26264 


56632 


A 


26411 


1416 


2108 


QRANIQNLQRTQTNLQEKRNPI 

NKWVKDM>JRHFSKEDIYAAN 

RHMKKCSSSLAIREMQIK'n MR 

YHLTPVRMVIIRKSGNDRCWR 

GCGEIGTLLHCWWDCKLVQPL 

WKTVWRFLRDLQLEIPFDPATP 

VLLGIYPKDYKSCCYKDTCTRM 

FlAALFTIAKTWNPTPKCPSNMl 

DWIKKMWHIYTVMEYYAAIKK 

DEFMSFVGTWMNLETIILSKLL 

QRQKTKHRMFSLIGGN 


26265 


56633 


A 


26412 


1 


278 


FRCSSYYYFKYFFCFFLFSLLLF 

*IFFLFLSLLFASLLFLASPLCVC 

YFFFIVVAQFLNSLFHFFSLFVL 

CFSGLEVSIDISSSVEILSSAMSIT 

LMGLSKAFLIT 


26266 


56634 


A 


26413 


181 


742 


PLLKSGCISFLLLRLLVKLYRFL 

VRRNNSTFNQVVLKRLFMSRT 

NRPPLSLSWMIQNIKLPDRENR 

KAVAVGTITDDVRVQEVPKLK 

VCALRMTSQARSGILGAGGKIL 

TFDQLAPDAPKGCGTVLLSGPR 

KG*EVYRHFGICAPGTPYSI ITKP 

YIRSKGRKFERTRGRLASRGYK 

NYRSYPLIKDCL 


26267 


56635 


A 


26414 


368 


675 


SLSTLLSSRDCPLATISKQL R V L 
ARGCVVNNCFCKHLLNTCSLA 
GTVPG*GASSGRQKFKLLAKFK 
V LA RLCSSGGSRG E PFSC IJ L F L 
GATGILRLMASSS 


26268 


56636 


A 


26415 


40 


355 


LLGNPSPVVKGRPCRHDGSFJ/A 
PRVYFRGCS*SSHSWVSHFLSA 
PSHPRMLPTSRHRPPLRPLT^ER 
RGKRRDD*PLHHP*P/CWSTCSP 
STS A RATPTPPSG SG W 



3546 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO "> NO: 
in IJSSN 
«9/540,2l7 


Nucleotide 
location ot lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26269 


56637 


A 


26416 


347 


725 


EAKRRRPLSTLMEKRCFQPLWT 

RPSRKKPRGRTWRPPALNPTRJ 

AGPPSPPAVSPGFGPJPP*SISCFP 

KGPGFSMGFLRLRCFSAVQKVL 

APGSPA*PCLSCGPFRTALGDL 

ARTPEKLCWLERS 


26270 


56638 


A 


26417 


525 


708 


IVAELIQHHQLPCSHPLSGGKIK 
DQQVVFLSLSP*SSHNKTLY*AP 
KTNQRPQ D Y PEGCN A 


26271 


56639 


C 


26418 


1 


1050 




26272 


56640 


A 


26419 


934 


1708 


PQRGVWVLSVILHFPWLGSGPL 

PNSAGD*AARYSWNQILKPDC* 

WKLSSAAGISFQRS*VNFHYGE 

FCPKIPSGMYESKLGSHTDKTP 

HFLPAQKTRSTPSPATAPLPGAT 

SPRPPRGRRRRRRCPEQQPPPPL 

QAGPTAAARHRQDPLPRFSPLC 

FHSHPRASGAGSRPAPARVSPW 

TRRPAAPVSSGRGRLAPKRSLS 

PRPPRPGOGGGRVPARRELPLA 

PRGLCVRLVYSLCSSLCGSLPSF 

SLGSLVFSSSDQG 


26273 


56641 


A 


26420 


630 


734 


TAARSGYPGRAGTLTGLHPMO 
VCRCRR*PYSRGT 


26274 


56642 


C 


26421 


4 


90 






56643 


A 


26422 


216 


305 


ICWKYFCAG*CGKYFTLGPRSH 
SYRRSDY 


26276 


56644 


A 


26423 


859 


1248 


CVISVFRASRKSKHNVIAVVFS 

YCSVSVGORPAVP/OHOVLLOT 

QGISGYPGRAGTLTGLHPMQV 

CRCRR* PYSRGT* */REPS* LREG 

GSAPPKSVCWPVGACIKRLSSM 

SSSFSSFPFIKHAHACCRVLS 


26211 


56645 


A 


26424 


132 


548 


SSGFSWGFFSGYQRCRESR/CD 

YPPPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEVWDHGPTR 

I VGL 1 1 SLGPRSHS YRRSDNQTG 

TTVPLVSSV 


26278 


56646 


A 


26425 


382 


697 


YAVKQAKTTFEDMTGRRASLL 
LHKGYLEFELFLQTAAYQSGSP 
APQGTWSGTGSVCHCCSLAE*T 
PFRTTGACCGLMARTGHARAA 
SICPPDAVAPLSPSPNAWF 


26279 


56647 


A 


26426 


167 


412 


SYVKYFPHQPAQKYFQQIHCAI 
GLHNAGYPGRAGTLTGLHPMQ 
VCRCRR* PYTILSLQEQTDV VSL 
N 



3547 

BNSDCXID: <WO 0175067A3_ IA> 



wo (n/«>75067 PCT/ljS(H/0863l 



SCQ ID 

NO: 


StQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll>NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=pussiblc nucleotide insertion) 


26280 


56648 


A 


26427 


3794 


4021 


RGLCAPLPPLTPCFSPPLRRRAA 
SHLAPPTPLPTPQTPTRTRA LPS 
SPGLGRGA*RTVLPSAPPEVPLA 
WGCRRA 


26281 


56649 


A 


26428 


65 


564 


PHPDSGFQ*LQ*PHPDSGPR*LQ 
*PHPDSGPR*LQ*LQ*PHPDSGP 
Q* LQ* PH PDSG PQ* LQ* PH PDSG 
PR* LQ* PH PDSG PR* LQ* PH PDS 
GPR* LQ* PH PDSG PR* LQ* LQ* P 
HPDSGPQ*SDSGPRGHR*LQ*L 
Q*PHPDSGPQ*LQ*PHPDSGPR* 
LQ* PHPDSGPR* LQ* PH PDSGPQ 
*LQ*PHPDSGPQ 


26282 


56650 


A 


26429 


184 


438 


DPAVDLCDLSSRRLLFS*RYVL 
VMLFSISLVSFVFISVHVICNYPF 
ALFFVCASFCGGAGGLVEFVL 
MIVGDASAALLCMPRCEC 


26283 


56651 


A 


26430 


524 


1995 




26284 


56652 


A 


26431 


601 


1058 


LPSSGGRCRSPKTR*SACLVSGS 

PRTPAMIRSGAGQPLARSPPTPT 

PPFCRPLTRAPQASSMTWTGTS 

TTTWTLCAMRTDCTGLPSTSPT 

WCFCTRSSSWPAATSGSNSRAP 

ARSWSTLCLSC*SASTRPGPRGP 

CRRQWWRRATPSRPSAR 


26285 


56653 


A 


26432 


1 


371 




26286 


56654 


A 


26433 


71 


335 




26287 


56655 


A 


26434 


2 


416 




26288 


56656 


A 


26435 


60 


370 




26289 


56657 


A 


26436 


466 


1454 


PCVFQIGPRRIHTVRVRGGNKK 

YRALRLDVGNFSWGSECE*GPL 

GVGGKTHLNGFKIHRARPALIF 

LNSAA*EIGAGKDCGLPNITRN 

VG*GVVEDELMPHGL*RLRVPF 

ISP*GPHGAEEPGGVCQGHLSSS 

LLDAKFLL*AGCTRKTRIIDVV 

YNASNNELVRTKTLVKNCIVLI 

DSTPYRQWYESHYALALGRKK 

GAKLVRVTSL*GLWGGQPDSS 

LLVMKTLSSSATEGREMRAF*A 

EEGQHWGVQGSRKLPGPAFLP* 

AHIFVSPFQTPEEEEILNKKRSK 

KIQKKYDERKKNAKISSLLEEQ 

FQQGKLLGEKADELEVGSRRD 



BNSDOCID: <WO ^0175067A3JA> 



3548 



wo (M/075067 PCT/USOl/08631 



SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=LInkno\vii, 
*=Stop codon, /-possible nucleotidr 
deletion, \==possible nucleotide inseriiun^ 


26290 


56658 


A 


26437 


2 


787 


SQWLKLPSPLPHAGrSRY\N VV D 

QAP*KTGGPRESPYHKKREVM 

KLGRPSCPN/NPKIGPPAGIQIISP 

VCRGGYQEIPVPLRLDRGEFLP 

GGSECCTS*NKGSSIVVLOCHL 

NNGAGFVPKTPGWKEFCIVASS 

DQQQPYRPVVTSSHLCACPlXiP 

QRKG AQAGLLEERRDF*TK K RS 

mcklrkel * lkrjckncqns a v l 

pgreqfpargklscra/srfqgp 

gqlwaeqdgfca*egoksij:f 

lslgkskarkgqiksfvlsspm 


26291 


56659 


A 


26438 


62 


872 


ANWTEPDDTKTMWRLSVPLDK 

SPQTQNCTGEPLMPTGRQELPQ 

RGPEPMEAPAPARPQSRRVPAA 

GPVARQPHMRPPHSKQGEKOK 

MPGSRWPGQRGRGRWGSPLHS 

A* ♦TRKIFTG I PILPLLPGTPG R P 

APEEGMQSADKNRVKRRGGTO 

RNSALALEFCELLFVSSKWFCA 

LPSTLRLKALSAAVALLAGDPL 

FGVRNVWVWVAGGVRCKRVA 

HRTTEAGAFFPDWFVWVFAA I 

KRGDGETSGCEHSEPVSGSSCiG 

SPPRGQ Y LPG M 


26292 


56660 


B 


26439 


1 


606 




26293 


56661 


B 


26440 


48 


381 




26294 


56662 


A 


26441 


16 


209 




26295 


56663 


B 


26442 


466 


1275 




26296 


56664 


A 


26443 


2 


252 




26297 


56665 


A 


26444 


95 


266 




26298 


56666 


A 


26445 


119 


343 


CTLRQESKLSRGDLTAPPVSSPR 
GHRSSKKGGNT*LGSMOL*AES 
CRAEPPRPALLCPG RS VS ACQ W 
GPEGPFF 


26299 


56667 


A 


26446 


1 


383 


NTGLGRGKAMTPSMSCRISML 
LQRPGGVLVGWDPDAAHPVGT 

*RHSVAQHN*MPW*GAEGMGO 
PC*WHGMGTSDGPGLSDSERPE 
LS/HADSEGRVSKAKQSELAGP 
GQKR*GQKPPKGYRFOERTQR 


26300 


56668 


B 


26447 


430 


540 




26301 


56669 


A 


26448 


III 


591 


PGAPSSHSGPRLLAWEPIVLAP 

VASLGLGEAEDCSFLGRKAGV 

GPRHPR/ARRVHGSGSRETCRG 

*QEPRPMLREPVCSAFLRTVKK 

LSGRVFPPLAVKQVLSAAPAVP 

ALLRTAPKTPWDGPESAESQPP 

SLGPAVVLDISDRRKQETIKAT 

GGPGRLRR 



3549 



BNSDOCID: <WO ^0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possibte nucleotide insertion) 


26302 


56670 


A 


26449 


1041 


1410 


QEERGKVEE*ELEGRRREEKRR 
GRGRRGSGLEEGRRRRRRGGG 
DETKDKR*RKRGGHRJCEKKEE 
RRRRRRGGGAAKKEEEEDRLP 
TRAFSCVEQQSASKSPLVELHP 
GPIPQGPPLAAAGAC 


26303 


56671 


A 


26450 


288 


424 


KRPAEGAPNP*GRPGIRPQA*K 
RPAEGAPNPRGPRRKEGRSGAK 
GSLDTGDGGEAWWAGSPHPS 
WP 


26304 


56672 


A 


26451 


111 


540 


LPLALSNPKQEVVSGRGGQVDS 
QAGLTMTGRAVCCLQLCLNAS 
GAGDAEAMSAGPPGPGPARAD 
TEQLPSPSLPQVS*HWRGSASTS 
ATRTWPLRRRCSSMARSTCRAS 
ASASAGPWPWPGAPVPWRHSA 
EPSCSQLPGPSA 


26305 


56673 


B 


26452 


57 


558 




26306 


56674 


A 


26453 


804 


1524 


ARETSHGDFLHFPLIWLFSLKG 

NVPAARINIMNWNQGLISHVGE 

GNVNRKHDVIGFNFPWNCLFN 

VSDLVTMIGSPRQRNHFGLVM 

VLTG I HTFHRH VGHC RCG P WS 

NQASHQKGDDLEHEQNPTNNA 

QLLGAHVFYNCPRPFLRPPFFFS 

P*NKCFRGELFAPSSHHSPSFLA 

SFLGAAKLQRCWSAARMGPGR 

KAPARIPPAQPARVPPivlPGAVI 

VAAPPPVDAPIVRICVHVCLHH 


26307 


56675 


A 


26454 


2 


330 


SCSRSGTALGVPVLAGPVRSAL 
TYLPAHSAGQRHQHDAGPTRG 
LGA1*DLPPVVTPGEQPSPCRGQ 
DQVPIVAAGE/PRCAPSLGSPPG 
LE/PVSLSSMSSPPRPPSCPLSG 


26308 


56676 


B 


26455 


1 


969 




26309 


56677 


A 


26456 


43 


568 


RSRLVFPLYFHASQGPGTASRE 

VPGGWAWGPVAQRINGICLLH 

STGPEAPSTMPPPTRLCGGPCGP 

ALPFSSQLAARGNPRSLPAAQL 

RALLSKISPPVVTPREQPSPCRG 

QDQGADCGKQVNKMCSQAWG 

SPPGLELCPCHQ*AGPPRPPSCP 

LSG*FVLRTGAPGAAPPSGTV 


26310 


56678 


A 


26457 


I 


456 


HEDAASSFQADVSLGNDAAVP 

LSGRGGINTYIPLIIPGFPYPTAA 

TTAAAFRGAHLRGRGRTVYGA 

VRAVPPTAIPAYXPGVDMQPTD 

MHSLLLQPQPPLLQPLQPLTVT 

VMAGCTQPTPTMPLPLPLAME 

LALWRVYTEVATADLPPTEVT 



3550 



BNSOOCIO: <WO 0175067A3JA> 



wo (n/075067 



PCT/USOl/08631 



SEO in 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lJnknown, 
'*=Stop codon, /=possibIe nucleotide 
deletion, \=possible nucleotide insertion) 


2631 1 


56679 


A 


26458 


609 


1031 


VCKSYPGHQGSSCLPDGQIQLW 

LHGYGQEFCGOETHPFLDG*RG 

AESL*GHNSGHDOWCLGDGCC 

WGWLLTYERHEOLPAELEAPG 

GWGKDGDSRGTESTC*EAGAG 

AG P A HP APP A PA A EG EPDLFQL 

PGQGCSRIPCG 


26312 


56680 


A 


26459 


1 


393 




26313 


56681 


A 


26460 


357 


843 


QTEGGAQTDGQQSQTQSSENSE 

SKSTPEDNK1CG*KPDHK*TFLF 

YQEISIS1*RCACFPPFSRCMQGF 

GFVTFEKCNFMFPNVVHFFPAL 

FSPCYDMH*SSLSSNSLKCLPSI 

VVrVHLLLNAS*NFCHlLGLPL 

VPGFPYPTAATTAAAFRGAHLR 

VFV 


26314 


56682 


A 


26461 


3 


1172 


GRAHGEAAADGGGGMQNEPL 

TPGYHGFPARDSQGNQEPTTTP 

DAMVQPFTT1PFPPPP*NGIPTEY 

GVPHTQDYAGQTGXEHNLTLY 

GSTQAHGEQS\SNSPSTQNGSLT 

QTEGGAQPiDGQQSQTQSSENS 

ESKSYPRNGLHVSYYFLSGFRD 

P\DFRQMFG\QFGKILDVGIIFN* 

RGSKVNNATARVMTNKKMVT 

PYANGWKLSPVVGAVYGPELY 

AASSXFQADVSLGNDAAVPLSG 

RGGINTYIPLIIPGFPYPTAATTA 

AAFRGAHLRGRGRTVYGAVRA 

VPPTAIPAYPGV/DLPGTDFTVl 

TSMVDMQPTDMHSLLLQPQPP 

LLQPLQPLTVTVMAGCTQPTPT 

MPLPLPLAMELALWRVYTEVA 

TADLPPTEVTVKPLQMGQPPSS 


26315 


56683 


A 


26462 


1196 


1459 


KQCQRRCLETEVWKJLSKLQIST 
KASNRQDRSTFSAPPRKSQLM 
W*TSLLSYFQKJLPQSPQPSATT 
ALISQQPSTLNPQPWPGSCPGG 


26316 


56684 


A 


26463 


2234 


2702 


MLFIAAMAPPSLSSDAAMTTGI 

SSCLPSTACRRAFGTKSIG*GPT1 

PESSRWQQKGGVSGDGRSSCR 

RAVAPLEPVPRAPEAAVARPRPP 

SHGRDPPPGPDPPPLRTPASAM 

DKSAGTSCRLSPLKALGSARAE 

QTMGRPAAERSYPLLRAQYSSR 


26317 


56685 


A 


26464 


70 


398 


MLFIAAMAPPSLSSDAAMTTGI 

SSCLPSTACRRAFGTKSIG*GPTI 

PESSRWQQKGGVSGDGRSSCR 

RAVAPLEPVPRAPEAA\ARPRPP 

SHGRDPPPGPDPPPLRTPAS 



3551 



BNSDOCID: <WO 0176067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of llrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26318 


56686 


B 


26465 


18 


123 




26319 


56687 


A 


26466 


19 


347 




26320 


56688 


A 


26467 


3 


746 


SRKLLSKSVP*LNP*SR 


26321 


56689 


A 


26468 


1705 


2031 


CDAPGDPQPGLRDISWLGTTDR 
SASPQRLAAAALTAGNGRRCSS 
G PRRRPPP * PL A RPRQRRQPPER 
QPVVWPPAFPARWAEHTCPLA 
PWQPRSPTTPSQPAAVTARAS 


26322 


56690 


A 


26469 


1 


420 








A 
r\ 




6S 


330 


RDCEARCARGPFWSWLSPRRK 
GKRQKSQLISQRLERHFLSGKN 
RQKRPSKMAGPDGAAPLEPGA 
VAAPMGPKSSRGSPGRAGKAA 
ETS*SPGRAGKAAETS 


26324 


56692 


A 


26471 


327 


981 


ASYQKFFQLLPDCNLAPSPHPQ 

VPATPSTSWGHLSKPPGAFRKR 

HSSSRCPICAGHQWGGGQRNTP 

TAAHFRRLSAGSLQLCPQLRVS 

PLTTGSLPPRSREPPRTPAPPSPY 

PNCRPLPKSTRTPSVGWSGPPSC 

GTRLQSHPQEAPAG*GSVRRPF 

LGP*RMPS*ALL*KHTGGL*GPP 

HPPMPTMCQPKQASKLQLLNC 

PQPSPSQGAGATMGNVG 


26325 


56693 


A 


26472 


336 


923 


LKNIFLSLPRSINIRFATLLDTPG 

VENLV1ACLQKHS*PYF*GS*N1 

CLSFQDGTLYHKMHAVCLKCL 

*KPSLLSLL*DIEYIRSHYNIEDFI 

YFSHHQREEHGHMHHFALNPIF 

RHYTKFFLKVYL*SCTQTSVLS 

LSDILSPK]*IAVFQFQNPYAHSL 

TSALHYLVPVRPRLLPGLDDQC 

PGHNTFPVVSIN 


26326 


56694 


A 


26473 


97 


298 


DNLTLLPRLECGGMIMAHCSLN 
LTFSSDP AAS AS* V AGTTGT* H 
HAWIFVFLCNWLRNRGVTVKK 
RS 



3552 

BNSCXXIO: <WO_017S067A3JA> 



wo 



01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unknown, 
*=Stop codon« /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


26327 


56695 


A 


26474 


1958 


3269 


KFTMSILKIHARELFDSRGNPTV 

EVDLFTSEGLFRAAVPSGASTGI 

YEVLELQDNDKTRYMGKGVSK 

PVEPINKTIAPVLVSKKLNVTEQ 

EKIDKLMIEMDGTENKSKFGAN 

AILGVSLAACKASAVEKGVPLY 

HHIADLSGNSKVILPVPVFNVIN 

GSSHAVTKLAMQEFMVLPVGA 

ANFREAMPIGAEVYHSLKNVIK 

EKYGKDATGVGDGGAFAPNIL 

ENKEGLELLKTAIGKAGYTDK 

VIVSMDVEASEFFRSGKYDLEF 

KFLDDPTRYISPDCLADLYKSFI 

KNYPVVSTEDPFDQDDWGAW 

QKFTASAGIQVVEDDLRVTNPK 

S VTESLQACKL AQ ANG WC VM 
VPHHSGETENTFITDLVVGL*PG 
QLKTG A PC* SERL AK YNQLLRl 
EEELGSKAKFAGRNFRNPPAK 


26328 


56696 


A 


26475 


2 


684 


HSGSSLLHFPILLINRKGFSPTG 

MISLMCNRIVLSTHAKLQSCTP 

SNLPSQLPIGLSMSTPTKYRKLS 

FPGKTSQNITVPDSIVSPTFKETL 

EFISKGGSSTCIVSPGPA*SLSNA 

KSCFPWYTPSVKP*PRPSSSNST 
PKNIPETVLSANRGPLKRTTPG 
NFSSPDLSCTFTGQPPSIWRPLL 
KLVSGFKQAEPLLTIGNCQK 


26329 


56697 


A 


26476 


1284 


2339 


APPSARGACAASRRAAVPALPT 

PPSVCSGSHMSTY WPA APR* *T 

PGSSTAASPSPAASRAPRAASPV 

LTASPPLPAASPSPAASHAPPAA 

SPVLTASPPLPAASPSPAASPAP 

PAASPVLTASPPLPAASPALAAS 

PVHTASPPVHVASPPVHTASPP 

VHVASPPVHTASPHVHVASPPV 

HTASPHVHVASPPVHTASPPVH 

VASPPVHVASPPVHIASPPVHT 

ASPHVHVASPPVHTASPPVHVA 

SPPVHTASPHVHVASPPVHTAS 

PPVHTASPPVHVASPPVHVAYP 

PVHVASPPVHVASPPVHVASPP 

VSCSGDSTSDCFPPQPGAVFPHS 

LAPSLGGWSHLVAALP 
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SEQIO 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in tiSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~lI»kno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26330 


56698 


A 


26477 


131 


544 


TGRPLPRPLKTQEIPSGCGVMG 

RATPGTSGLGDSVRRVRGAIPA 

PRSSLGRGFTCV*LTTGAQLAPS 

LVPAAPRJLPAALMDIQPEPLAS 

AAPAATGPAQVTAATPLTTASA 

TPLTTETACSLGSSA ASPL A PRA 

HCV 


26331 


56699 


A 


26478 


1440 


1877 


PFQNLFQRJNJERTSCLCCLCMGA 

TWASLRALCCSPSP*HGW1SW 

WWSTPTPFANGSVTSCSALTRS 

RWRPTWSEASGLWHAPAALL 

WKLRPLTPCFRSPISLSDLDLTS 

HHQQGAPTMHTCLGVGSSSWE 

LQAIFVLSYWFSPLHC 


26332 


56700 


A 


26479 


56 


345 


1TWHLGLMMLSRSLGL*SGISFI 

NFPM\K*EMIPY*ICLS*IQNLFQF 

PKVRPKGSQFGQVKH 


26333 


56701 


A 


26480 


392 


634 




26334 


56702 


A 


26481 


416 


601 


FLITDPRIWKASSDPSAKLFTFP 

SGFLM*AGTWMKLETIVLSKLT 

QEQKTKHCMFSLISGS 


26335 


56703 


C 


26482 


34 


279 




26336 


56704 


A 


26483 


173 


307 




26337 


56705 


A 


26484 


196 


527 


SAVAAACSRPEEDAMELVLVF 
LCSLLAPMVLASAAEKEKEMD 
PFHYDYQTLRIGGLVFAVVLFS 
VGILLILSRRCKCSFNQKPSGPR 
R*GSPGGRTSSPPIVIQQKPQKAE 


26338 


56706 


A 


26485 


597 


797 


PSENELKALGYTSSAWKRFSEQ 
QWGLSLGSSAPSWRLPW*GDW 
ELPGEPGGDSSHRPFPGPIPRAP 


26339 


56707 


A 


26486 


-> 


184 




26340 


56708 


A 


26487 


256 


635 


GC VAPQI REQH AQSTEN A A KPT 

RRIHSRQSEKPGRWRHGWRAG 

GWRRSKRAPARHRPRCPAVCP 

RDGEDCSREAAGA*GLSGSSAC 

PTSSTGASCCFCVPGQLNSVGF 

AVLGSKVLWTPGESPFCQ 


26341 


56709 


A 


26488 


1 


378 




26342 


56710 


A 


26489 


1 


571 
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SEO II) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Jasi amino acid 
of peptide sequence 


Antino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \-po.ssible nucleotide Insertion) 


26343 


5671 1 


A 


26490 


105 


849 


RRQDSGQSPAWPAGALLLTLLT 

HCAVPGSWAQSVLTQAPSASG 

TPGQRVTISCSGSSSNIGNNPVN 

WYQQLPGTAPKLLIYRNNQRPS 

GVPDRFSGSKSGTSASLAISGLQ 

SEDEAQYYCAAWDDSLNGSYV 

FGTGTKVTVLGQPKANPTVTLF 

G A VTV A WKA DG SP VKAGWET 
NKPSKQSNNKYAASSYLSLTPE 
QWKSHRSYSCQVTHEGSTVEK 
TVAPTECS 


26344 


56712 


A 


26491 


129 


1191 


RSRPQCLGPQGRRVTISCTGSSS 

DIGAGYDVHWYQQLPGTAPKL 

LIFRNSNRPSGVPDRFSGSKSGT 

SASLGHHWGSRVEDEADYYLP 

VPIDSSLSGSTVLQARGELRQEP 

TSSS ARRSM KKG RDLGE AQLQ 

LRVEKTGLRTISSMAWSPLFLT 

LITHCAGSWAQSVLTQPPSVSE 

APRQRVTISCSGSSSNIGNNAVN 

WYQQLPGKAPKLLIYYDDLLPS 

GVSDRFSGSKSGTSASLAISGLQ 

GAGTKVTVLGQPKAAPSATLF 
WPSFEDASDDEAEL*CAIRDYY 
PKAVMVA*KTN1TPLKQGKDTP 
SPSLLTPSSDEVKSYKNLLPGFP 


26345 


56713 


A 


26492 


283 


840 


TLPAGFTDViSIHKTGENFCLIC 

GINGRFAVHCITLEEAKYKLCK 

VRKIWFHDAHTIHYLDSFVKVN 

DTV*TGKITDFIKFDTGNLGR1G 

VITNRKKHRGSFDVVHVKDAN 

GNRFAPWLSNIFVTGKCNKPWl 

SLPRGKGIRLTIAFHSDKWFCSD 

ISVQNLCKRFSQGDTGIKNSEA 

RRCSNLQV 


26346 


56714 


A 


26493 


1 


843 


MARGPKKHLKRVAAPKHWML 

DKLTGVFAPRPSTGPHKWRECL 

PFIIFU^RNRLKYALTGDEVKKIC 

MQRFIKJDGQVR\TDITYPAGFM 

DVISIDKTGENFRLPLTPKGSAF 

AV\HR1TPEEGQVQSCAK**RYI 

VGTKRNPFI* VTHDARXTI R\YPR 

NPLIQGEMDTPFQIEFKKTWPR 

LT*FPSKVPNTG*PCVMVTWRC 

LTLGRl\GVn\NRERHP\GSFNV 

VHVKDXANVNRFAVTRLSNIFVI 

GKGN\KPWISLPRGKGIRLTIAE 

ERDKRLAAKQSSG 
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SEO H) 
NO. 


SEQ II) NO: 
(>r peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40,2l7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=po$sible nucleotide 
deletion, \=possible nucleotide insertion) 


26347 


56715 


A 


26494 


375 


1327 


QPYFPMETVMTLEGGQKPVME 

SYTLHYLPCLLCLPWRNPESSE 

WQRQLLDFPLASAPGSGLTQH 

MAAPKSGQNLEAKPKGQASLV 

LSSRKICGVLSGACAACPGGPA 

R*VDPA!PFPLAGEAGLEGRPRP 

QRCAAKWQSRDLIPGLPGSTGL 

PFPPY/PPCSPGALLSQSPPQAAG 

SLLARTPHAQGCPPPRLRPARIL 

PWPASSARRYTPQPSRKGTQRT 

PLFSLNLLETTTASYSLDFLLTA 

PEGFSPLFTASQEHDQNQQEHD 

FLLQDEGLRSPVKTRARLPLGL 

HGDKVEtCAGPWSLGARESNLC 

SATSQRSAVAAGVPRAQPLPPK 

GKGWLDPPTWQGRRDTQRTLR 

SIHHRFYGYSARGWPGPLALLQ 

GFVRSLELPCAGSDQNRGQRLK 

GNPGAAFAIPKTLDFSKAGKED 

KGGNGVCTTPSQAFDPLPRSSQ 

SPLGNMAVSGSSSSGSWKSSGT 

QEKKSLNQKRKVDEAEKKEEK 

EKKKEPEPNFOLLDNPARVMP 

AQLKVLTMPETCRYQPFKPLSI 

GGIIILKDTSEDIEELVEPVAAH 

GPKIEEEEQEPEPPEPFEYIDD 


26348 


56716 


B 


26495 


1919 


2074 




26349 


56717 


A 


26496 


179 


431 


PPTSLIRVSCTSTSTSLCTSWLCS 
SLSWLYSWAGPFFSGKMTASC 
RGSGQINREIVLMLLLRS*VFVV 
ISPLEGGSETSPFMDL 


26350 


56718 


A 


26497 


37 


199 


DGLPGLALGLDAQASWSASVV 
TGHRPPAPPGLALGGCHGPAAP 
P*SGPAGSPCH 


26351 


56719 


A 


26498 


3 


224 


TGHRPPAPPGLALGGCHGPAAP 
P*SGPAGSPCH*TAPRGAGTPLP 
GSRRTGTSPWPHPPGLPHIPDVT 
GGHRH 


26352 


56720 


A 


26499 


151 


403 


MPRHRRSASVVTGHRPPAPPGL 
ALGGCHGPAAPP*SGPAGSPCH 
♦TAPRGAGTPLPGSRRTGTSPW 
PHPPGLPHIPDVTGGHRH 
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SEQID 
NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ^cid sequence ( X=tinkno>vn, 
*=Stop codon, /==possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26353 


56721 


A 


26500 


1 


465 


VSPKLLPSYASRPYLVPNALSSP 
SVPPALSASSAPPRPATRRRPPP 
RGLSASWPLRRRSRQDAGAGS 
RRLRERQNRG RRRSDL APTLG A 
GLRRDRPGRQPRPGKALAPFAV 
PRPRTNFRGRS*KSGSQRTRTPP 
RREIC RTH SRDRPRKL VRG RGT 
ANG A RA LPG RG WRPGRSRRSP 
APSVG ARSERRRPRFWRSLRRR 
EPAPASCRLRLLSGHEADRPRG 
GGLRRVAGRGGAEEAESAGGT 
LGDERALGTR 


26354 


56722 


A 


26501 


1 


1344 




26355 


56723 


A 


26502 


548 


689 


LGKFAPGLTASKAEATAAELCL 

KYPLEICTFL*GCVCVCVCVCV 

CVL 


26356 


56724 


A 


26503 


154 


476 


TLA*AAAASTSCSPRPPPPSPAS 
TTTR WRAP WRTR* EPPESLCTG 
MRSWPSGMTACTQTPSTAPPSP 
HPPSLSDSSALCSSASVRRMWI 
MKRLKPSMMHVLCMTVDL 


26357 


56725 


A 


26504 


920 


1420 


TLA*AAAASTSCSPRPPPPSPAS 

TTTRWRAPWRTR*EPPESLCTG 

MRSWPSGMTACTQTPSTAPPSP 

HPPSLSDSSALCSSASVRRMWI 

MKRLKPSMMHVLCMTVDL*LI 

PTSTPTT*PSELLAPSPNSPIDTT 

QMSGLTATSVPKKLAFSWQQL 

CYISLIQPLSL 


26358 


56726 


A 


26505 


1118 


1403 


AGWDPSFLISFSGLSNAISSSSSS 

LSSQ*ESNASA*YSSATSGSSGIS 

WYPRSDVASSTIDSSSWRSMEG 

IG*DSGRFSKVGSSDSSSLPCHL 

SS 


26359 


56727 


C 


26506 


29 


379 




26360 


56728 


A 


26507 


3 


948 


GVSLCCPGWSAVVGSWLTAAS 

TFRAQAILSSSWAYREPPVRVG 

RRPQPPLLLTRAQGRVISSSFRH 

LHDFVWRTAGKESTSGANETG 

PLPERGRRPGGRGPGSRSPRSH 

AVQREGAAGSVPAAGRDGGRA 

GHDVPHEGQRAEAAAGEAGGE 

FPLLLSDRRGRARRSPAAGALQ 

SRPGRARHLLHQLH*GP*EEVS 

L*VQQRGAVSGVDGGSASGQL 

RVH A EKAHLLQERN PEG * RAK 

DPLGTVSALSEEARFQLRWLAG 

VSAGHGGQRAAGRDWPCPAM 

NRLAMPGSVLFWFLVFGSGFH 

CVAQARVQWCHSSL 
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SEQ II) 

NO: 


SEO "> NO: 
of peptide 
sequence 


iVU't 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodoii for peptide 
sec]uence 


Nucleotide locsition of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X'=Llnkiio\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26361 


56729 


A 


26508 


31 


202 


1LITYIIKLINQADFSTP*FMSHIJ 
VSSRJLCTEKW>JFHFPPHF*D*Q 

QTFCTLQFL 


26362 


56730 


A 


26509 


471 


1716 


FKRGQYGQLLRPRFHHGQILYA 
RRQGADAAGDSDFCTEWPAAL 
DSDEKCEKHFPI EIDSTD Y V\H M 
GPSVRNPRARVVVLRWL RH LH 
ES A A V EG L A VFPP A RR H R R PI • Y 

sipspsqaftpavlatrvtgol (i 

ghtqiqnptvaptilgntp tfi if 

tcfrifslprhlfpkdkwrtlc. 

apflrtlllvg1 ess vh lsg 1 1 )p 

dllvfeqsptylntrsssnrwl) 

rlrilicamnldkqtttincimlp 

steapsstthqdlvvntnstsy 

skelttdfwarftslnesittki 

nkvspstdfisnpdnktispffi:p 

IDTKLSHMPVPPGLNSSKQLl.N 
KTKGYNSRNHTSANEDEVSVT 
SKTWLVSVALCTSVIFLGCCIVl 
LASGCCGKQQGQYKPGQRKSG 
SLQIKNRNHMKENSS 


26363 


56731 


A 


26510 


410 


867 


LLTLSRTTPLMSLGFPGIPKMIN 

RPRQSSPI KLQN SSSLSN L L F Fg 

EDSSTLDSGLERSQGLDSTGGC; 

EDICRVWTAS*SFICLSDPQKVQ 

IQSAPNRKAWCLVILVVVSHSS 

TPFSWQKVMKWIKKISFRVFAA 

GQGLLGGYSNPRYSFSF 


26364 


56732 


A 


26511 


135 


756 


VITILTPMLADRTRRIERPI'KKK 

GTTSLGQRKWLL'I QDWPSVYP 

VA\HPFKPSAVP\LPVPNGLSSK 

KRACPWQ*EGMLELLKI\PNFS 

GF*LPVGN*KSTCEALKDF/CAL 

SGPAALGQWTRKC*GR/PFSIM* 

QH*LWFHQDHPVRNPRARVSS 

LKSKAFSV*I*HDHAKKTLITLV 

GERYCKTPDVLTIKQNRWPLRS 

QITIMPVYL 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stnp codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


26365 


56733 


A 


26512 


161 


2150 


YLDAEKMGQICASQQLALKDSK 

EVPVVCEVVSEAIVHAAQKLKE 

YLGFEYPPSKLCPAANTLNEIFL 

IHFJTFCQEKGVDEWLTTTKMT 

KHQAFLFGADWIWTFWGSNKQ 

IKLQLAVQTLQMSSPPPVESKP 

CDLSNPESRVEESSWKKSRFDK 

LEEFCNLIGEDCLGLFIIFGMPG 

KPKDIRGVVLDSVKSQMVRSH 

LPGGKAVAQFVLETEDCVFIKE 

LLRNCLSKKDGLREGGASPGSL 

RLAAPGPPLTLNAACPLRLAVL 

AAMAAAALPAWLSLQSRARTL 

RAFSTAVYSATPVPTPSLRVDD 

LHLTEIVGMLDSVLTPEDSSGK 

YRFISGEVLCRITGCFTGVRVEA 

KDLFGGCCSNPNEVMVTWIKVl 

VEKEVWLYLRYiLKALPPRTEK 

MAVDQDWPSVYPVAAPFKPSA 

VPLPVRMGYPVKKGVPMAKEG 

NLELLKIPNFLHLTPVAIICKHCE 

ALKDFCTEWPAALDSDEKCEK 

HFPIEIDSTDYVSSGPSVRNPRA 

RVVVLRVKLSSLNLDDHAKKK 

LIKLVGERYCKTTDVLTIKTDR 

CPLRRONYDYAVYLLTVLYHE 

SWEYWKEWGKK*D*SRHGKSI 

YGENSSSERKYPGICRFSR*KLL 

RKNMGN^LKKSSLGTKEIEEYK 

KSVVSLKNEEENENSISQYKES 


26366 


56734 


A 


26513 


3 


1186 


PASTMSIRVTQKSYKVSTSGPW 

FFSSCSYLSGPSAHISSLSFSRAG 

SSSFQGGLGRGYGGASGMEVIT 

AVMVNQSLLSPFIDKVQFLEQQ 

NKMLENKWSLLQQQKMAQSN 

LDNMFESYINNLRWQLETLGR 

KKLKLEAELGNMQGLVEDFKN 

KYEDEINKYTEMENEFVLIICKD 

VDEAYMNKVELEYRLEGPTDE! 

NFLRKLYEQEIRELQSQILDMS 

VVLSMDNSHSLDMDSIIAEVKV 

QYEEIANRSWAEAERMYQN*Y 

AKLSQLEAALQRAKQDMALQL 

HEYQELN4NFKLAQDIVITTYRK 

LLESEGSWLESGMQSMSIHMK 

TTSGYAGSLSSAYGGLTSPSLS 

YSLGSSFGSGAGSSSFSHTSSTR 

AAVVKKIEAQNGKLVSKSSDV 


26367 


56735 


B 


26514 


361 


1215 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in IISSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor tiist amino acid 
of peptide sequence 


Amino acid sequence ( \— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26368 


56736 


A 


26515 


230 


561 


VRTFIHLFCEAAAEETPVFTMA 

NEKPTEEVKTENNNHINLKVAG 

QDGSVVQFKIKRQTPLSKLMK 

AYCEPRGLSVKQIRFRFGGQPIS 

GTQRNLS*KKESVDAASFIVVL 


26369 


56737 


A 


26516 


1242 


1415 


NSPSDSSLVWAWRRPQSRSWS 
ERGGGANNRGGGRLLGNSVFG 
RK*LPHRRVSRVPNTK 


26370 


56738 


B 


26517 




585 




26371 


56739 


B 


26518 


258 


1081 




26372 


56740 


A 


26519 


42 


275 


TFAWSEEGTSPPSIQSSWDPRCP 
HRNTPAQTGKPPKRAWPRHPV 
HH*EPHGDQQDDGPAVSPP*SY 
SQYPWPEGLDV 


26373 


56741 


A 


26520 


646 


1905 




26374 


56742 


A 


26521 


6510 


7361 




26375 


56743 


A 


26522 


1 


879 


DCQDK VPRRKEPSMCSG LLRV 

KSWVSLQTYWKPRATQGVYV 

LPLTEERMVVLGASRVGKSSIV 

SRFLNGRFEDQYTPTIEDFHRK 

VYNIRGDMYQLDILDTSGNHPF 

PAMRRLSILTGEAHWCLGWGG 

RARAWVRSVLGT*QILEVKSCL 

KNKTKEAAELPMViCGNKNDH 

GELCRQVPTTEAELLVSGDENC 

AYFEVSAKKNTNVDEMFYVLF 

SMAKLPHEMSPALHRKISVQY 

GDAFHPRPFCMRRVKEMDAYG 

MVSPFARRPSVNSDLKYIKAKV 

LREGQARERDKCTIQ 


26376 


56744 


A 


26523 


2 


478 




26377 


56745 


A 


26524 


120 


1167 


GHVGHMCTGQHMASAYVGRV 

NVLRKEVDRACFGEICAKQ*VG 

S*EELWAIWGQGREVCLGIEEA 

G A 11 STRHCNSQNG V R V W AP Y L 

WALEAAPV*VQDRSSPGSQACS 

LPSPCALTMGTGIMPLYQEAK 

WKPRQRPGTSGGTVSSEPHC*D 

AGSGCWLCQPGLREVAHVSAE 

ITYTSKHSVEVQVMVMSENILT 

GTSGSDSVDWSSKGRGYTAAS 

LLRAEDAPGPGPKVLEVPPVVV 

RCPFYFSLGGRWQRSGHLT*LE 

TKWRNGDIVQPVLNPGKSRGH 

QQQVPLLTGDA*EAGALHGFV 

HGGKXEAPWPLHSCPLAHCCFS 

GRYNRPGAVAHACNPSTLGDG 


26378 


56746 


A 


26525 


225 


438 




26379 


56747 


A 


26526 


216 


364 
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*t 



u 


SEO n> NO: 
uf peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide loc:ition of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vii, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion! 


26380 


56748 


A 


26527 


2 


397 


SCCSDWSAIV1A*SQLTAISASWV 
QAMLLPRRPE*LGGSNPEG I G* 
SERRLCHYA/HSLGDRARIHl H 
KKGRQEGSKEMSRAQTRRVW 
HATMETEQKQNYGRL*CCSPS I 
NTRRRTSMRKNKAIAREIERYS 
KGI 


26381 


56749 


A 


26528 


312 


1061 


QQTLYSFGVSFYFSS YCLII-Sl IG 
CSSSSICRRARLYHWAAPFRPP 

g rkrrdctgqrkts ag e pe 1 pp 
plhhhhhhyshhhhrhrhhh 
hhhhglqrssknfllwpemlf 
cgsrrlgraalfllrsfsupak 
qgaesllgkqs*k:hlastqcgp 

RGRGS*EKWPRAOLGRKOI*SI S 
AAGAAGLAHGPQDSLVLERAG 
EK*SGLRGEGNRPFGGSSSLGG 
HPLLQRSPAESSPAGTG VR I SM 
LEGRPASFR 


26382 


DO f D\J 


A 






t J J 


SSSl PrSPSSCPHTSFFI DAROI-P 
RTCRV VGLKEL* QKQG EPHCR ♦ 
QEREKSCSPSGSPDLGAPQPRA 
VTPSLGLCSSWHLQASRRHCTP 
RCPQWKR 


26383 


JO / D I 


A 
r\ 




j\f i. 


VF J \J 


RWKPKlRGSEGSAS*POGR*l 1 P 
^r;RRG\ATG<sAFSTl PKAFS^sAG 
DGPVPYSQGSSSLIMPRPNSVA 
ATSSTKLEDLSYLDGQRNAPLR 
TSIRLPWHNTAGGRAQEVKA 


26384 


56752 


A 


26531 


1 


1394 




26385 


56753 


A 


26532 


240 


1150 


LLLHVPSPSPASTGPPSCGPCWP 

PRSAPAAGRGSSSGCLAGEDPA 

TTHKSAGTG EC H RG P VG 1 ICGQ 

A HTGPS YPSGPPA SCG PA ASA V 

TRGQSCRSLTFRPG RHQI PG A L • 

QLPRGQGETGRTGLGHYLTLLS 

CSSRWPLPKSGDGSPSRWEYRD 

S*ERPGRRTAPRCCSRSTGLGD 

GLKKFPSSY*GP*KCAPSGCGG 

OAPWSAGGSTCPPDART* MPR 

ARARSWAHTGRPCFPRLLSIQA 

TP*RTGGRTCGFCLAS**GSRRG 

RPSSAESLPIPAPPGCGOH * • PER 

SARLSWGGGMRGPR 


26386 


56754 


A 


26533 


1463 


1627 
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SEQ ID 
NO! 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ in NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
code 11 for peptide 
sequence 


Nucleotide localiun uf last 
codnn for last amino acid 
of peptide sequence 


Amino acid sequence ( \=lInknown, 
"^^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26387 


56755 


A 


26534 


1 


1758 


MHKYVRYSTVHNSEDMESTQ 

MSINDRLDKENIIHIHRGILCSH 

KKKQDHVLCKNIGEAGNHYPQ 

QRNTGTEKQIQCVLTYKWKLN 

NKNTWTQSEEQYAVGPVGGRI 

G RLTNN R H TQDSES WVRG VT A 

FWSRGANNALDIPAFIIKFSEGR 

GSLHTHDGPPGPTSSLKLSFSHS 

FDSTGLCRPHDLVLGLIIPTMVN 

ITSQLDWLEDAQMAGEALFLE 

GKLTTRKDIYTENPSLHHHHQR 

PKVDKTrXMGKKQNRKTGNS 

KTQSASPPPKERSSSPATEQSW 

MENDFDELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGKFRDKRIKRNEQ 

SLQEIWDYVKRPNLRLIGVPES 

DVENGTKLENTLQDIIQENFPN 

LARQANVQIQEIQRTPQRYSSR 

RA TPR H 1 1 V RFTK VEM KEKM LR 

AAREKGRVTLKGKPIRLTADLS 

AETLQA RR/D VG ANIQHS* RKE 

FSTQNFISSQTKLHK*RRNKILY 

RQANAERFCHHQACPKRAPEG 

SAKHGKEQPVPAAAKSCQNV 


26388 


56756 


A 


26535 


620 


886 


INGVILSKPPLPPISTTPIAGALLL 
PLTKEQRGDF* KPSRNMRTSC W 
KTPESRANFLKFRPRSHCLTRM 
GSSCLLPSKTCLSSSSTFHH 


26389 


56757 


A 


26536 


237 


415 


RCLQRPSAGTAGHPPSAGRPPL 

AAGLAG*RARHRSDLPGSAASS 

QESWCLRAALPEAPA 


26390 


56758 


A 


26537 


373 


691 




26391 


56759 


A 


26538 


2 


233 




26392 


56760 


A 


26539 


5 


68 


ALQWEEKHEL*EQSLHRKPGG 


26393 


56761 


A 


26540 


184 


434 


GGRRGCTVGEAAVTQSLSLCS 
HEGRAIRHQRDSAS1VLLDQ*Y 
TRHPVLDKLLAWI*ALAEDKAT 
LGSAIAAEWKITPAFSFP 


26394 


56762 


A 


26541 


466 


683 


GRPHSLPHPHADSSELTTDCS* 

WRWIFKHKTDHIRHQRVHTGQ 

KPFKC*Q*GKAFRHSFDVTKHQ 

RTDAVGLHQTCCLGGVLLWGA 

HWRGHPSYSLWSAHCCQHGGE 

GASGGGLSLHLDRLSLDAAGRP 

QPVLPPTGQNILVGPLPQISLCS 

RSLCVLRLDGLSQLSPGEEGSH 

SQKWTSQEVKLFRSRHQSTSDV 



3562 
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SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide lociition of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26395 


56763 


A 


26542 


194 


558 


GCDRPSRPRPGAPRPPAATASC 

PPRSC WPLVPSPHCP* PCRKRR Y 

PGERRTSPAPPVPPGPGRPAG*T 

PPCELRPSSTHVALLGLALPGSE 

GTGLRTSVRARDRLHRRTRERA 

AAGTAPGP 


26396 


56764 


A 


26543 


I 


248 


MVAIHNADDAKCWGDVEQLE 

LSFTAALPVLPHPSLPGERPLQE 

AVAFLCWLLVDVLLKATVSKV 

GGGSALASVARVMKLAQAFSPL 

LRILHKASTSSFRARICDSAHTPS 

CLLTPSGPERAGPLTQDSCQPSP 

HDSFRAPALLEPSSALSTAVASL 

RRREERLEPEQRVGELGSLGER 

QHEPSDNHDFQPKSKQEQLQK 

TLQPSGGPHCSSLLLMVFWWK 

QWRKTEPLKAERTGYKEKEIST 

KCSSSPSGQLSQSSAAGPAWPE 

DARPEATWSATLLSFDPRCKND 

SIEEPCSVHISCTAYSDPLKIHNS 

YRECGLCPEVNLEVADPSSSSR 

ELWFRAGAQGAGAMQGVTEL 

RPPEFVKSRKPQVGSGHMGNC 

LSKGKRFLGHCQYKQGLPQRH 

QLQAEERESGMRHTTGGAYAV 

LTTGVSPWWIWIWERRWPCAF 

PGKNEEPAGKVPFPSELVLTLQ 

RC**CQMLGGCGAIGALIHCCS 

ACAASPFSPWRKAPPRGCCFSL 

LASGRCAPEGNCLKGGRRQRT 

CQCGSGYESTGF 


26397 


56765 


A 


26544 


423 


621 


LPSRGAGLGTCSPPCLSLPSPPW 
APVRPEPPR*SPPPAPQRPVPSTT 
QGLNCAGAGHGTGRQLHR 


26398 


56766 


A 


26545 


1162 


2027 


MTPEPEWSLS*VGNYKRTVKRI 

DDGHRLCSDLMTsJCLHERARGV 

SRADPTMAG A E* PA ASLPCTGP 

QYGTVEKAWMAFMSEAERVS 

ELHLE V KASLK4NDDFEK 1 KN W 

QKEAFHKQMMGGFKETKEAE 

DGFRKAQKPWAKKLKE 


26399 56767 


A 


26546 


! 


504 





BNSDOCID: <WO 0175067A3JA> 
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StQ II> 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26400 


56768 


A 


26547 


3 


1215 


QTMYFLTPILVAILCILVVWIFK 

N ADRSM EKKKG EPRTRA E ARP 

WVDEDLKDSSDLHQAGAGGN 

AVEGVDQSKVNGRATGFASKL 

DIGKRRREGELETGSYPPKTHA 

YALKKSGPWNPGTWQHRKIVR 

GLQFYTVFFPHSSVLAFLAPVID 

PSVASSSSLRSSTTDNELAELSE 

FADADEWQESEENVEHIPFSHN 

HYPEKEMVKRSQEFYELLNKR 

RSVRFISN EQ VPME VIDN VIRVT 

GTAPSGAHTEPWTFVVVKDPD 

VKHKIRKIIEEEEEINYMKRMG 

H R WVTDLKLHRTN W I KE YLDT 

APILILIFKQVHGFAANGKKKV 

HYYNE1SVSIACG1LLAVF*NAG 

LVTVTTTPLNCGPRJLRVLLGRP 

AHEKLLMLLPVGYPSKEATVP 

DLKRKPL DQl M V 


26401 


56769 


A 


26548 


3 


263 


RPGEMACKYPLRCSGARVERL 
AKKKAHACLLWTATIKVITNSV 
KLRRSS*GNRLKPS1LC*DMKA 
LRQYPMPLRAWLLPMVVWVM 


26402 


56770 


A 


26549 


82 


318 


SGEAGKEEGTRMVRIRPEPKRS 
LLWTATIKVITNSVKLRRSS*GN 
RLFCPSILC*DMKALRQYPMPLR 
AWLLPMVVRVMV 


26403 


56771 


A 


26550 


91 


714 


SESLVLVWCGRVSCVLFCVCD 

VCVLVGGSGVAVRCFGGRGCG 

PRRVGRRWSC WCG WCG A VLl R 

RVCLAVMFGLALCVHPLLYPR 

TLLLRGQKVDRFKTNLSSGESL 

VTLVIFPAHGLARSRFLNLDVL 

FG VHFI A VEF WH A VG LI VNKQ 

VKGKILAKRINALIEHIKHSKSQ 

DSFLHCANEQRQT*QCAGPCIVI 

GPEPRQACLNTCIRS 


26404 


56772 


A 


26551 


29 


363 


FAKMTNTKGKRRGTRYMFSRP 

FRFCHGVVPLATYMRIYKKGDI 

VDIKGMGTVQKGMPHKCYHG 

KTGRVYNVTQHAVGIVVNKQV 

KGKILAKRTNVRIEHIXfCHSKSR 

DSFLKR 
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SKO It) 

NO: 


StQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in iJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon fur last nmino acid 
of peptide sequence 


Amino iicid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26405 


56773 


A 


26552 


186 


512 


FHLSKHRAPPYPVTAPPRTSWG 

SLVKQVNESNGSRLLRTSLVHE 

DLEGVSVVSGNfNCDSALARYIl 

ILETLIIYLISPRCWIIDSSGACSG 

LAMYLPLLGDDGVLLCTPNFM 

AWRSNRTQFMMRSSSHMVDAS 

PRGRHMSPREEAFGYSSRASHM 

LLSLLAPPWPQLMGRGLGCQO 

QERPQECVPLGMTRSPYSEIHF 

GSSRA LG SSPGSCAH EVLGPSl L 

TVNPFIPGSSVHVWPSNGNETN 

KLPHTRAGSCGSATCSVKRWG 

PQKPRPLPKPPLVPQALLLVRG 

PAAAREEAVQPPKEEVTQRPGG 

HSSPGVFAHLKGPRSVVEIRME 

YGEE+PPGRCVTSSFGGWTASS 

i_»/\/\/\VJr 1 olvlx/\ WVj 1 ovjVjr Vjr\. 

GRGFWGPQRLTEQVAEPQDPA 
LVCGSLLVSLPLLGQTCTEDPGl 
KGFTVRMLGPKTSWAQDPGED 
PRAREEPKWISL 


26406 


56774 


A 


26553 


1 


382 


FRTSCRQLSAAPPPARSPLRPPG 
GG/EPAPGRTSRGHRPQM*SGT 
PAPRPPARSTVSPASPLPKPRAG 

SAKTQGWKMWQPATERLQHF 
QTMLKSKLNVLTLKKEPLPAVI 
FHEPEAIELCTTTPLMKTRTHSG 
CKV 


26407 


56775 


A 


26554 


797 


1213 


AWLKFLLGTRRFLRFSKYSFSID 
SARSLVPGRWPAPGRTSRGHRP 

OM* ^nXP A PR PP A R QTV^P A QPl 

PKPRAGRCGSRPRSACR*GAPG 
SRGPAFPRRTPSVTRWALGLPW 
LQGLRTAFCWQILSRVTAATLP 
DKIH 


26408 


56776 


A 


26555 


1002 


1655 


KEFCIYNRNPNACSYGVAVGV 

LAFLTCLLYLALDVYFPQISSVK 

DRKKAVLSDIGVSGEPHPAGTP 

CTESTEGCPGHRRRKDNPLNEG 

TDAARAAIAFSFFSIFTWVSTAT 

AHOPTLVPFPH*APGWVVFPAS 

AQP*ASPACRGRQPCITPGSEVA 

GAPSTLGGQGRHYMDPSQDSS 

MPYAPYVEPTGPDPAGMGGTY 

QQPANTFDTEPQGYQSQGY 
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SEQ ID 
NO: 


SKO ll> NO: 
uf peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 

codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26409 


56777 


A 


26556 


262 


628 


QHFQTPWPWPLCAAAGTSAGT 

SHSGSSSGAFSSWPCWTAAEPA 

ARKRGRPAGSWSSPATGAPGR 

CRHRILSRGAGGSAGFVCSGLR 

G IG PLG 1 * LSGTFPG LTAGPETPA 

TERAPGASQHFR 


26410 


56778 


A 


26557 


1098 


1599 


RIRKSHHCINTVTLGRGNSLGK 
DFVRESPGGDRLNVGQTHICHR 
GLGRFAQPHGTSAGTSHCGSSS 
GAFSSWPCWTAAEPAARKRGR 
PAGSWSSPATGAPGRCRHRILS 
RG AGGS AGFVCSG LAESGL*ES 
SSPG RSQG * PQGQRH PQPNGLP 
APPSTSVSVLVRISR 


26411 


56779 


A 


26558 


440 


698 


IKLWAATFIKVCRLSFSCGMSIL 

♦RCTGSKSCCCCCRRPLWAGPT 

SCAGGCGCCWGPGPPAELGPD 

TPAAEEAAEACCWDAAIFLA 


26412 


56780 


A 


26559 


448 


576 




26413 


56781 


A 


26560 


513 


782 


EIWWWAWTKWCGCWVVSCF 

HLCGRHC*GTCWSSETWR*MC 

GTSGTAPPCECWREGKDDCGR 

DRPMETHGCCSSFSISSPRAGKD 

ATTGT 


26414 


56782 


A 


26561 


798 


1505 


FLRATSPSGHHFSYHLWiWlSLR 

SFLCNECSESCCLLNSSMWQAP 

GLSHYSLLLIWLWLVFQTLNPR 

HLLHLLPSPLNVVDRLCSCQHH 

HHO*CHHLHHNLH*NHSHHRH 

HHHQ* RLPLH YHLHQHHHHHQ 

NHCQQHHHRYHQHHYQHHDH 

HYRHHHPWLAGARALCDSND 

AGCPGSTGDGWRPYSADSDSL 

DALSFPRPLPFPDCQSLRGLASA 

VIQGYNWLVLTENHILFHLF 



BNSDOCID: <WO 0175067A3_IA> 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknovvn, 
*=Stop codon, /—possible nucleotide 
deletion, X^pussible nucleotide insertion) 


26415 


56783 


A 


26562 


1 


1073 


MHATNSSSVPQEIQVEALCPLL 

TQPQKSPSITSAMLCQLKKPQPS 

RSKEREADPISCGPECQGNWDL 

CVEAATGLYGDGHLRDSSRTR 

VLMTTGTYRDLQGLEGRAGHV 

AELHVLPVWAIQDRGYVLWC 

WTASLHPRDVAREQGFPNDCT 

W A LGCTLTAESTHTHS A A L A R 

OAYSQLSKKPTLLNEPEHITEK 

KFINLARFEALNSRTWLGVLY 

WIAQIQDVPVTVESTTGQRAAR 

iSPREADRTLVKGQVQGIRQTVI 

MSVPGRKEGDKLKEVSDGREA 

ANQAGMKWGKECKSSSGTEN 

AMSGKEVGILQEEKGDWSHGV 

VRGWQEKWMTYNFWACGRG 

KNATCRLEMTRTSENDLKHNQ 

EGLWHGRERAMLGDTHTLAW 

REEEMEQKQALRJHSLYGKTSG 

ORA! GSWWVFRFM(lMRSriS<^<; 

DCNGLVTEG*TLQSACIPEPTCS 

H*GSPAP*LHP*GAEKQSSTTEH 

SPCPGLPRQAERGAQPRVPPCP 

QDPADPCKFQWS 


26416 


56784 


A 


26563 


1 


387 


MESTEIGPHIYEQFTLTKMTRKF 

AWPSCLIVSGVGSCRWVCGLT 
D/CQE*SLRPSQSAGVCRRSTPD 
PVCLGVTRGGCRTEKIAACSFL 
WKLRPRGAPARCQPELSCM 


26417 


56785 


A 


26564 


47 


472 


LLRLHFWQEERLKPSRKKITKK 

HTKKRTASLILHAMICCRSLNSS 

KTKNTKCI NSINORI KII SI OK 

GDPLESTCRH*CCHVHRRTKAP 

GQRRVGRQHVVSAGNHRHPHK 

GDPLESTCRHATVTGQGLLEFA 

GGPLQTLFA 


26418 


56786 


A 


26565 


329 


615 


TKTEIGTRSINELRQQLFATTNT 

FFFPSIFGESNTTSTSLTLKNSAI 

WCPTGTiCLPEGRTGSNLCCSAA 

SAGDTQANRVWSGPSAN/C*QT 

CRRRSC 
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SEQ II) 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon^ /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26419 


56787 


A 


26566 


525 


716 


PTCLLTPPSKGRQTPYATGELR 

LASDGCPSGTKLPEEGAGSNTQ 

ANRVWSGPSANSSRPAEEGPDC 

CRTTCCRTTCWKPTTVTTCSST 

PCCQPACCVSSCCQPCCRPTCC 

VTSCCQPSCCSTPCCQPTCCGSS 

CCGQTSCGSSCGQSSSCAPVYC 

VSSCCQPSCC*SGPSSAGLLEFA 

EGPLQTLFAWVLLPAPSSGSFV 

PDGHPSDASRSSPVA 


26420 


56788 


A 


26567 


3 


390 


EGPCCKGWCC/RSPDTML/CPT 

ypITCRPGDSLRCLHHQGPRFQ 

AQN\CQPFGQTSS*LQEFFPIPQ 

WCLECRRALAGIWQVPLWDEA 

SLPEEGAGSNLCCSAASTGDTQ 

ANRVWNGPPANSSRPAGEEAD 


26421 


56789 


A 


26568 


658 


1005 


NSKYWTPSGPPPRLASGAIYGN 

SLSV*AAGAPYRNAGPLQPGCF 

PPS*SLPNGGIHPGPGPGSGPHL 

GPDG* M VGSQVQHDNELYFC/ 

APAGSYPLWVKALPQPPSQPFL 

KPVASM 


26422 


56790 


A 


26569 


1 149 


1715 


VLQLNLPGPVASWCSRDVGPPL 

ARPIPPPAPHTPLSSAGPSAAAP 

GPARQLPHPRGDSRTARLLPGQ 

GSS*SWR*GAWQSGCQSYRKP 

GLSV*AAGAPYRNAGPLQPGCF 

PPS*SLPNGGIHPGPGPGSGPHL 

GPDG*MVGVGPSGAGAAPEPA 

PGLWDPPGHCSQASTPPGACKE 

RETLPTALPRLS 


26423 


56791 


A 


26570 


32 


335 


LWSLFDHHVQRAVCDSRAKYR 

EGRRPRAVKVYTINLESQYLLI 

QGVPAVGVMKELVERFALYGA 

IEQYNALDEYPARRLY*SLSY*I 

YELTKCKDSQEKNG 


26424 


56792 


A 


26571 


407 


842 


TEPLITINRLQRRRRSAPVAAAG 

PAGTLARRAPAVTAERAAGPG 

PASVHRRPGWRRAQSGPAAAQ 

ALRPPPPR*PRDSASPLSRKELL 

KLLGTKHYGRLTATEAQAPQG 

QHKLLCRETGELVPHWAGSHY 

RGISNPINNIQDHIL 


26425 


56793 


A 


26572 


409 


614 


GLPPPAVGDRQRCLPVRH*RPS 
QTIRAEQEPRSAAPRKRRPKEG 
CRRSRGSSPLADNLGDLGSGGQ 
GG 
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SKQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Niiclc(»tide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \»possible nucleotide insertion) 


26426 


56794 


A 


26573 


3 


266 


GNHCRRQYRDAQ*WP*EAGRY 
SSC AG S A RLG KA KG\RG PQG V 
MGNE/MRSRRAQEFKKYLHSK 
TSR*KSHTGPEAELTSPGAKKE 
GCSQ 


26427 


56795 


A 


26574 


36 


384 


G WYCSSRSDVCSGGNSS AH SQ 

LPHOPLPRLRPGGSCHPRESSSP 

SKQRGG P VG DRQRCLP VRH * RP 

SQTIRAEQEPRSAAPRKRRAKE 

GTRRSRGSSPHPEKLGDLGSGG 

QEVRP 


26428 


56796 


A 


26575 


101 


334 


CSTSKEKWQCGLRAECSPVFPA 
TEVPEYSC+GRKPSHLSCHRAP 
TLEEAANRKWPCTQYDAIQNA 
CYYNDSLVLRLS 


26429 


56797 


A 


26576 


435 


761 


QGTNTWVPHWVLRLGLLHTSP 
PEGIAELPRSLPSLTEHQACQLD 
C V L V AIGTA I L V AQTATTSPPIC 
GEADAHPASTPLPPSWPPOGRO 
LSC*NPPLGPWPSGRVQTP 


26430 


56798 


A 


26577 


38 


236 


RLLPLENCCLSSASGTCAHQAP 
LLLCSCPNC*SCCCCHHCCCPC 
GCCCWHCHRPSTKGNSATFTA 


26431 


56799 


A 


26578 


1316 


1548 


FFSITGLSSVAGGQFVNLYLKR 
LNSNFIYLSGYVIVYINIYVFIYC 
PKFVLHVTLRTDCCKTIVKKH 
VFRLFLKAM 


26432 


56800 


A 


26579 


1 


272 


RPVMSRLDDFVAACAAMAKIK 
ARDLRGKKKEELLKQLDDLKV 
ELSQLRVAKVTGGAASKLSKM 
♦VRRPDHSPRGWGARVHRDRR 
RISKLA 


26433 


56801 


A 


26580 


1 


363 




26434 


56802 


A 


26581 


286 


867 


lYALSLGAGGAAASAGLCSNEP 

RFKARDLRGK\KKEELL\KQLD\ 

DLKGGSCPQLTRSPKVTERCGP 

PKLSKIRWVRKSIC/RVFSPVIYP 

DFRKENLQGNSYKG\KKYKPLG 

PCGP*GRTRAMRPPGSNICARRE 

NLEGPKEAGSGKGAAFTRCGK 

♦RGSRALRGRLCQLKHKENLKT 

KKQQRfCERLYPLRKYAVKA 


26435 


56803 


A 


26582 


164 


346 


LHPGRRPGLTHLGVPSPGPGPT 
EKLAPGKPSSAACAPSPPALD* 
HIAFGVDALCPTFGLN 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino Hcid sequence ( X'=lJnkiio\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide inserli(»n) 


26436 


56804 


A 


26583 


316 


723 


LVGGWGGLWGGLHGPLYGQA 

QGASPLLPPPPPAHRPPPHRl IS T 

EHGVEHPLVT*TAPLSPCPLGFR 

LGQLALHRGASTKGLLTGGVVV 

GLHSWPIGDGRATIHEAVVRAS 

PWSRLGTIHGVRGGRDVOEG 

AELPAV 


26437 


56805 


A 


26584 


177 


418 


RNPVVAQGLLCACRMFKVGNR 
TPSSSAEWPSSFAPPKKGPLl'KA 
TSEPLFPHPKRR/PLASVPSHRLC 
RPPLGASKTAPRD 


26438 


56806 


C 


26585 


149 


277 




26439 


56807 


A 


26586 


1037 


1455 


EESYGLLSVPSVTGSLLLQOI .H 
KLGCHQFGHSKKRR VSG I WM A 
VLPFPFRCQPHLLLLLENPRAN 
GPARQPTNHQPP*KAGTQ)LPNS 
VAPVQSQTGFPPTPARKARAP I 
WPG A ARPPGTASNKSPA RSPCS 
SPSFSILP 


26440 


56808 


A 


26587 


175 


450 




26441 


56809 


A 


26588 


77 


337 


RDHEPTRRfCKVRTH PN V R R N K 
LRTRRL*EL*HSLRGSAASFLKi: 
GRP WRSGGG AQRR* K Y WR K G 
KYSGKMQSWSRVYCSLAKVRA 


26442 


56810 


A 


26589 


1043 


1555 


ALRQGPEGARAPNMDSSVSRC 
QVPGPQVCRA V PTE! LAS PA V R 
RA P A A ALSSTTI W M PM S LC P W 
RPVL AACTSMTVRG RSTM Y 1 .P 
TTTGNAGCTWPKASLATRWLS 
SPMGRQARSLMLGAQV ri.SWD 
RSMPWRRRGRSSGRNLS rr WR 
LD WSLRRT WRSG RA WM SG I S T 


26443 


56811 


A 


26591 


313 


462 


VCFTPEPARPRIRQTRPDRRNSE 

HIRT/RRRKKLRTHLNIRRNKL 

WTRHL 


26444 


56812 


A 


26592 


630 


111 


KERRGREKKKEEEKRRRGRRG 
GRRRKRRRRRGRG RG RG RG R ♦ 
KERRGREKXKEEEK RR RG R KG 
GRRRKRRRRRGRGRGRGRGRR 
RGSRRFL 


26445 


56813 


A 


26593 


284 


461 


HSPGGSA ASFLKSVRRRTI \Q\R 
TH* FHIH KNRTFTSR*SH * RM RQ 
WDQREVKVLFL 


26446 


56814 


A 


26594 


573 


968 


AQRFCHSQWRCSSSRAVLECNP 
APLDTTPLSGRSKSSGRGCLVS 
LGL**PPSTRRSSHL*QPSSP*AS 
TFLQVRMTAPSGL* PQRPA • K L 
RSSPLLLTKNPFPEAAAF*SRGP 
P VSLKDTASLQA AFLG WP 
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SEQ II) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last annino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26447 


56815 


A 


26595 




699 


RGRSRANSPQLLLEGGADPTVG 

DiGHLSVGVGPVHNAVGACQP 

DQTTPKHLADNPGPWTLDALT 

YQPHAANSCHKRGfAAS*SLMn 

MVLIFLVLLFWENEVNDEAVMS 

TLEHLHVDYPQNDVPVPARYC 

NH M 1 1 QR V I REPDH TCKKEH VFI 

HERPRKrNGlCISPKJCVACQNLS 

AIFCFQSETKFKMTVCQLIEGTR 

YPACRYHYSPTEGFVLVTCDDL 

RPDSFLGYVK 


26448 


56816 


A 


26596 


2 


483 




26449 


56817 


A 


26597 


2 


1041 


WPQDGSCTWLAVAMGCWLAT 

QQGSLTRVPVATSGIQGCQAAP 

SPMWAAWTHGWASCYFRAAL 

QLPLPPG STGNGSMSTSTA YSA 

SSPGFM/YTKAQGERSDHKENV 

FYVQHQKYVGGATQAFAKEN 

NQKAYKETYGVSHITRHDMLQ 

IPKQQQNEKYQVPQFDQSTIKNI 

ESAKGLDVWDSWPLQNADGT 

VAEYNGYHVVFALAGSPKDAD 

DTSIYMFYQKVGDNSIDSWKN 

AGRVFKDSDKFDANDPILKDQT 

QEWSGSATFTSDGKIRLFYTDY 

SGKHYGKQSLTTAQHLQQYLT 

YKRSFSIVVDAIIALPPLKRAAW 

PKSRHPPQVGLMEVQHLFPIPN 

NFEEHV 


26450 


56818 


A 


26598 


116 


338 





BNSDOCID: <WO 0175067A3 IA> 
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SEQ II) 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
^=Stop codon, /'=possibie nucleotide 
deletion, \=possible nucleotide insertion) 


26451 


56819 


A 


26599 


971 


2485 


FISSCFVRACGTLNPGVTMFYVI 

LGKFCDFAEPWFPHVMQEQLR 

VVGKGLWGFVRVSLSGFRIHGP 

HQKTASLAQVHKAVLHDGRTV 

AVKVQHPKVRAQSSKDILLME 

V RA LPFSFLCPQSTFM WL VDE A 

KKNLPLELDFLNEGRNAEKVSQ 

MLRHFDFLKVGGTMQCRVWW 

SGGLMEFVDGGQVNDRDYME 

RNKIDVNEVRSRAQGCCAGER 

GVNGFVHCDPHPGNVLVRKHP 

GTGKAEIVLLDHGLYQVEEAFV 

TQPWGLWGQSLIWTDMKRVK 

EYSQRLGAGDLYPLFACMLTA 

RSWDSVNRGISQAPVTATEVG 

GPSRPCLFLNAEISHLLNHVPRQ 

MLLILKTNDLLRGIEAALGTRA 

SASSFLNMSRCCIRALAE*VWA 

PPSFPLLAP*ISFSEAFNLWQINL 

HELILRVKGLKLADRVLALICW 

LFPAPLCTVHVTILLLLWNPLRT 

LWPLSQGPQAELWHSSLFFSKK 

TQQPTFPFLVCAIGLDVPTTSVK 


26452 


56820 


A 


26600 


831 


1205 


RKEGQGPSVHPLGSGCFPPGHA 

FWEALEANTWVPCVRL*RTPV 

SAELLGLAPGGRWRAVNRDRG 

RVAAASSLGEPCYSSPADASFP 

RSDSGGLDRQGGSCRYPKELFG 

SHPQRARCTEGSLQVL 


26453 


56821 


A 


26601 


377 


962 


LFSIFITQDPKLRELLDVGNIGR 

LEQRM1TVVLKACV**LCS1*AN 

ASVIYIFQEWTNDHLLVL* SMC 

HLNLSPLLCSLHSIYRNREGGS 

WGRKKTIC*LRCFISQNDSIPQE 

DFTPEMQILE*NLV*KILIAWFFI 

VFSG AKS KP YLTVDQM MDFIN 

LKQRDPRLNEILYPPLKQEQVQ 

VLIEKYEPNNSLARK 


26454 


56822 


A 


26602 


1 


810 


MDAKKRKLYKYASTDSPAFAl 

TFI I M P YMENQAA KL A FERLSL 

NELVFSSEALTHSETFLPQPDNR 

HQNMSSTIHTAPIDTALGGNPA 

FLYLFLQDFQPTQDNSLASVTP 

SAGVSARLAPPPTPGPFTDVVV 

LDVLDEVGQGGEVESAAPESA 

G1GEEGGGGDACHGATSRAP*Q 

ASPPPPSSPIPADSGAADSTSPP 

WPTSSSTSRTTTSVNGPGVGGG 

ARRAETPAEGVTDASELSCVG 



3572 



BNSOOCIO: <WO__017S067A3JA> 
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SKQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hrnl 


SEQ II) iNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*-Slop codon, /=possible niicle<ttide 
deletion, \=possible nucleotide insertion | 


26455 


56823 


A 


26603 


28 


457 


GGIPDSTARLSILTPRHHLQKSC 
SCNGTATRFSGQSYVRYRArAA 
RNWHIHFYI KTl OPOAII 1 T'VN 

ALDLLAPG/NDGGRLAGDTSPH 
PVLPPQ*LLQPEHMPOWWEVL 
MDPRGRLCLQMS 


26456 


56824 


B 


26604 


205 


1722 




26457 


56825 


A 


26605 


n 


374 


VSPSRSGIPGSTHASGQL* IGDR 

S/GPMGPPITAT\0*nrir>SnA YH 

GLATLHALLPALPGAAGF/PSGT 

SEPCPSSPOGQHHHAGQl.GHD 

LPVHCSEDPRPQPPPLGGPLUDL 

PSLLWHSDFFI 


26458 


56826 


A 


26606 


69 


551 


QSGRSPQHVFPSVRGSGARSRG 

WILVHPSQYHFTNPQRIYSACGR 

SGEHISPGYPCS\DGHDAYDOO 
AnnTHHDAriFHXPRri^pR'spvr; 

QCC LLTGG S RSGTVSG ASA 1 PG 
GRRGG\PAQGGE\PASRNSSVEE 
LTARVLAPAPAPALASAQPTLP 
GFSISPSTK 


26459 


56827 


A 


26607 


476 


1016 


CLWLLSCLYCSLGDCCLWWAV 
SVLCQVSAPRQALCFAPGENGD 
GGQQG LRG A PPG PG PRG PA PQ P 
GPGYPGARQRGSPQQP*LSSEP 
GPYI RI SRSGGR*riPriRr'PSR<;p 

PGR* PVQAGDEDGQD AG S M I • T 
QPRVSEEGGTDEDQWSLPQEVP 
SASVPYQPLSHCQTVPASLQPH 
CLFS 


26460 


56828 


A 


26609 


247 


342 


RSIMPWLPKGSG WEVSSI PP» RC 
LHQLWSTSRNMAL/HVRVLQT 
EOAVKEYNAI VAOGVRVGGV 
FHSTC*WSLKRRINH 


26461 


56829 


A 


26610 


129 


272 


NDTVSGLGRLESPTLMRQRNV 

CSHCYPGSA1C*GYMIYKDALPR 

RTSL 


26462 


56830 


A 


2661 1 


133 


453 


OVDPNTVLRNAVHTNTYI OGI 

THPSANHKSLYTLLNNFLMICR 

LHTRRMHGKTGRVYGITQRAV 

GIVVNK*VTG0ILAKRIVP1EHI 

KHTKSQ*SFL*ELRPSPVAS 


26463 


56831 


A 


26612 


352 


543 


VPSINCGVPQGNMALMCRVLQ 

TEQAVKEYNALVAQGVRVGG 

VFHST\SDGSLKRR1NH*VPKKK 



BNSDCX:iD; <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ !D NO: 
of peptide 
sequence 


Met 
hod 


SEQ li> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino .icid sequence ( X^Unknown, 
'^=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


26464 


56832 


A 


26613 


576 


927 


FAERTRTHH*PKPRWKGALGC 

RARTAVTSRGCI.APSRRRRRLP 

GRRAASQPGPNADPKACRPWN 

PRGSQVHAKRNALCFSRASDAP 

PRPDASPGQIFPGRRRKECQTC 

KTRVRLGCL 


26465 


56833 


A 


26614 


67 


415 


ALARKLPTNFQWVKKIDASPGS 

PIPLN AP* PSPS VQTTPTTGHPG 

RALSTVSEVPGAGARLTYRVPF 

TRCKRSLILPSPVWVSRJPSTAK 

SPILISSPGGAHAASVSALTLVS 

GYE 


26466 


56834 


A 


26615 


87 


347 


GIRY*LCHGFYHAYLGFRRRTS 
SPLQVSRPPPPRGTQSEP^AQSP 
RSPELELGLHTASHSRAANAAS 
SFHLRFGFPGFHPRPSPLF 


26467 


56835 


A 


26616 


-> 


175 


GFVTSSFFLGCLSFPDAYDLVFL 
LARE*HWKH*TQSILTLIAQCVF 
PEQPKRLCWVS 


26468 


56836 


A 


26617 


539 


788 


EKEVPTLLDCCAALGQ*KCKMI 
QLLWKMV*SFSTKLN1LLPNNP 
A VVLLGI HLKELKTYVLTETCT 
LMFIAGSQRNLRDYFRP 


26469 


56837 


A 


26618 


843 


1136 


VKEQVYRRIAASRSVRRCSYQS 
RPGLLPTAGHHPQFHLYSDCHG 
NDIYSVYYQCEHGHAASSSETG 
VPRFPCPWWSETAQ*TGCASHP 
GPSAQRSAL 


26470 


56838 


A 


26619 


2073 


2329 


L VQTSRPPDPS W A * S ATVTRPE 
QASWARNLSRFPLLGMATVSG 
RGLPSGPGPRAMSPAGEPAPGA 
AEPAPPGSAAIPHRRPLLGQ 


26471 


56839 


A 


26620 


723 


1023 


ITLLGLSLIPLISRLPWTQSWGPL 
SFLSTPTSLLISSTPLILNTINSLM 
TLRFLPPGGAFP*TPEPCIPPTQH 
PH LD VSLTG I SN LPRPQSCFHCL 
HLS 


26472 


56840 


A 


26621 


99 


288 


CLCQNKLGEGRDDNFTSWQSS 

AC*TFCFLLAVDSAETTAAES*C 

CCCCCCCSAAGGWRRLVH 


26473 


56841 


A 


26622 


130 


450 


RQLKLTAGCAKSPWLFWLKSY 

HSLYLAAACLLGLTYTRLGRSQ 

SSPPIHSHEFPPATSL*QQLHGQ 

PA*WLYDGPATP/SIAPPAHLLP 

PPWRGGTPSPWLPPSPLQE 


26474 


56842 


C 


26623 


1 


672 




26475 


56843 


A 


26624 


408 


581 


LIKDESAPRTPQTVLASAQFCLL 
CR*ARCCRGGSCCCCCCCCCCC 
WWWCCCCYFGND 


26476 


56844 


C 


26625 


66 


264 
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SKQID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codoii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \-lJnknown, 
*-Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


26477 


56845 


A 


26626 


70 


551 


AAEDVWVYPSELYWPGPHGHC 

ETPRAGVFVVTSHEEGPGAGTA 

SSSSKGPSWARWGLEVSPLRWP 

SGQVGGAGSAESGQPLGSGFTF 

KAMGNLGESRARQAQLIHDRN 

TASHTAAAARTQAPPTPDKVQ 

MTWTREICLIAEKYRSRDTSLSG 

FKDLFSMKP*VSPLRWPSGQVG 

GAGSAESGQPLGSGFTFKAMG 

NLGESRARQAQLIHDRNTASHT 

AAAARTQAPPTPDKVQMTWTR 

EKLIAEKYRSRDTSLSGFKDLFS 

MKP 


26478 


56846 


A 


26627 


479 


961 


PQSSLQGNLQMPWGSCLDSST 

HYRPSLVGVDFQLPSFWLVICG 

TCKHCHRMLHSVALFWVPLHC 

GWSIPRPRCPHPHHPPPLRGPSC 

HPPSPPWACPPRTGVQSATCPF 

A*RPTWSFTCDPTTKRSMRGLT 

HILRSGEKRPLPALCARSTSGSA 

TTSPGT 


26479 


56847 


A 


26628 


1 


223 


MGAVQKAYNLQKKRRRRRGR 

RGRJRGRRG RG RRRRGRRRRK 

KKKKEEEEEEEEEEEEEEEEEEE 

EEEEEEEEE*EVEEEEEEEEEEE 

EEERRRRRKKKKKKKKKKKKK 

KKRKKKKKRKKKKKKJE 


26480 


56848 


A 


26629 


1 


341 




26481 


56849 


A 


26630 


78 


354 


ENDSFYNDL*ATQRRRRRRRKK 
KKKG EERRRKEKKG EERRRRR 
RRRRRRRRRRRRRRRRRRGRG 
RGRGRGRGRRRRRRRRRRRRR 
RRRRRRRRRRR 


26482 


56850 


A 


26631 


1 


327 




26483 


56851 


A 


26632 


4] 


246 




26484 


56852 


A 


26633 


1 


170 


RKRRKRKKRKKKKKFCKKKKE 
KEKEKEK\RRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRRRRRRRRNTNNETGE 


26485 


56853 


A 


26634 


1 


282 


MCIESEREEEEEEEEEEEEEEEE 

EEEERRRGRGRRRRKKKRKKK 

KKEEEEEERRRKKKRKKKEEEE 

EEEEERR/MRKKKKKKKRKKK 

KKKKRQSL 


26486 


56854 


A 


26635 


1 


396 




26487 


56855 


A 


26636 


1 


255 


MLWLPQPALGTRAAETLACSR 

RRRRQLYNCCLYLRRRKKEEE 

KEKEEEKGKEKEKEKKEEVKRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRRRN 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possihle nucleotide insertion) 


26488 


56856 


A 


26637 


1 


290 


MKKKKEGRRRKKEEEGEEEGE 

E/DRRRR.RRR11RRRRRRRRRRR 

RRRRRRJRRRRRRRRRRRRRRRR 

RRRRRRRRRRRRRRJ^J^JIRRRRR 

RRRR RRRRRRRRRRRRRRRTTT 

TTTTTTT 


26489 


56857 


A 


26638 


2 


423 




26490 


56858 


A 


26639 


3 


167 


QQKEDEEKEKEEEKEEEDEEEE 
/ERJIRJ^RERRRRRRRRRRRRRR 
RRRRRETQEAETI 


26491 


56859 


A 


26640 


1 


325 


MEKNEKEQEEEEKKEKNSKKK 
EEEEEEEGGGEE/ERRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRGRRRRXKKKJCK 


26492 


56860 


A 


26641 


1 


618 




26493 


56861 


A 


26642 


1 


291 




26494 


56862 


A 


26643 




155 


YRHLPKKKEEKEEEEKEEEEEE 
EEEEEEEE/ERRRRRRRRRRRRR 
KYEKKCL 


26495 


56863 


A 


26644 


1 


1410 




26496 


56864 


A 


26645 


578 


842 


TQEAELAVSRDHATALQPGQQ 
SKTPSEEEERRKKEKEEERRRR 
KKKKEEEEG/MKKEEEGRRRRR 
RRRJlRRRjmRRRRRRRRRRRR 

KKKEEEEE 


26497 


56865 


A 


26646 


215 


471 




26498 


56866 


A 


26647 


432 


761 




26499 


56867 


A 


26648 


1 


357 




26500 


56868 


A 


26649 


2 


281 




26501 


56869 


A 


26650 


533 


758 


EQKKKKKEKKKKEKEKEKEEE 
EEEEEXERRRRRKRRTRRRRRRR 
RRSRJU^J^JRRRRRRRJIRRRRRRR 
RRRRRNTEK 


26502 


56870 


A 


26651 


264 


429 


HRAAPATSDTQE*HRSNAFGEE 

EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEETLFSNM 


26503 


56871 


A 


26652 


1 


279 




26504 


56872 


A 


26653 


1 


795 




26505 


56873 


A 


26654 


1 


642 


MKJCCKTSVIGIATFYLSIPHIYT 

PPNQTSSFMACAIAIEVQLTSAE 

PASIGFPVQKSPCGHLQLNGYK 

SSSKQGFPTPLLKQESWNSSVKI 

TTCNVGDKKNINDRRSANMMH 

VNNFPFRRHSWICLDRVQSETL 

PQEKKEEEEERRRRRRKKKEEE 

ERRRRRKKKKKEEEEEEEEEEE/ 

RRGRRRRRRRRRRRRRRRRRR 

RRRRRRRRRRJUCKERJSSL 



BNSDCX:iD: <WO ^0175067A3JA> 
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SKQ ID 
NO: 


SFQ ID NO: 
of peptide 
sequence 


Met 
hod 


StQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=vStop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


26506 


56874 


A 


26655 


1 


1167 


MAPKPQAARLPSCGTRSQGAA 

RPPPLGTAAAYRPLSSRLLTGPP 

PASSSWLAfHFRlRVGSSGQGN 

QRIKYLGIQLTRDVKDLFKENY 

KRLLNEIKEDTNKWKNIPCSWV 

GRISIVKMAILPKVQAILMLVLF 

LHLFCKYNIVGMENAGNGHD 

WSLDRJHILMQASANQOATQLAI 

SRPSNQSKAQDFLRLLRKEKQT 

ALDTFAPLKEQAQKWNEDGIR 

SSVIPGIQHQSLLLAVLTFNSSK 

TSLGDRARPVSKKXKEESRKK 

KKKKKKKKKKKKKKKKICKKK 

RKRNKNKKKNKKNKXKNKEN 

KKKNKKKKEKKKKERKKKKR 

KR/MEEEEEEDEEEEAEAEEKE 

RKERXRXKEKGRREGRKEGKR 

EG KG RRG RG RRKN KEERRRSR 


26507 


56875 


A 


26656 


342 


616 


RJLHKSFRKLLCKGSFCSTRSPT 

REIRSKKKEEEEEEEEEEEE/ERR 

RRRRRRRJIRRRRRRRKKRKRK 

RKRKKKTKTKTKKKKKKKKK 

KFCKK 


26508 


56876 


A 


26657 


1 


705 





BNSDOCIO: <WO ^017B067A3JA> 
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wo 01/075067 PCT/USO 1/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=:lInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26509 


56877 


A 


26658 


1 


2267 


MKVELMGFAEGLAVRVREQEE 

VRLNWKVELLWTDLRDVPKG 

ANSFRVSGSSGVEVFMVYNRT 

RVKEPIGKARWPLDTDADMVV 

SVGTASKELKDFKVRVSYFGEQ 

EDQALGRSVLYLTGVDISLEVD 

TGRTGKVKRSQGDKKTWRWG 

PEG VGA 1 LLVNCDRDNHRSAEP 

DLTHSWLMSLADLQDMSPMLL 

SCNGPDKLFDSHKLVLNVPFSD 

SKRVRVFCARGPEDVCEAYRH 

VLGQNKVSYEVPRLHGDEERFF 

VEGLSFPDAGFTGLISFHVTLLD 

DSNEDFSASPIFTDTVVFRVAP 

WIMTPSTLPPLEVYVCRVRNNT 

CFVDAVAELARJCAGCKLTICPQ 

AENRNDRWIQDEMELGYVQAP 

HKTLPVVFDSPRNGELQDFPYK 

RILGPDFGYVTREPRDRSVSGL 

DSFGNLEVSPPVVANGKEYPLG 

RILIGGNLPGSSGRRVTQVVRD 

FLHAQKVQPPVELFVDWLAVG 

HVDEFLSFVPAPDGKGFRMLLA 

SPGACFKLFQEKQKCGHGRAL 

LFQG V VDDEQ VKTI SINQ VLSN 

KDLIN YNKFVQSC! D WNREVLK 

RELGLAECDIIDIPQLFKTERKK 

ATAFFPDLVNMLVLGKHLGIPK 

PFGPirNGCCCLEEKVRSLLEPL 

GLHCTFI DDFTP YHMLHG E A YS 

LECRQHWGKNLYFRVGLKKK 

KKKKKKEKEEGQEEEEEEEEEE 


26510 


56878 


A 


26659 


1 


990 




2651 1 


56879 


A 


26660 


I 


235 


MTAKCVCGWGVGEREREKER 

EEEEEEEEEEEEE/ERRRRRRRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRJ^RJUIRRRRRJUIRRRRRRRRR 

RRRRRRRRRRRKI 


26512 


56880 


A 


26661 


1 


1101 




26513 


56881 


A 


26662 


348 


806 




26514 


56882 


A 


26663 


39 


684 


LRCENPISSHVGHVGVSLAHTR 

GLFSRLILADREDISENWCSLVC 

CVCVCVCVCVWWLCISLFPGD 

MMTLLMKKDTLTEEETAQFYIS 

ETVLAIDSIHQLGFIHRDIKPDN 

LLLDSKGHVKLSDFGLCTGLKK 

AHRTEFYRNLNHSLPSDFTFQN 

MIMSKRKAETWKRNRRQLAFST 

VGTPDYIAPEVFMQTGYNKLC 

DWWSLGVIMYEMLIGKLHG 



3578 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


26515 


56883 


A 


26664 




276 


IKSIDDTSNFDEFPESDILKPTVL 

SSAP*AVHV/RQGSESTLTSiSFP 

VATSNHPETDYKNKDWVFINY 

TYKRFEGLTARGAIPSYMKAA 

K 


26516 


56884 


A 


26665 


95 


405 




26517 


56885 


A 


26666 


3 


349 


GPGGWLSLSPLVL*ALES*KEEE 

EEEEEEEEEEEEEEEEEEEEEEE/ 

ERRRRRRRRRRRRRRRRRRRRK 

KREKKKSWVDCTEEVAKYVGL 

ASLRJSRVPPTDSTKEKTIEKVN 

RRK 


26518 


56886 


A 


26667 


I 


370 


MHVAWSCPTAQSSQATVDSGK 

TLAETESPIGLSSKVGGKNIRAG 

EWDELKYDRFPGQKPKKKKRK 

RKEEEEEEEEEEEEEEXKKKKKK 

KKKKKKKKRRRRRRGRRRMQ 

QSHPNPTSAILAPWA 


26519 


56887 


A 


26668 


1 


430 


MTFFPFDKRETDILLI LNFSMEH 

CTRGQDPLGYQTTKKGFKDTE 

TPEKESLESKAECLGRRRKKKN 

KEEKEEKEKKEKEKKEKEKEK 

KRKKKRKKKKKKKKKKKKKK 

KKKKKJCKKEEEEEEEXGMRKR 

RRRRRRRRRRRRRRR* RRRRRR 

RRR^RRRRRRRG RR RG RRRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRRRMRKRRRRRRRRRRRRRR 


26520 


56888 


A 


26669 


] 


708 




26521 


56889 


A 


26670 


1 


1233 




26522 


56890 


A 


26671 


1 


366 


MSYVAAVMFFCSVLGKFQMNL 

EEE V EKRRRKK KDKKKEKEE E 

EEK/DERRRRRRRRRRRRRRRR 

RRRRRRRRRRRRREEEEEEGEE 

EEEEEEEKKKKRRRTLYCM*IA 

CKLKYLWTVSGHILCPNTN 


26523 


56891 


A 


26672 


1 


667 


MSKEGNNRH WDRLEGGG WRR 

VRVEKRLFRDYPSSHPRGAEAF 

TSPDSIGRCTLRFPGLQMGLHQ 

PALIAILRSGADLSHLEGPMLEA 

GASACAPAVSPGDQALQQHPG 

EGRKVPGKRRRRKEEEEEEEEE 

KRKKKKKKEEEEEEEEEEEEEX 

KKKRRRRRRRRRRRRRRRRRR 

RRRRRRJ^RRRRRRRNKQTKGP 

PCKNLMLVFCPQNKAPSPCLQl 

AAEFSWAWAR 


26524 


56892 


A 


26673 


365 


670 




26525 


56893 


A 


26674 


29 


370 





3579 



BNSDCXID: <WO_0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X==lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=pussible nucleotide insertion) 


26526 


56894 


A 


26675 


1 


1364 


MEMIWPSKGMPFTSTSYSNKES 

SLLSVVQTSSYSHTHTRGSSEE 

VESLNRPITGSEIVAIINSLPTKX 

SPGPDGFTAEFYQRYKEELRJK 

YLGIQLTRDVKDLFKENYKPPL 

NEIKEDTKKWKNIPCSWVGRIN 

IVKMAILPKflVEDALQlYYDMV 

LVCVGVGVSCRIVISSLEVLESR 

RGQRiFFLVQAEQVLWAFKEVS 

SNCNDKSTLRGSVVKLQCTSGT 

SAFDIFQVGSRVLGEHRLPSVH 

SATYMSLTYFELAGLLEKSSQL 

VGSTGVEDIVAIMIPEPKGKEIV 

SLLERNITVTMYITIGTRNLQKY 

ERWKKKRTKGLEYQEFGFDDV 

KFRSLLDIEAEMPDLHRLPRNM 

HASSPSKRTARGRNKNKSSRLT 

MFGVEIQEEEEEEEEEEEKKKR 

RKEEEEEEEEEE/ERRRRRJIRRR 

RRRRRRRRRRRRRRRRRRRRRR 

RRRRRRJIRRRRRGGRRRRRKH 


26527 


56895 


B 


26676 


I 


499 




26528 


56896 


A 


26677 


1 


1684 




26529 


56897 


A 


26678 


2 


297 




26530 


56898 


A 


26679 


68 


319 


IQH1TS*TKKKRKRKKEEEEEEE 
EEEERRRRRRRRRRRRRRRRRR 
RRRRRRRRRRRRRRRRRRRRRR 
RRSHTSIPKESTLLQSQSVGLG 


26531 


56899 


A 


26680 


1 


1617 




26532 


56900 


A 


26681 


92 


338 


LEKEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEEEEEEEEE 
EEEEEEEEEEEEEEEN*NVERY 
KKEGQ W*KQRRQEKG LI LPDG 


26533 


56901 


A 


26682 


1 


548 


MVDQRHLVLTSSTKKNQNNNF 

QVFVIENVGREPQTDKIASPGA 

GQSCTASVTADLLSRDLHFTKV 

PSWSSDGPPYYPPACHLMSEPY 

FWGSCCYDTPIKTKTTNEEEEG 

EGEEEEEEEEEEEDEEEEEEKEE 

EEEEEEEGEGEE/ERRRRRRRRR 

RRRRRRRRRRRRRRGRRGRRR 

RKPRGGR 


26534 


56902 


A 


26683 


1 


1215 




26535 


56903 


A 


26684 


1 


571 




26536 


56904 


A 


26685 


1022 


1365 


TSLLPPSSSIPSRLPSVVLSVRILS 
LWILACLAPWRWDLLRICASCL 

pafslllsgangsfslgfqall 
grkeeekeeee*eicekekekkk 
ki<xkj<jckkkkkkkkj<j<:kkkk 
kkkkkjckmf 


26537 


56905 


A 


26686 


24 


355 





3580 



BNSDOCID: <WO 01 75067 A3 JA> 



A) 
I 



wo 01/075067 PCT/USO1/05J631 

k 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
n USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
uf peptide sequence 


Amino acid sequence ( X=Unknown» 
*'=$top codon, /=possibl6 nucleotide 
deletion, \-po$sible nucleotide insertion) 


26538 


56906 


A 


26687 


120 


594 




26539 


56907 


A 


26688 


117 


487 




26540 


56908 


A 


26689 


2 


2482 




26541 


56909 


A 


26690 


2 


654 


KGDVGEWLSAGKGESSAMFAS 

EQEISKDEQGTPVLGSFYWEVD 

SPRKESSQAWAPGQEWIKLERD 

TTEEKMFEQLKPIEPVQKTLPW 

VGEVAATLQEAMKRDCWREA 

RVKKKPVTFEDVAVNFTQEEW 

DCLD ASQRVLYQD V MSETFKN 

LTSVAWVRKKEEEEEEEEEEEE 

EEFFFEEEEEEEEEEEEEEEEEE 

EEEEEEEEEEVKRKRKRKRERK. 

KKKKKKKERTTWLWGNPLT 


26542 


56910 


A 


26691 


789 


1072 




26543 


56911 


A 


26692 


1246 


2367 




26544 


56912 


A 


26693 


579 


1214 




26545 


56913 


A 


26694 


119 


1870 


SCSRNRLLPPVSESLTRPLPSLA 

RWLPPPGLRQPSSRDYWPKGRL 

RLSAVPSPASPWALVSCLLPPSS 

SQEKAGKILKKRVEKQQPEEKV 

GKGLEESLCPCSSMSNHTKERV 

T^4TKVTLE>JFYSNLIAQHEERE 

MR*R1LFEKIEEEGLKDEEVINIG 

TMVFLRKETEFLRLKRTRLGLED 

FESLKVIGRGAFGEVKITATCQ 

VGHVYAMKILRKADMLEKEQ 

VKHSCSSAFILVEADSLWVVK 

MFYSFQDKLNLYLIMEFLPGGN 

YLTMKGHKDTLTEEETQFYIAE 

TVLAIDSIHQLGFIHRDIKPDNL 

LLDSKVLGGHWHELPFQEPRLR 

GFLSQCCDTPFRALRFLASPSFQ 

VPLHSPRPDLCTGLKKAHRTEF 

YRNLNHSLPSDFSKW*QLR*PK 

AETWKRNRRQLVSNICGF*KN 

AENVSLGQVRWLTPVIPYIAPE 

VFMQTGYNKLCDWWSLGVIM 

YEMLIGKLHGFRGLPQETYKK 

VMNWKETLTFPPEVPISEKAKD 

LILRY*RTSLHLQIKSIDDTSNFD 

EFPESDILKPTGNTTSIVSCDYK 

NKDWVFIMYTYKRFEGLTARG 


26546 


56914 


A 


26695 


271 


446 


YLVHILDALPRDPTALRRRQRC 
LGS*RKHQTRLRSGRPSSGPGG 
TDISVTAVSAPAQK 


26547 


56915 


A 


26696 


1 


171 


WGVIWRENGRCFSGLLRAGLG 
AAWEPRVGEIK1LVS*LGTC*IK 
LICQSWVGANPRA 



3581 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 PCT/USOl/08631 



SEQ ID 

NO: 


SKQ II) NO: 
<»r peptide 
sequence 


Met 
hod 


SEO II) NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon lor last amino acid 
of peptide scc|uence 


Ainiiio acid sequence ( X~linkno\vn. 
*=$top codon« /-possible nucleotide 
deleliuii, \==possible nucleotide insertion) 


26548 


56916 


A 


26697 


1 


179 


M WKGPKGLDMYGKSSVSPK rS 

DILGRD/NSPAGLEGANSGVAN 

CLWRGPCGRKLWEASRN 


26549 


56917 


A 


26698 


2 


140 


DN* KG VHKRILSKLAPELGSKK 
GFRSLAVNTHNSYGGKGNRPL 
KIR 


26550 


56918 


A 


26699 


3 


601 




26551 


56919 


A 


26700 


232 


1809 




26552 


56920 


A 


26701 


1 


851 


MQQEDPEESTKSPNPTTNKKUE 

KKLSLFGGLFTWTRVKFGAV 1 

QIGGPPLGDQSPVLLLLQRLFSK 

GYRVSPSKAQISSPSVTYLNSVS 

LIKTLLKTTLLPKEAGVmCKG 

HQKASDPIALGNTSADKGLFRP 

PPFPSHQARGFAPAQD WOl OFT 

QH/RP/GVRKQKYLLV* VD I F ! 

G*VKAFPTRSEICATAVISSLLSD 

lIPRFGLPTSIQSNSRLAFISyiSQ 

AFFQALS1Q*NLYIPYSPQSSGK 

VEQTNGLLKTHLTKLSLQLKK 

DWTVLLPLALLRIRACP 


26553 


56921 


A 


26702 


434 


867 


RJLILPNRLGSPLLVWVDTFTG* 

VEVFPTGSEKVTAVISSLLSDIIL 

RFGLPTSI*SDSRPATKSSFSLISP 

TLGSHDAPNPTRSSPEKHRPLSL 

HTIPQNFRCPDTLPLFRFIFFAFF 

SNTLHIMGKMAAEGPKSTLYC 

QFTEK 


26554 


56922 


A 


26703 


96 


415 




26555 


56923 


B 


26704 


1 


933 




26556 


56924 


A 


26705 


1422 


1774 


DCPPSPI AFPQCTHQH H H HQ Y H 
YHHRHHHRHHHYOR*K»NPGL 
PLFVYCYFQNH*ACHCSWGNS 
EHMTIASESQAVPLQPPQDSOG 

FFEDLELHYFFGDPSETRHGKOJ* 
KVSVQQIL 


26557 


56925 


A 


26706 


355 


1014 


RHLRPQERAPAPSGSVPSRPCiCS 

QAPGGLLRVGRGGMLLPGCAA 

VADLQEEVPGFSWDAWAVKG 

EQRQGGGGVVKH*DAIPGORV 

SDPGPPEPLASAPGQLSPSTPEY 

RRPPGESRRHRRPDLAQOQRGA 

AVLLLAGARGLSPLPRIPAl,GA 

ASFPPTLQFFLQLPSSGASTTSA 

GFFLLVLHQPLWLLLLDFLFDN 

LLLLRHSLFIPHGFLKCVSIPAF 


26558 


56926 


A 


26708 


95 


298 


GSTQVLWAAWGGAGWTPRWP 
VFAT WP WVQDM WPQO A WPL P 
QGVD1P*ACPPPPLRT*WL'ENR 
KAGS 


26559 


56927 


A 


26709 


no 


195 





3582 



BNSDOCia <WO 0175067A3JA> 



wo (► I /«75»r.7 PCT/USOl/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ U) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
cicletion, V=pussible nucleotide insertion) 


26560 


56928 


A 


26710 


241 


957 


KSPQIGLQGSWGAVGVGMRDP 
KERATEASKPDLLAQRQGEGHJ 
FILFFSDYIPIFSSYLSLQRSSRGP 
SFFGPFSSPHIMIPCEGRQNSETPP 
WPSLGKRSKKSSLYPLPKAPQP 
KSRAPSPTSNNLKNFPQPSEKKD 
GPOPl WPOKWPl APT F^R^JP^* 

DDSGPCTEYCRRARRFKSFEDM 
AHIGPPKKVLYKIALGKFWELA 
DAKKKRKKGTSETETCLLSRAT 
ELLPKGKRHCRGIL 


26561 


56929 


A 


26711 


496 


708 


GMLFRGSGACRRGGRTGGSGH 
A*PEPPVLPPLLHAPFP1 N^iMPH 

GLPAPPASPCHFPNLDSCVHSHS 
DTPLSVLPLPHLKSPLSSSDFCS 
YEVKKDAILSPMLSWWAGHRS 
AAGFD 


26562 


56930 


A 


26712 


302 


561 


TFLLQLAAVWSADRVREALRP 
AL WD WRSA VPHPSPQGPTG* R 
GVGVHPAAASRGGESSHPTAF 
DRSPPPPKPLRJ*PEPSARSGLP 


26563 


56931 


A 


26713 


1 


411 


LLVFQVHQCLHCKLL*/PSYVPL 

GYTF AFT ATOTsFiriRV^^T yx/Al^lA 
vj I 1 i-«i^r i-> /A 1 v^i^ ivjrv V w /\JV11 

GHPDPFPT ARAHFR AOF<sP<iP>J 
r>P^WI I *YFFR*W<10ATTK'r;*XI 
RCC*RCD*LQAPSRRPEAVHTN 
DPR*REVREEHMVLQVLTR 


26564 


56932 


C 


26714 


361 


642 




26565 


56933 


A 


26715 


1805 


2260 




26566 


56934 


A 


26716 


472 


1667 


AIHLLSLQTEFLVAERSSAAGRT 

TPATRAAFLAASCGPLHSCPTL 

LCSQLCCFSRSRSRVSGPKASLG 

IKEIASVDRVNTRRPACSTSSWL 

HNSGFTLSLANRDGGKRIRSET 

AKKGMSGDRSMKS WE VRRG Y 

RWSSRA VRRPRACSSDGGTH F 

ALPMAARGSSGPSPGSPANSVR 

QSLKSESSISAIWVAEQAAGNV 

PRTSAQFGTGSESANTAARLIE 

KLLRAELDKPEIRDERIVGWWT 

TFGRPQLGSRVGFCACSLAARM 

SSTSQNLEAAFGGKFCFLWALL 

LGLDDTFESRISDTGSAGLMLV 

EFFAPW*VHSESANTAARLIEK 

LLTAELDKPEIRDERIVGWWTT 

FGRPQLGSRVGFCACSLAARMS 

STSQNLEAAFGGKFCFLWALLL 

GL 



BNSDOCID; <WO 01 75067 A3 IA> 



3583 



wo 01/(175067 



PCX/ U SO 1/0863 1 



SKO ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
h(»cl 


SEO ID NO: 
in liSSN 
U9/540,2I7 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide locntion of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=IInkno\vn, 
^=Stop codon, /^possible nucleotide 
deletion, X^^possible nucleotide insertion) 


26567 


56935 


A 


26717 


2 


237 


SVRQTTATSPAHKNSKRLIRSC 
QG F/H PEPPPTG AC YKCPQPRI P 
HEPCPI/S/SQDPTENWTVQLTW 
QPLPEPLELWPKAV 


26568 


56936 


A 


26718 


I 


313 


MESAQKEAVEIFGQPHAASSSG 

DVKPLLFIDFYKCSGEKVVCME 

HALRACYMCRKSGHWAKECP 

QPGIPPKLCPICXGDPTGNQTVQ 

LTWQPLPEPLELWPKAL 


26569 


56937 


A 


26719 


377 


583 




26570 


56938 


A 


26720 


1221 


1394 


VASFYSLLQPPYPSTSFSFQSWR 

HTSISPFS*FQFLSFSGIFWQPLP 

EPLELWPKAL 


26571 


56939 


A 


26721 


160 


234 




26572 


56940 


A 


26722 


163 


414 




26573 


56941 


A 


26723 


212 


399 


YSLKDCWPLSLSLNHFLLSILAS 
PFNLSLLL1SVPFLFW*RTETRFI 
WQPLSEPLELNV^PKAL 


26574 


56942 


A 


26724 


809 


874 




26575 


56943 


A 


26725 


49 


220 




26576 


56944 


A 


26726 


71 


375 


LRSGDLPWEI/NPLSSCSLLREK 
DPPTTSGPQTXTSPRNISPILNPEL 
ATSARNLATRPRNACSPGFLLS 
RVPSVRDPTGNRTFQLTAWQPL 

PEPLELWPKAL 


26577 


56945 


A 


26727 


1 


ton 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RJ^AVPTISSGTGRRRTPSSSAFG 

LLNLHQWFVSGFQAFSDRI.KA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKMGEKRTRL 

QKRKKGMPPHPAYEDLNIAAIT 

LPANVVLHQPSGFRTSGQLDPV 

WWSLDTDAHEIWCQDPGLGSG 

DFPWEITPLSSYSLLHEKDPPTT 

SGPqmSPRNlSPISNPRQRRQV 

LSMDPKLRHRSRTGKAAFPWC 

LIIAGTPL 


26578 


56946 


A 


26728 


150 


211 




26579 


56947 


A 


26729 


445 


549 




26580 


56948 


A 


26730 


193 


249 




26581 


56949 


A 


26731 


372 


564 


LRSADLPWEINPLSSCSLLHEKD 

PPTSSGPQ'HTSPRNISPILN/PEK 

KETRFIRGPKTPAPVMD 


26582 


56950 


C 


26732 


185 


640 




26583 


56951 


A 


26733 


1662 


1774 




26584 


56952 


A 


26734 


233 


527 





3584 



BNSDCX:iD: <WO_017S067A3JA» 



wo 



01/(175067 



PCT/US0I/0S63I 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
liud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknt»vvii, 
*=Stop codon, /= possible nucleotide 
deletion, \~possible nucleotide iiiseriioii) 


26585 


56953 


A 


26735 


380 


731 


LGSGDLPWEINPLSSCSLLCLKH 

I r 1 I O VJ r I \ 1 O I l\J N I 0 1 1 L, IN V,' LI L 

ATSTRiNJT ATRPRM AP<;pr;i-*i 1 v; 

CVP^VRHPTriNOTVOI 1 AX/OP 1 

PFPi p[ WPkTAi PI Tn<sFpr>i 1 r; 
LTAED 


26586 


56954 


A 


26736 


2 


182 




26587 


56955 


A 


26737 


2 


89 




26588 


56956 


A 


26738 


2 


89 




26589 


56957 


A 


26739 


161 


460 


*VlVlIVE>nVilVfVi30r\. 1 IvL/ 1 t\\^\^t V 

LEPLFTIAKTWNQPKCPSll 1 
KKMWYIYTMEYYAAIKRNKIV 
FFAGTWMQLEAIILSKLIOF.QKT 
KHHMFSLIRGR 


26590 


56958 


A 


26740 


2 


418 


WYQHLLLMRASGSFQSWWKV 
KGEPAYHMANRP**SL1SLRTK 

AKTHA*! FT^YFVPHFIR k' NJ* v:i V 

WYl YTME Y Y A VTR RN K 1 VSf ■ A 
ET* MELEVII VSKLTQEQKTK HC 

ivi r J o VJ o 


26591 


56959 


A 


26741 


902 


1065 




26592 


56960 


A 


26742 


326 


484 


WYSWDCQLVTPWRPRllPGPLG 
TWMELEAIILSKLTQEOKTKMH 
MFSL*SGS 


26593 


56961 


A 


26743 


527 


825 


V^rL- W VJV<^L-.ri H V r i3V>. W Ixl Or\ iv_, 

YSSGLTVMLSSWLDLIRPPW TL 
R*PREWRQCMGENHIGRGLGF* 

RPWT\A/A4FI FA in <Jkr PTP l-'Ok'T 

ESJr W 1 W IVl£:.L«C>/\llL*olvt^ 1 IxLlV/l^ 1 

KHYMFSLISGS 


26594 


56962 


A 


26744 


398 


557 


HYWLGTVVHTCNPSTLGS^GR 

QIT*AQELETSLGNKNVGCSELI 

LLSTLGNRV 


26595 


56963 


A 


26745 


3 


359 


HRPGIPGTTISSWMDAWGRLEA 
RYM^Yi i-i^RRr;nHA*r>k:i or n 

NRFA*^OTH^I-IU/ A kr9*sPMr*R FFQ 

RPFFl PSPSW^YTsIR'sU/nr;F<;AF 
ivr 1 1 i_«i ojl o w o I IX ivo w vjvJ mz, 

RTWMKQRGTCLSHSPLDLl.HP 
GLCOHJCVGAR 


26596 


56964 


c 


26746 


127 


216 




26597 


56965 


A 


26747 


135 


197 




26598 


56966 


A 


26748 


84 


202 


VLIH1RRDIM1PETVD*WEY*M»' 
RLVPGQVQWVKPAIP 


26599 


56967 


A 


26749 


483 


669 




26600 


56968 


A 


26750 


1 


274 


EIRNKIHVSENSQIKTVKEKPSIS 

SSVSRLKGVNKVRASFPEDRKD 

YTGSICAPKGS*GYTIN*LK*NN 

KRKKKQNKKLMPKTEQGQKN 

SIR 



3585 

BNSCOCID: <WO_0175067A3JA> 



wo 01/075067 PCT/l]S01/0S63l 



SEQ lO 

NO: 


SKQ ID NO: 
of peptide 
sequence 


iVKt 
hoil 


SEQ ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
luciilion of first 
codon for peptide 
sequence 


Nucleotide location of l»st 
codon for last iimino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucieoiide 
deletion, \-possible nucleotide insertion) 


26601 


56969 


A 


26751 


63 


398 


TPLRQPCSIRNVQOEPVGRFSGT 
GLPLSVARSSPWEAWPQCKWR 
FQNAGD*D1RQPDRGQGPRPAE 
PEKREPYLRSQQGAFLGSHSSGI 
QSQLLGLGESCSYGATGKPVHP 


26602 


56970 


A 


26752 


3 


231 


SVHEEEKMALPLGQSHCGLLY 
LYY**RCFKCYSFYCfLFIKNAFI 
Y*NI*IYI>JTHTHTHTHTHIYIYI 
Y>JCLYI 


26603 


56971 


A 


26753 


4266 


4944 


TDEIGASRLSRVESLAPEVKQN 

TTASGCELMHTEMQALRADW 

KQWEDSVFQTQSCLENLVSQM 

ALSEQEFSGQVAQLEQALEQFS 

ALLKTWAQQLTLLEGKNTDEEI 

VECWHKGQVSWLPV*KAEPRT 

EDLKSQLNELCRFSRDLSTYSG 

KVSGLIKEYNW*A*TLLKGCQN 

KEQILQQRFRKAFRDFQQWLV 

NAKITTAKCFDIPQNISEVSTSL 

QKIQVRVLSI 


26604 


56972 


A 


26754 


3 


556 




26605 


56973 


A 


26755 


143 


724 


GWIPSDNSICVQEDCRIPQIEDA 

EIHNKTYRHGEKLHTCHEGFKI 

RYPDLHNMVSLCRDDGTWNN 

LPICQGCLRPLASSNGYVNIYEL 

QTSFPVGT V I S Y RCFPG FKL DG S 

AYLECLQNLIWXRPAHPGALLW 

KEEDLNIFSLSFISHTSGWQLLC 

FIFALC*SPLPPQHLPVPQLAPPH 

LCSKCCSPAIKDV 


26606 


56974 


A 


26756 


3 


1393 


CLRPLASSNGYVNISELQTSFPV 

GTVISYRCFPGFKLDGSAYLEC 

LQNLIWSSSPPRCLALEVKIPVS 

GAVRVTITLPVTLGHPNVVTQR 

WKAGASDKGELVVLKLLFSPT 

AQVCPLPPMVSHGDFVCHPRPC 

ERYNHGTVVEFYCDPGYSLTSD 

YKYITCQYGEWFPSYQVYCIKS 

EQT WPSTH ETL LTT WK I V A FT A 

TSVLLVLLLVlLARMFQTKFfCA 

HFPPRGPPRSSSSDPDFVVVDG 

VPVMLPSYDEAVSGGLSALGP 

GYMASVGQGCPLPVDDHSPPA 

YPGSGDTDTGPGES*TCDSVSG 

SSELLQRLYSPPRCQESTHPASD 

NPDIIASTAEEVASTNPGIDIAD 

VDSSNIKLPDWQTKYRVASPAR 

STCEDRSGAPVGTHESLFFSIPS 

SARQDWAPLDSQLESPQCRLPT 

LQRDFLVDPQAERPVPLDPELT 

EIWCPNKNRIERHMEHSGIEA 



3586 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IJ SO 1/08631 



SKQ ID 

NO: 


SKQ Il> NO: 
of peptide 
sequence 


Met 
hod 


SEO II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of \'Ast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26607 


56975 


A 


26758 


1 


500 




26608 


56976 


B 


26759 


19 


148 




26609 


56977 


A 


26760 


184 


539 


LPAKEEEGHSKKSGPLLGPRRA 

OA DTTKRC PGLG PAP VPRKG I P 
AEGPRRGSRAGLGMWGPGLGA 
HRTAAPSPAEAPSPCQHPSSHSC 
PVACFEPVF 


26610 


56978 


A 


26761 


1 


441 


DENRELLG\ELDGIDVLLQQLSV 
FKRHNPSTAEEQEMMENLFDSL 

IN 1^ ivi 1^ ivty In. In. 1 o IVO o i'A J_. \ iV V L H 

MIGPEGTDNCH*VCLTFLALR\T 
IFPLFMKSPRKIKKVGTTEKEHE 

EQCCSILASLLRN 


26611 


56979 


A 


26762 


1 


2403 




26612 


56980 


A 


26763 


17 


751 


AKMPFDANICLYCSEVLAILFFS 

PLENRELLGELDGIDVLVFA*Q 

VFKRHNPSTAEEQEMMENLFD 

SLCSCLM LSSNRERFLKGEGLQ 

LTLL*LSHSSDSCEMPTWRGGS 

MEQGGRMGLGLVSVGLEHALL 

LTYGLYQRLPPQPQNAQPSFVH 

REKKISRSSALKVLDHAMJGPE 

GTDNCHKFVDILGLRTIFPLFM 

KSPRKIKKVGTTLPPLPAAATPT 

NRPSAMNGRVRMEAEQSSAHC 



3587 

BNSDOCID: <WO 0175067A3_tA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cocioii for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnknown, 
*=Stop codon, /==pos5iblc nucleotide 
deletion, \»possible nucleotide insertion) 


26613 


56981 


A 


26764 


1 


1914 


MAEGERGADVPH/GPRGLAGR 

RGVGGAARGRAG/PGGT/EGGG 

GPESLSGGSGVGDSGGGCAPGP 

SAPPARRRVPLAMGPRNLLIDW 

IWIMDTTLGLGTEGGGHSPPVL 

PLCASVSLLGGLTFGYELAVISG 

ALLPLQLDFGLSCLEQEFLVGS 

LLLGALLASLVGGFLIDCYGRK 

QAILGSNLVLLAGSLTLGLAGS 

LAWLVLGRAVVGFAISLSSMA 

CCIYVSELVGPRQRGVLVSLYE 

AGITVGILLSYALNYALAGTPW 

GWRHMFGWATAPAVLQSLSLL 

FLPAGTDETATHKDLIPLQGGE 

APKLGPGRPRYSFLDLFRARDN 

MRGRTTVGLGLVLFQQLTGQP 

NVLCYASTIFSSVGFHGGSSAV 

LASVGLGAVKVAATLTAMGLV 

DRAGRRALLLAGCALMALSVS 

GIGLVSFAVPMDSGPSCLAVPN 

ATGQTGLPGDSGLLQDSSLPPIP 

RTNEDQREPILSTAKKTKPHPRS 

GDPSAPPRLALSSALPGPPLPAR 

GHALLRWTALLCLMVFVSAFS 

FAFCNSFNWAANLFISLSFLDLI 
GTIGLSWTFLLYGLTAVLGLGFI 
YLFVPETKGQSLAEIDQQFQKR 
RFTLSFGHRQNSTGIPYSRIEISA 


26614 


56982 


A 


26765 


201 


632 


NLLLCPLSAESRPEEGVRLFCSQ 

FRSRQRPQAHKSAWGTTALSES 

MNrFASFGASISSSADOEOLHl 

PGAVGSGRPGECLGPSGRCSK* 

GATFPGQKGRWKEARPSPVPAP 

AAGLQSRAGHPRGGIRPGRPHG 

ERDSAACWGR 


26615 


56983 


A 


26766 


197 


777 


LPSRGAGLRTCSPPCLSLPPTPW 

TPVRPEPPQRAPPPTPRRPVPST 

TQGLRNASARRGTGRyPAPP/VS 

PGAGSTRVEASWAPESAARAGL 

WGPSNSVQRAAESASRPHGFG 

QPPKAPARPGWLTGKFPASVPS 

ASRRAPPAAVTSARHYYLRQPP 

PRPSSCPECNKIRLWPAFQLTPL 

CQGPAASERDRRKPQKRR 



BNSDOCIO: <WO_017S067A3JA> 



3588 



wo (M/075067 PCT/lJSOl/08631 



SEQ II> 

NO: 


Sf:0 II) NO: 
ot peptide 
iicquence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^linknown, 
'*=Stop codon, /^possible nucleotide 
deletion, V-possible nucleotide insertion) 


26616 


56984 


A 


26767 


178 


697 


ATLFIQKHQSG VKSTNP* IGRRS 

LTPEITAELGLERLNPRRCSSCL 

LGLKFEYHNSNLPLQLHGQAC 

GDPTNSVQRAAESASRPHGFGQ 

PPKA PA RPG WLTG KFPAS VPS A 

SRRAPPAAVTSARHYYLRQPPP 

RPSSCPECNTIRLWPAFQLTPLC 

QGPAASERDRRKPQKRR 


26617 


56985 


A 


26768 




858 




26618 


56986 


A 


26769 


10 


1332 




26619 


56987 


A 


26770 




1086 




26620 


56988 


A 


26771 




1392 




26621 


56989 


A 


26772 




987 




26622 


56990 


A 


26773 




336 




26623 


56991 


A 


26774 


46 


302 


APGAVKKTWFGKKGREREKQE 
RR* RQLGICENENIVALQLIRTD 
QEYWRHHSWHFFLSAAACQPE 
LFLLKHTAKNNRRIRVSQKWK 


26624 


56992 


A 


26775 


1 


1839 




26625 


56993 


A 


26776 


284 


816 


APGAVKKTWFGKKGRERGETR 

EKNNQPTVRTNSQTRDTFFKT* 

DLF*RMPSWELPSPASS*ASKTI 

KYLGIQLTRDVKDLFKEKYKTL 

LNKIKEDTNKWKNIPCSRIGIINI 

MKMAILPKSGPSAARLLEFAGG 

PLQTLFAWVSPEEAAEQQILPN 

SQSCYLILPLEASSQRGSWLY 



BNSDCXIID: <WO 0175067A3JA> 



3589 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locatiun of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=tlnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26626 


56994 


A 


26777 


1 


2547 


MVKGSIQQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSKEYTFFSAPHHTYSKIDHIV 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

1 TK 1 REELKEIETQKTLQKINESR 

SWFFERIlsJKIDRPLARLIKKJCRE 

KNQl DTI KNDKGDITTDPTEIQT 

TIREYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TGSEIVAIINSLPTKKSPGPDGLT 

AEFYQRYKEELVPFLLKLFQSIE 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDTKILNKIL 

ANRIQQHIKKLIHHDQVGFIPG 

MQGWFNIRKSINVIQHINRAKD 

KNHMliSIDAEKAFDNlQQPFML 

KTLNKLGIDGTYFKIIRAIYDICP 

TAN 1 1 LNGQKJLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPVFTIASKRIKYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIMK 


26627 


56995 


A 


26778 


1 


489 


SISWKLWFTEFTLFRFFQPSVSA 

VPVSTLAVVLGLKTLSLLFSHSF 

PGRHSWALRAISLLPSFLYTSSL 

MNSFSYTVHLYLGGLLRLCGSR 

DPHACGFPEGSPLPSGSAA*PFI 

WGMRKPSCVLAPSCSRRDSFG 

CLSFSGHQCLHKSHVGSPSGPQ 

ERJLYNG 


26628 


56996 


A 


26779 


354 


685 


YRGYLRGECFP*KALCCEPAAY 

LQTCPNPFSGPACSGHALHSLN 

VGDCVYLICPRYPPLRRAGKPR 

DTGIEGRTLSSGGPSVHSSFHSA 

VLFPYTSKLLWIERRRPAGQS 


26629 


56997 


C 


26780 


1 


867 




26630 


56998 


A 


26781 


139 


513 




26631 


56999 


C 


26782 


1 


948 




26632 


57000 


A 


26783 


630 


734 


TAARSGYPGRAGTLTGLHPMQ 
VCRCRR*PYSRGT 



3590 



BNSOOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tiriit 
codon for peptide 
sequence 


Nucleotide location of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, V^possible nucleotide insertion) 


26633 


57001 


A 


26784 


1 


224 


SRAGYDHVVEPVERGTSGVRW 
YACCGLMVCPANPOHFAHGY/ 
VGKIPGYPARAGTLTGLHPMQ 
VCRCRRCPVYEI 


26634 


57002 


A 


26785 


1 12 


254 




26635 


57003 


C 


26786 


1 


567 




26636 


57004 


C 


26787 


1 


543 




26637 


57005 


A 


26788 


165 


633 


RI PG LLLCPA YPQH FAHG Y VDK 

IPGYPGRXGTLTGLHPMQVCRC 

RROAPCMKSNNALIVILGTVTI 

DAVGIGLVMPVLPGLLRDIVHS 

DSIASHYGVLLALYALMOFI CA 

PVLGALSDRFGRRPVLLASLLG 

ATIDYAIMATTPVLWIYPLVNS 


26638 


57006 


A 


26789 


264 


800 


ISNFELCSRSIHLLCSSTGYPGR 
AGTLTGLHPMQVCRCRR*PAV 


26639 


57007 


A 


26790 


1 


738 




26640 


57008 


A 


26791 


84 


162 


AVLDLGPPTGRDPPQGSPDPYS 

GAFLLASCGAPLGQRSQRKEQ 

AAIFAVLOLLLVIPPGVGGTOT 

NRV WSGFP ANHGN PG Y PG R A G 

TLTG LHPMQ VCRCRR* PP YR V 1 

PQCGTPLGQGQPEVFVKQFWIL 

GLRLGETPHRGHQILIQGHSC 


26641 


57009 


C 


26792 


1 


531 




26642 


57010 


A 


26793 


216 


519 


ORESTIPSRPVERSNLGVRI YAG 

CGLLLCPAYROHFARGYVDKIP 

GYPGRAGTLTGLMPMOVCRCR 

R*PDRRGTERVSARKHVCFVVV 

SLFVAACRPPLRA 


26643 


57011 


C 


26794 


1 


606 




26644 


57012 


C 


26795 


1 


1059 




26645 


57013 


A 


26796 


1 


3285 




26646 


57014 


C 


26797 


1 


1390 




26647 


57015 


A 


26798 


211 


679 


RlFKCKADLLLYDMLVYVTLWl 
HRA VTYTH R VPNHS YRRSNIKS 
ETTVPTRJVGPVERSNLGVRLY 
ACCGLLLCPA YPQH FA HG Y VD 
K I PG YPGRA GTLTG LHPMQ VCR 
CRR* PKPAPLPGSPQHLCSHQPH 
LAQRKTGQCFLQGHCFPEKNW 
GTV 


26648 


57016 


C 


26799 


1 


774 





3591 

BNSDOCID; <WO 0175067A3_IA> 



wo 01/075(167 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Srop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26649 


57017 


A 


26800 


542 


1269 


FIRDFADFGTTIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQRKYP 

GCRLYASCELLLCPVNPQHFAH 

GYVDKI\PGY\PAGAGTLTGLHP 

MQVCRCRRQAPCMKSNNALfV 

ILGTVTLDAVGIGLVMPVLPGL 

LRDIVHSDSIASHYGVLLALYA 

LMQFLCAPVLGALSDRFGRRPV 

LLASLLGATIDYAIMATTPVLW 


26650 


57018 


B 


2680! 


1 


1531 




26651 


57019 


A 


26802 


1889 


2154 




26652 


57020 


A 


26803 


147 


162 


APSLHLKDTVDRSNLGVRLYA 

CCGLLLCPAYPQHFAHGYVDKl 

PGYPGRAGTLTGLHPMQVCRC 

RR*PGAHTVVDIRPREDHLGSA 

GQPNCPENGCLQGFHTGLAYPE 

HHPCI 


26653 


57021 


A 


26804 


2381 


3641 




26654 


57022 


A 


26805 


1 


2367 




26655 


57023 


A 


26806 


1 


488 


MDLLYMAAAVMMGLAAIGAA 

IGIGILGGKFLEGAARQPDLIPLL 

RTQFFlVMGLVDAiPMIAAIAFV 

LFVLFCMKYVWPPLMAAIEKR 

QKEIADGLSSAERAHKDLVLAK 

ASATDQLKKAKAEAQVHEQAN 

KRRSQILDEAKA*GRQEPLVQV 

FLESARKR 



3592 

BNSDOCIO: <WO 0175067A3. IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in liSSN 
09/540,217 


Nucleotide 
location of first 
codun for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26656 


57024 


A 


26807 


2125 


2435 


VSPRQKSARPDLT*1RTLLCKVL 

GVLFSVAGGKKGPTCILQILKG 

QRRQEA*CISVMAERVWASGQ 

A*WEVWLHWAKSIDWFLFWK 

QHVHALRVRLDTCLFSLEEGSS 

FWNQGLTWKVVRRTFSESINH 

TPRITLGVPYSVHGIQLPGLLNF 

GEFKVCFVLSPRIFNLTHENFLS 

SEGPERRGLLGATFNCLNKRLA 

KYRMRNVHPKPKLVRYLHSRL 

PPEPAAAP*AWCGPRHLSRRQM 

SSSSQIGNDSFQLQVTPVHLLPL 

SHTTRKNPEMYDLPLLIFNPQES 

AILQLFHQDGECLHCSPIVGDW 

CHLGHSQACPSFHVPSGLFVPS 

LLCGAAFGRLVANVLKRYSVC 

VRVCAHVHVCARVRVYACVC 

VRMTISLTVILIESTNEITYGLPI 

MVTLMVSTLPPGPCQAQGHVR 

PTGPIFRSLLEWETEVEMDK*G 

HDF AH VL VSECI S SEA * G M LLL 

GGGPDRSLFSTFRAVWSLSRLL 

DS VI A AG KQ * A * RT* S VG YSL L 

CPDLKGDPSAVFILRTTVHHAF 

PVVTENRGNEKEFMKGNQLISN 

NIKFKVKKTA*EERQVRDKRSR 

LTRLSALPIRNMCDEHIASEEPA 

EKEDLLQQMLERR*EPGGAPTA 

RRATQRWGEPLAQML*LTFHG 

LILRSQLVTLLVRGVCYSESQS 

VSLSEAEISQARPDEARGVGRC 

RRADLTLLNPRMIVVRRAAPAC 


26657 


57025 


A 


26808 


24 


369 




26658 


57026 


A 


26809 


4 


371 




26659 


57027 


A 


26810 


82 


703 




26660 


57028 


A 


26812 


1 


1692 




26661 


57029 


A 


26813 


293 


563 


NVWPSSSVRGRNE*GREGGRR 

RTQQAAGLGPAPSDLWWLWLS 

WCLQKNMSQGGENLPAGPGSC 

CGREAQEGAGTSLEDAPFFEAQ 

LLQLH 


26662 


57030 


A 


26814 


1 


488 


VARLYWKRPSLHACHFRDPRA 
GLSENPRLLQCSPSSSSGNVWG 
PHLYAVPCL*NGRIIPSPWNYRS 
LNSTTSSTCSSFAVVSSPSCPWV 
QLPGSCLLSRSLLQRVAWSQAP 
VPMRSEQDQLQKPPPPSAGLPA 
SVHANL*PGDRKGSVWTPAGV 
AQIPSPWP 


26663 


57031 


B 


26815 


5] 


90 





3593 

BNSDOCID: <WO 01 75067 A3_IA> 



WO0I/i)75(»67 



PCT/IJSO 1/0863 1 



NO: 


SKQ II) NO: 
of peptide 
.sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540»217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


Niiclcohdc location uf last 
codun for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=ljnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


26664 


57032 


A 


26816 


299 


707 


RPPCRISCHPHTRCEGGRLRSRS 

PLLS*MPLSHPQGPSQPPACiSMS 

SSPPATTSTCSCSPPAAGCTRGR 

TTGRPFWTASGPAELDWASGSS 

VGL*SQGSQLGACGASYAGLG 

VPPRLLGPMTSCCMSLPFPSPAR 

P 


26665 


57033 


A 


26817 


146 


330 


TVARRMELTPALLRALLNCilLIM 
SEPPSN RI F AC WG K PA WT ACX : N 
SLRARR*RA1SCCPSH 


26666 


57034 


A 


26818 


1326 


1694 


1 FG WFG ACCSLGSCC V V FT A SI 
CTTVCGGCAIKVGSCLSI .A I MG 
CCVCCTSGLGCACSCWRGVSl • 
CLMESWGICGSLCWSWSACRW 
M VCFCL V WKHCRVFTCS* VC S 
SGGWLSFCCLADCD 


26667 


57035 


A 


26819 


1 


1407 




26668 


57036 


A 


26820 


75 


1397 


SRGSGREKFPAQLSYQTLI.GK(. 

PIEGTSLSNLAQQRCKEHI ICMF 

LREQGPNCLIIERFMDRYTGKYI 

HMASHTTRCRPHVSRRPKARLL 

APATRSRSARARLRETRVRRGS 

PSCLWLNRRSRJLPAEHSVRSFP 

RDMVFESLGLPSTKSSEFRSAA 

PE A A ERAQPG DPCG LQTP A Pt , R 

PGFRRNQDPASAAAAACi:VRS 

GGGRGRILATTLWGCNTLCnO 

YTRIRKLTLVYCGVESKQEWG 

EYHEGVQAGLTRPGRSPKLISK 

FLEKELTDRN WDQEDE A E F V K 

SSFPKND*VLKNRAIKKAKRRN 

VGFEVSAPLQLLLFKGLVVPSG 

GGRFSGFGSGAGGKPLEGLSNG 

NNITSAPPFASAKAAADPKVAl 

GK*LPSPSRLLVDKVSNPKTNG 

DSQQPSSSGLASSKAC VGN A YM 

KQLAALNCSVRDW1VKHVNTN 


26669 


57037 


A 


26821 


3 


89 


AASGRSFRGYSRRHCYHRR'QL 
HACHCP 


26670 


57038 


A 


26822 


150 


383 


LCLGEVWKGSFFLTGTKRPCiVF 
LSLHKKACYHHNHHR Yl 1 M II H 
HHQTKP*QQELNSLLLHFPPl IQI 
QGDQFHHHLYYL 


26671 


57039 


A 


26823 


105 


417 


LCLGEVWKGSFFLTGTKRPCJVF 
LSLHKKACYHHlvfHHRYMHI III 
HHQTKP* QQELNCENM PO YN F 
QNGSQSYQTLLL/SLSTKJ-'M*YS 
KFFVVISVMFIASSPETDF 



3594 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOJ/08631 



SEQ ll> 

NO: 


St:0 ll>NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSiN 
09/540,217 


Nucleotide 
iocarion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


26672 


57040 


A 


26824 


89 


554 


AN41MSCVTGDRYSPCGGFGFAF 

LYSSVSVSSSSEYQLSPLPPAKR 

PLAAOOSCSIPIASVFOOTIHSI F 

AKDKKEFSSNLLDSKVNMCHE 

AHOLISHS*ANFRSICHIPQRW* 

NLIFEKFSDVSMG<>riTTG**AFN 

WS*TLSIAASLVYSLLHKIO 


26673 


57041 


A 


26825 


84 . 


239 


ACTKKACYHHNHHRYHHHHH 
HQTKP*QQELNSFRFSLSQPSLL 
AVFLFLRP 


26674 


57042 


A 


26826 


2 


245 




26675 


57043 


A 


26827 


154 


546 


LIVTVHVNHLGVLINHRFRISGC 

GVCGTDClSHKFPGAAnATnP*; 

WTTHCAVITFSLTTGSATKKTE 

DNNTFVFNVDVKAN*HQ1TRA 

VKKLCDIDVPEVNTLPNVSISFR 

FLLCSTVFCTLTVFFLRENG 


26676 


57044 


A 


26828 


331 


612 


NHRGLPFPDYIPGTYFI FFFFl F 
FSFSSFSSSSFSFPASGNHNSTI Y 
FYGINFFSFHIGMRMnniFT PT T 
CFT*HDVLQAHPHREGRQDLLF 
HD 


26611 


57045 


B 


26829 


928 


1617 • 




26678 


57046 


A 


26830 


95 


929 




26679 


57047 


A 


26831 


3 


1128 


LYNRRRRRRCSHCRHRCRRLSS 

GLRKEEVISLGASLGRVFVPCSP 

PTVSAARGPTGAPGGPNSKPLS 

GCCDDGFNLGRQQWGNPLPFC 

SKTISSSLHWTWSQVNLVEILP 

AIFSSFLNLQHVNLWFLAAAM 

KAVTEQGHELSNEERNLLSVA 

YKNVVGARRSSWRVISSIEQKT 

ERNEKKQQMGKEYREKIEAEL 

QDICNDVLVRGQCFCFEQWFL 

NSINLMYKCRLSNYFRYLSEVA 

SGDNKQSK*YL*KEIRPVMEPV 

FFHRDFLTILIRLGLAI NFSVFV 

YEILNSPEKACSLAKTVRKTLC 

D ! * P* QNS AC VINFILFLNI LRDN 

LTVSTTSTGFIVSFLFTYLIIHCY 

LQEVCSVSLCTLNIYPLCDKKK 


26680 


57048 


A 


26832 


139 


601 


EGRGHLAQELLSERVFVPCSPP 

TG MTMDKSEL VQKAKL AEQ A E 

RYDDMACSSERHVTEQGHE\LS 

NEEKKSCSLVAYKECW*APRR\ 

SSW\RVISSIEQ\KTERNVEGSSR 

WGKEYREKI\EAELQDIC\NDVL 

ELLDKYLIPNATQPESKVFYLK 

MK 


26681 


57049 


A 


26833 


70 


122 





3595 

BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 



PCT/US0IAI8631 



SEO in 

NO: 


SKO II) NO: 
uf peptide 
sequence 


Met 
hod 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codori lor peptide 
sequence 


Nucleotide location of last 
cndon tor Inst amino acid 
of peptide sequence 


Amino :icid sequence ( \— Unknown, 
''=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26682 


57050 


A 


26834 


179 


876 


CIVILFFFSQFNFVGRILGPRGLT 

ANVNRYLELHTLYGYM>4LFIV 

S1MKDVLSL*RE*F*SCTL*IF*E 

EQNRGKPNWEHLNEDLHVLI T 

VEGV*I*LLYLWTVSNAFISCVF 

HV*AEGEDRYCCLYTSF*ISLLT 

VAALAFSLAATAQAAPRIITGP 

APVLPPAALRTPTPAGPTIMPLI 

RQIQTAVMPNGTPHPTAAIVPP 

GPEAGLIYTPYIYIISKYLWLLSS 

CSPEP 


26683 


57051 


A 


26835 


3 


915 


AEAHPRLPDAADERQEAHDSLP 

NFCGIFNHLERLLDEEISRVRKD 

MYNDTLNGSTEKRSAELPDAV 

GPIVQLQEKLYVPVKEYPDFNF 

VGRILGPRGLTAKQLEAETGCK 

I M VRG KGSMRDKKKEEQNRGX 

KPNW\EHL\NEDLHVL1TV/EKV 

LQEQGQEIKLKRAVEEVKKLLV 

PAAEGEDSLKKMHLMELAILN 

GTYRDANIKSPSLAFFLAGTAQ 

AAPRIITGPAPGLPPAALGTPTP 

AGPTIMALIRQIQTGGMPNGTP 

HPTAAIVPAGPEAGLRYTPYEY 

PYTL\APATSILEYPI\EPSGCI 


26684 


57052 


A 


26836 


1182 


1360 


KLSICVYIYICMFIYTHVSV*FYI 
Y I YTH RHTEN H YFCNS VQF VL Y 
LFTFFCYYFIWPA 


26685 


57053 


A 


26837 


3 


348 


RNSKHVCRAEP*GHFCYK*HF 

WNHTEHTAVLEI/EQINARDET 

DFXYLGNRCTYVCKEQHSGPGS 

KSNTTIVIWGKVTCAQGKNSV 

VCAKFQSHPPAKAIGHRIHVML 

YHWRIQIH 


26686 


57054 


A 


26838 


264 


527 


NSKHVCRAVP*GHFC*K*HFW 
NQREHTTVLEIEGVYARDETEF 
YLGNRCTYVCKEQHSGPGSKS 
NKTRVIWGKERGSGWCRLSGR 




57055 


B 


26839 


26 


515 




26688 


57056 


A 


26840 


92 


341 




26689 


57057 


A 


26841 


224 


nil 




26690 


57058 


A 


26842 


2 


592 


HSLTGRCIFFLITGTSPGSPEMST 

TLKIMSSKEPSISPEIRSTVRNSP 

WKTPETTVPMETTVEPVTFSPQ 

LVFARLMTGVGLGAALPNLIAL 

TSEAAGPRFRGTAVSLMYCGV 

PIG A AL A ATLG F AG ANL A WQT 

VFWVGGVVPLILVPLLMRWLP 

ESAVFAWRS1SNKRA*FRDCRC 

CS A A 1 1 W* RRFPFKSKPVM 


26691 


57059 


A 


26843 


2 


141 





3596 



BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOI/08631 



SEQ ID 
NO: 


SEQ ll> NO: 
uf peptide 
sequence 


Mel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
(ocntinn of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X^Hnknown. 
*=Stop codon, /^possible nucleotide 
deletion, \=po$siblc nucleotide in^ertiiuO 


26692 


57060 


A 


26844 


1 


978 




26693 


57061 


A 


26845 


144 


647 




26694 


57062 


A 


26846 


1642 


2652 


FGlLVLLALlVIWYNNFFCJArTL: 

AILPYDQYMHRFAAYFQQCiNM 

ESNGKYVDRNGNVVDYQTGPII 

WGEPGTNGQHAFYQLIMQGTK 

MVPCDFIAPAiTFTNPLSDHHQK 

LLSN FF AQTE A L A FG K S RE VV E 

QEYRDQGKDPATLDYVVPFKV 

FEG>4RPTK*ILLREITPFSKI.NEV 

KAISDTICVlRDGQHlGTRrXilE 

HLTAWHPVNRHIKRVNDVSFS 

LKRGEILGIAGLVGAGRTETIQC 

x^r vj V W r\j\^ W £2,VJ N.1 Y lLJvJi\.v,'V I J 
ll\JN\^V^l^/\I/\V<f01 AlVl V r cUKKKI.i 

GI VP VN4A VGKN ITL A A L N K FTG 

GISQLDDAAEQKCILSHPRCSW 

QGRHLLH 


26695 


57063 


A 


26847 


52 


137 




26696 


57064 


A 


26848 


1 


1858 


MGLKVDDKVPLFAVVSRI/rSQ 

KGLDLVLEALPGLLEQGGQI.A 

LLGAGDPVLQEGFLAAAAEYP 

GQVGVQIGYHEAFSHRIMGGA 

DVILVPSRFEPCGLTQLYGI.KY 

GTLPLVRRTGGLADTVSDCSLE 

NLADGVASGFVFEDSNAVVSLL 

RAIRRAFVLCQGQFHUR 1 IDVE 

YKGDPKAVKIEESEINYLLNVY 

NTHFKKQLSRDDIVWTYSGVR 

PLCDDESDSPQAITRDYTLDIHD 

ENGKAPLLSVFGGKLTFYRKLA 

EHALEKLTPY YQGIG PA W IK ES 

VLPGGAIEGDRDDYAARLRRR 

YPFLTESLARHYARTYGSNQRA 

ACSAMREREARTLPQKLAGTL 

GMLSKVMRIPRQQEVTALR IT 

LQIRIGLHAAFNACEEMCQRVA 

LERQLDSEERALLl ERSQT V 1 RQ 

GRDLLHAWDATWNSAQALDN 

A LQPDRAGQF A DALEKYAADE 

SFFAQLDKYDIPVVVIGKVEGO 

YAHVYSVDTDNFGDSIALTDAL 

lESGHQNlACLHAPLDVnVSVD 

RVNGYKQSLAAHNIAVRDEWI 

VDGGYTHETALKAARQLLSQS 

PLPEAVFATDSLKLMSIYRAAA 

EKNI\A 1 PQQL A VRJ LFG LH I . ♦ 1 V 

LSTRAGFGNLAHY 



BNSDOCID: <WO 0175067A3_IA> 



3597 



wo 01/075067 PCT/lJSOI/08631 



SEO ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
loc:iti<)n of Hrst 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino Hcid 
of peptide sequence 


Amino acid sequence ( X='l)nkiio%vn, 
*— Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


26697 


57065 


A 


26849 


136 


3261 


PMSPTIYDIARVAGVSKSTVSR 

VLNKQTNISPEAREKVLRAIEEL 

QYQPNKLARALTSSGFDAIMVI 

STRSTKTTAGNPFLLEVAQAFP 

AKAE*KGFQVLVRTSmslPAEDL 

QKCESKIKQKMIKGIIMLSSPAD 

ESFFAQLDKYDIPVVVIGKVEG 

QYAHVYSVDTDNFGDSIALTD 

ALIESGHQNIACLHAPLDVHVS 

VDRVNGYKQSLGAIINIAVRDE 

WIVDGGYTHETALKAARQLLS 

QSVSLSVAVSWSAC 


26698 


57066 


A 


26850 


73 


174 




26699 


57067 


A 


26851 


252 


575 


PGFPRGPPPPPGFAPFHVSIWDT 

DLSDPAARAGLGVRWTPDPPR 

RAARSPVLPRGLSAGQRPAARL 

LGGMEEGRFRQVAVFSES*SAV 

CPPPSPPPLSPLAPWTETA 


26700 


57068 


A 


26852 


1 


462 


AQSVNSQTFSELRATQTFYKTT 

SHNSPGVFHTSTKRVFIDGNPPGI 

FSA1TA*RLMMP*RSSIFSASASI 

LSVSFSGSTCNNDQRPARFGVL 

*DTRGETGCA*TGRPRRAR*LR 

RVEVRAV*LLRVRARNGAQMA 

LVKTPCQTSAHNAPCRGRE 


26701 


57069 


A 


26853 


692 


918 




26702 


57070 


A 


26854 


I 


2427 




26703 


57071 


A 


26855 


1347 


1978 


LPHCVANHGCALR*QKWVHD 

KEQTTQTLKMVAENGRWVIDD 

I VSN HG S V LQ A VN SEN EKTL A A 

LASLQKEQPEAFVAELFEHIAD 

YSWPWTWVVSDSYRQAVNAF 

YKTTFKTANNPDEDMQIERQFI 

YDNPICFGEESLFSRVDEIRVLE 

KTADSARJHVRFTLTNGNNEEQ 

ELVLQRREGKWEIADFIRPNSG 

SLLKQIEAKTAARLKQ 


26704 


57072 


A 


26856 


1 


733 


LSEVDVDVRQSIHSAHAKTLDT 

QGLRNEFLVEKVFVADEYTMV 

YSHIDRIIVGGIMPITKTVSVGG 

EVGKQLGVSYFLTSNRRTINKY 

LVPDVLETCQSSMGLTELAPGN 

♦WNTMPCHTHERRMEVYFYFN 

MDDDACVFHMMGQPQETRHI 

VMH>JEQAV1SPSWSIHSGVGTK 

A YTFI WGM VG ENQVFDDMDH 

VAVKDLRANHHQRFFISQRSDI 

HLTTQWIKRAAQTIHPPVSIIQQ 

IVAFFE 


26705 


57073 


A 


26857 


2 


255 




26706 


57074 


A 


26858 


1 


597 





3598 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/lJSOI/08r.31 



SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ 10 NO: 
III liSSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26707 


57075 


A 


26859 


2 


640 


EARGRQPQLHHLPHPPRASSPP 

L ALQPLG RSRRCPPPPG A A A PD 

PRPDMGDLPGLVRLSIALRJQPN 

DGPVFYKVDGQRFGQNRTIKLL 

TGSSYKVEVKIKPSTLQVENISI 

GGVLGPLELKSKFPDGDRAVY 

TGTYDTEGV\TPTKSGER\QPIQI 

TMPFTDl GTFET V WQ V K F YN Y 

HKRDHCQWGSPFSVIEYECKPN 

ETRSLMWVNKESFI 


26708 


57076 


A 


26860 


218 


426 


TOPRVWSOAO/R AI OPHTFl PO 
PPOTPKSDTDOMLSVKKKKKR 
KK KKKKKKKKICICIC KIK K KKK K 
KK K K K K ICKJC KKL Y FOT 


26709 


57077 


A 


26861 


1 


423 




26710 


57078 


B 


26862 


1 


252 




26711 


57079 


A 


26863 


1 


171 




26712 


57080 


A 


26864 


5 


254 




26713 


57081 


A 


26865 


16 


220 


ILDTSPMRWTQKNFSMILAQPE 
QQCKTLSQNKNKDRRJKKKEE 

rv.rvrvivrv.xvrvrvxvrv rv rv rv rvjv rvrv jvjv ix. 

EEKKKKKKKKKKKKKKKKKK 
KKKKKKKKKKKKKKKKKKKK 
KKK 


26714 


57082 


A 


26866 


32 


286 




26715 


57083 


A 


26867 


1 


847 


EVKDLYDKTFKSLKKEIKEDLR 

RWKDLPCS WIGRINI VKM A I LP 

KAIYRFNAIPIKIPTQFFNELEGA 

ICKFIWNNKKPRIAKTLLKDKR 

TSGGITMPDLKLYYRAIVIKTA 

WYWYRDRQVDQWNRIEDPEM 

NPHTYGHLIFDKGAKTIQWKK 

DSIFNNWCWHNWLLSCRRMRI 

DPYLSPCTKVKSKWIKELHIKP 

ETLKLIEEKVGKSLFDMGTG F R 

FLNRTAMACSKKKEKKEEEED 

EEEKEKEKEKEEKEKEEEEXKK 

KKKKKKKKKKKKKKKKKKKK 

KKKXKKKKKKKKKKK 


26716 


57084 


A 


26868 


1 


376 


MLMKDPQWNSSIFISTHLALQQ 
KRRQAEYGAQEPSRRIVGGKGS 
GAOVDEEEEEEEEEEEKEEVKIC 
KKKEKK RKKKKKKKKK K K K K 

kkkkkj<:j<xkkkj<j<xkk^ 
lslpmirprlphprwasspssmv 

AKP 


26717 


57085 


A 


26869 


I 


2031 




26718 


57086 


A 


26870 


1 


957 





3599 

BNSDOCID; <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-po$sible nucleotide insertion) 


OAT 1 Q 


C7A07 


A 


zoo / 1 


1 71 
1/1 




ovi >jTR/r^i! nvi r^>ji<iPooii? 

r>MHI VIRkTkl ^s^sTVFK' VkTI inil 
LJ 1 VI n L> V 1 rvjw^j-* Ok3i vrrviiVLivjii 

GAVTMAGIMAADRSESPSL 


26720 


57088 


A 


26872 


1 


3114 




26721 


57089 


A 


26873 


173 


397 




26722 


57090 


A 


26875 


823 


1194 




26723 


57091 


A 


26876 


1 


1263 


M ESN A VQLTRMEY AMKSLSLL 
YPKSLSRHVSVRTSVVTQQLLS 
EPSPICAPRARPCRVSTADRSVR 
krr;iN4AV^i pni i 1 K'VRriTT mi 

rvVJliVI/\ I b3l^C>l>t^L^l^r<k. V tvL/ 1 l^lViL> 
ADIfPFFI Vl PPnrSTTVPTPFYF 
OAT Arir>TVFN/fVT OK^nOk'WOP 
PSEQGT*WRRTQRKDSPVSRPC 
STHGLQEIQL 


26724 


57092 


A 


26877 


128 


317 




26725 


57093 


A 


26878 


431 


574 




26726 


57094 


A 


26879 

• 


112 


482 


EGPEAKPKRSNCAPEKRSSPIPD 

U/PPAF^PnnR ARTV ART OT-TPPI 
r^riPTT-IR VT4HFf RRHHPPT RVT-TP 

PPlHT^ Wl^ ITFPlvJ^T ^T TRI^VVFO 

QPRGWDFFKKT 


26727 


57095 


A 


26880 


3 


179 




26728 


57096 


A 


26881 


977 


1127 




26729 


57097 


A 


26882 


121 


708 




26730 . 


57098 


A 


26883 


38 


828 


GSRLRRLQAAAARPALPLPLPP 

WEWICHLPHVPEAKWAVT.TTAR 

HSAAYRADPLRVSSRDKLTEM 

AASSQGNFEGNFESLDLAEFAK 

KQPWWRKLFGQESGPSAEKYS 

VATQLFIGGVTGWCTGFIFQKV 

GKLAATACGEVDF/LLLQLANH 

TWVHQSLTGNEWEKDIEESPKS 

<;T K^IRkT^sO^DYl 1 R<;riAl<r A AOR 
WPHFVKKTsJVl VTWOlFPFAPr 
LAWHPICEDDLHVPLFPGFFPSQ 
QPFTLHHRDIESLLLFFPWPSFP 
GHWEN 


26731 


57099 


A 


26884 


1 


642 




26732 


57100 


A 


26885 


1183 


1349 





3600 

BNSOOCIO: -sWO ^01750e7A3JA> 



wo (H/()75(>67 



PCT/US(n/0863l 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nuclcoiide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


26733 


57101 


A 


26886 


I 


1371 


MSFLIDSSIMITSQILFFGFGWLF 

FMRQLFKDYEIRQYVVQVIFSV 

TFAFSCTMFELIIFEILGVLNSSS 

RYFHWKMNLCVILLIL/VFPMV 

PFLQLAYFIVSNIRLLXHKQRLLF 

SCLLWLTFMYFFWKLGDPFPIL 

SPKHGILSIEQLISRVGVIGVTL 

MALLSGFGAVNCPYTYMSYFL 

RNVTDTDILALERRLLQTMDMI 

ISKKKRMAMARRTMFQKGEVH 

NKPSGFWGMIKSVTTSASGSEN 

LTLIQQEVDALEELSRQLFLETA 

DLYATKERIEYSKTFKGKYFNF 

LGYFFSIYCVWKIFMATINIVFD 

RVGKTDPVTRGIEITVNYLGIQF 

D V KF WSOH i SF I L VG 1 1 1 VTS IRG 

LLITLTKFFYAISSSKSSNVIVI T 

LAOIMGMYFVSSVLLIRMSMPL 

EYRTIITEVLGELOFNFYHRWF 

DVIFLVSALSSILFLYLAHKOAP 


26734 


57102 


A 


26887 


1738 


2140 




26735 


57103 


A 


26888 


81 


733 




26736 


57104 


A 


26889 


1061 


1 154 




26737 


57105 


A 


26890 


I 


3207 




26738 


57106 


A 


26891 


1 13 


367 




26739 


57107 


A 


26892 


2 


1391 




26740 


57108 


A 


26893 


154 


647 




26741 


57109 


A 


26894 


40 


747 




26742 


57110 


A 


26895 


1 


3186 




26743 


57111 


A 


26896 


271 


491 




26744 


57112 


A 


26897 


304 


1836 




26745 


57113 


A 


26898 


1 


2343 




26746 


57114 


A 


26899 


1 


765 - • 




26747 


57115 


A 


26900 


318 


473 




26748 


57116 


A 


26901 


2 


426 




26749 


57117 


A 


26902 


1 


433 




26750 


57118 


A 


26903 


2 


1004 




26751 


57119 


A 


26904 


125 


199 




26752 


57120 


A 


26905 


3 


156 




26753 


57121 


A 


26906 


2 


397 


VDGMGWSQDLFRALGRSLSRE 

GKEHVGTDQFGNKYY\*SRSTK 

TGEVRWRRGORLRGO*LRGOT 

IREKRIVEAANKKEVDYEAGDI 

PTEWEAWIKRTRKTPPFMEEIL 

KN EKHREEI Kl KSQDF Y EKEKL 


26754 


57122 


A 


26907 


1 


1350 




26755 


57123 


A 


26908 


1 


582 





3601 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IJSO 1/08631 



SEQ li> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nuclcolide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X'^'Unknown, 
*=Stop codon, /=possibie nucleotide 
deletion, \=possible nucleotide insertion) 


26756 


57124 


A 


26909 


2 


687 


GARQVLPGESPCFSSSVAKIVKP 

NGEKP\DEFESG/LSPQALLEL\E 

MNSD\L1CA\QLREPELLRPA*GK 

LKVGGCSENLSI/ILLFPVPSN*K 

SFPENPQVRA*YRELEKK\FQW 

GSHVGLYRPQRRILP*AQLRKK 

PVQKNKQKASPRARTLTAVHD 

AMLEDLGLPQAKIVGARESRVK 

LVDGSRLMKVHLDKVAQQNNVE 

HKV\ETFSGVYK\KLTGKDVNF 

EFPRSFNCKQK 


26757 


57125 


C 


26910 


164 


208 




26758 


57126 


A 


26911 


2288 


2625 


GSEGHLPITKRWSSLWEWRKG 

LSEVGSCKRNLVRCLRTAl/LM 

GGEAGVIHCKGHQKASDPIALG 

NAYADKVARQAASSPTSVPHG 

QFFSFTLVTPTYSPAETSTYQSL 

PTQGK 


26759 


57127 


A 


26912 


I 


400 




26760 


57128 


A 


26913 


3 


277 




26761 


57129 


A 


26914 


1 


630 


CEIKNRKAAEKVNKTKGKFFEI 

NTYPGPIKTGEPSGQTQKWLDI 

VRNTLVEEDTSSWSWRAHQPK 

STLTGTG RPSTNGTMSSL ARTV 

REEPGNQPNYRGKPSPFWFPHL 

VRAASTQPVITRLLQHGRLKPI 

NSPYNFPILPVLKPDKPYKLVQ 

DLHLINQIVLPIHPVVPNPYTLL 

SSIPASTTHYSVLDLKHAFFTIPL 

HP*FQPLFTF 


26762 


57130 


A 


26915 


1 


384 




26763 


57131 


A 


26916 


1113 


1319 


GRDPVSAFYIWLASFPNTIY*1G 
NPFPIACFSQVCQRSDSCRYAA 
LFLRALFCSIDLYLCFGTSTMLF 


26764 


57132 


A 


26917 


2 


2144 




26765 


57133 


A 


26918 


99 


470 




26766 


57134 


A 


26919 


636 


1220 


GPGFQAQNCAAIWADTKLAAG 

IFSHTPVAPGTPVRQNHLLPWD 

APAWSGEECLPLLRLVYVVFPS 

QCKQSCQEV*TGQSPPQLGKAF 

VARLPL*1PSLWAGHLFLEHPV 

YCCGCVTAGRQGSWKGQRJ^H 

GHPFPLPLLLLQMVCCSISYQY 

DYPESSFLLLFLSSLCSAGKSTG 

SHAILLGSAFVLPHLVALRS 


26767 


57135 


A 


26920 


10 


161 


RLRMVRDIKVLLNTRSLRMCLG 
DLTNKGRSIIGPPL*ELSKASVM 
VPVGF 


26768 


57136 


A 


26921 




855 




26769 


57137 


A 


26922 


5 


1442 




26770 


57138 


A 


26923 


1061 


2332 





3602 

BNSDCX;iD: <WO 017S067A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first, 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown» 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26771 


57139 


A 


26924 


804 


1 100 


SPKGGPPDPSHCiTKFH^RPrFFT 
TKOAFCEOHCiCL FHI GTI HA! 1 
G*QRWLHQLSRPSLGCNESKSL 
FQ*PPLP*E*KE1QCKVPPNLGL 
GVRSGKGF 


26772 


57140 


A 


26925 


3 


1 186 




26773 


57)41 


A 


26926 


126 


363 


P w P 11 p V A A G n G n H <sr;np. k" PT 

PAHLOKGI HKVI<Clsir*P<;TV<s\/r^ 
OTPDAEHPVSN K 


26774 


57142 


A 


26927 


1 


1125 




2611S 


57143 


A 


26928 


401 


446 




26776 


57144 


A 


26929 


332 


499 




26777 


57145 


A 


26930 


74 


200 




26778 


57146 


A 


26931 


300 


416 




26779 


57147 


A 


26932 


324 


430 




26780 


57148 


A 


26933 


60 


381 




26781 


57149 


A 


26934 


2344 


2453 




26782 


57150 


A 


26935 


131 


274 




26783 


57151 


A 


26936 


144 


444 


GGGFNF*^YPWVI I VCtCCV^PPK^ 
SPIVPDVPPFSl 1 1 PADkri^krPAP 
PKXPEPKPKKAPAKKGEKVPKG 
KKGKADAGKEGNNPAENGDA 
KTAQAQKAEGAGDAK 


26784 


57152 


A 


26937 


540 


811 




26785 


57153 


A 


26938 


69 


375 


OHLRPAA VA A ATMPk^R k: AFr;r^ 
AKGDKAKVKDEPQRRSARLSVA 
KPAPPKPEPKPKKAPAKKGEKV 

GDAKTDOAOK A Fr;Ar;nAi<r 


26786 


57154 


A 


26939 


9294 


9486 


SLLYOPRCMAFR \K A<s<s*Rr;N/!P 

GGSASAARKPTG/SPGRFfiAGR 

RGOWGPRIMCCAGRI PGGF^TV 
jwj>^»Tvjj ixi^^\^/^vj fvi-»r\jvjJCiO 1 V 


26787 


57155 


A 


26940 


248 


613 




26788 


57156 


C 


26941 


94 


234 




26789 


57157 


A 


26942 


2157 


2408 




26790 


57158 


A 


26943 


547 


815 




26791 


57159 


A 


26944 


254 


467 


VFLISVYNGLAIST Yl GlHIRniC 
PVMPRNPLNCFGVT G*G*AGIG 
*IRSSLRTLVPLDNFSPKYI TFC 
EQS 


26792 


57160 


A 


26945 


238 


391 




26793 


57161 


A 


26946 


232 


1659 




26794 


57162 


A 


26947 


1 


951 




26795 


57163 


A 


26948 


1 


2046 




26796 


57164 


A 


26949 


3 


97 


SVR/SKFYVREPPNAKPDWLKV 
GFTLSVEL*M 


26797 


57165 


A 


26950 


1 


828 





3603 

BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USOl/08631 





SKQ ID NO: 


Met 


SEQ ID NO: 


NucicotifJe 


Nucleotide location of last 


Amino acid sequence ( \— Unknown, 


NO: 


of peptide 


hod 


in USSN 


location oriirsl 


codon for last amino acid 


*-Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sec|uence 






26798 


57166 


A 


26951 


224 


475 


AGPRKMAPSALLRPLSRLLAPA 














R\LPSGPSVRySTKFYVREPPNAK 














P\DWLKVGFT\LGTnVFLWIY\L 














IKQHXNEDILEYKRRNGLE 


26799 


57167 


A 


26952 


1 


411 




26800 


57168 


A 


26953 


442 


2490 




26801 


57169 


A 


26954 


3 


1592 




26802 


57170 


A 


26955 


9 


308 




26803 


57I7I 


A 


26956 


153 


227 




26804 


57172 


A 


26957 


1 


41 1 




26805 


57173 


A 


26958 


517 


825 




26806 


57174 


A 


26959 


6 


646 




26807 


57175 


A 


26960 


1 


275 




26808 

^ \j \j \j \j 


57176 


A 


26961 


3 


272 




26809 


57177 


A 


26962 


1 


1002 




26810 


57178 


A 


26963 


1 


1791 




2681 1 


57179 


A 


26964 


2 


160 


HMTTSLLAQSGFQKTSALNKIT 














TKGSH*VQFTSLLPPPERVLVS 














MAERPWGG 


26812 


57180 


A 


26965 


1 


892 




26813 


57181 


A 


26966 


] 


549 




26814 


57182 


A 


26967 


234 


387 


SCLEVCDEOGPEKXTRORALRG 














VSSVTEDTLNICRLCWQPLPEPL 














ELWPKAL 


26815 


57183 


A 


26968 


269 


501 


RARSEGAGLWSVVAPSAVSVFF 














VSDPRCAPFHRSPSCCSP/RRPC 














LSLSA*SRPRASGVGACLLWQP 














LPEPLELWPKAV 


26816 


57184 


A 


26969 


210 


296 




26817 


57185 


A 


26970 


71 


283 


LRLGDLPSEINPLSSCSLLREKD 














PPTTSGPQT\TSPRN IS P 1 SN PDST 














GNRTVQLTWQPLPEPLELWPK 














AL 


26818 


57186 


A 


26971 


1 1 12 


1180 




26819 


57187 


A 


26972 


71 


284 


LILGDLPSEIKPLPSCSLLREKEP 














PTTSGPQTATSPRN I S PI PDSTG 














NRTVQLTWQPLPEPLELWPKA 


26820 


57188 


B 


26973 


1 


663 




26821 


57189 


A 


26974 


1 


502 


MLLTQSLFGGLFTRTHMKFGA 














VTQIRGPPLGDKSPVLLLFALER 














QRRHVLSMDPKLRCWSRTGKA 














AFPWCLI 1 AEMPDYSPTFQRCQ 














TTQGRLPWSFTLSSKSRFSGEG 














A RAG YKCQKSDHQAKECPQPG 














IPPKPCPICAGPXTGNRTVQLTW 














QPLPEPLELWPKAL 


26822 


57190 


A 


26975 


233 


496 




26823 


57191 


A 


26976 


226 


543 




26824 


57192 


A 


26977 


1478 


1744 





3604 



BNSDOCID: <WO 017S067A3JA> 



wo 01/075067 



PCT/USO 1/0863 J 



SFQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=LJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


26825 


57193 


A 


26978 


3 


450 


VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLISLCPDPLFPHPNLIS 

LRPNPLCPHPDLVSLCPDPFPAF 

LEAHKNFOTTEPOOPGVPPEPP 

PTGACYTCRKSGHWAKECPOP 

GIPP\NHVPSVWDPTENLTVOI T 

WQPLPEPLELWPKAL 


26826 


57194 


A 


26979 


615 


724 




26827 


57195 


A 


26980 


1 


1968 




26828 


57196 


A 


26981 


227 


556 




26829 


57197 


A 


26982 


400 


548 




26830 


57198 


A 


26983 


1 


1968 




26831 


57199 


A 


26984 


65 


741 




26832 


57200 


A 


26985 


1 


658 




26833 


57201 


A 


26986 


1 


666 




26834 


57202 


A 


26987 


67 


608 


NPGKGGCFVLA^LDGLLRDRKA 
V\IREETFDGWHPQDRPLPAHA\ 
LVAG\IDRPTPPQK*TA\AMGKK 
KDRPKRSKIKSFCGKCYMY\NH\ 
LMPHKGTLWDIPLGQNLFVQL 
RD VRRDPGSLN RKAVRREG PRF 
KFE/EREYETGOETICWVI PRKL 
AGFKNAFGFDSl KIIKKKICICICK 
KKTTKKGRP 


26835 


57203 


A 


26988 


1 


352 




26836 


57204 


A 


26989 


1 


1419 




26837 


57205 


A 


26990 


2 


878 




26838 


57206 


B 


26991 


75 


2931 




26839 


57207 


A 


26992 


229 


724 


IIFIVYSSQLTYVKISDSFQTFKF 

CLDFCLFFSEMSXFLSLNISSCS* 

YSAKVNSCGKFGLTKGSFSAPl 

TPLFFLCFGSELVEGV*ELLAVG 

GLHLARIFLCLSISSLC*FTHSCC 

FTRVTPINLASNNSCLLGFRLQS 

SSI APSLGLLDGG VCFI RDL A A A 


26840 


57208 


A 


26993 


737 


1048 


KKYNIOLEKPYFKHLYKNKLL 
KLSN*NMTSVQQFTIELEGNLS 
LSCIELVC/ILVTHCHLF/CMNK 
A W* QKKNT/ WLSI LTC* KH WQ 
YYNLVNSTDFNTSSSFLSKV 


26841 


57209 


A 


26994 


1 


1209 




26842 


57210 


A 


26995 


2 


1683 




26843 


57211 


A 


26996 


1 


1386 




26844 


57212 


A 


26997 


I 


471 





3605 

BNSDCXID: <WO 01 75067 A3_)A> 



wo 0I/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


26845 


57213 


A 


26998 


2 


514 


VTARRRGTRWLRFRRASRVQK 

WLWLADFYLRYYVGHKGKFG 

HEFLEFEFRPDGKLRYANNHXN 

YKNDVMIRKEAYVHKSVMEEL 

KRIIDDSEITKVEDDALWPPPDR 

VGROELEIVIGDEHISFTTVSKIG 

SLIDVNOSKDPEGLRVFYYLVO 

DLKCLVFSLIGLHFKIKPI 




1 4 

J / 1 t 


A 


76000 


1 
1 


570 






S77 1 S 


A 
/A 




1 


980 




26848 


57216 


A 


27001 


270 


356 




26849 


57217 


A 


27002 


I 


1032 




26850 


57218 


A 


27003 


1 


1017 




26851 


57219 


A 


27004 


1 


450 




26852 


57220 


A 


27005 


1 


637 


APIECGGIPSLPVLCQSRANDQE 

GVRLLEPSEAMPKSKELVSSSSS 

GSDSDSEVDKKLICRKK\QV\AS 

ENPVKK\QKTGETS\RALSS\SKQ 

SQPAARDDN\MFQIGKM\RYVS 

V\RDFKRQKCLI\DIREYWMDPE 

GEMKPGRKGISLNP\QQWEPSL 

KEQISGPLIDASKKTCKISEPILI 

KPCTVPVVLIWLFSIGFCFLNVL 

RSYCMFGLQKNL 


26853 


57221 


A 


27006 


20 


412 


RFSPLSFLLAGDSCTCAGSCKC 

KECKCTSCKKSKWDPLFPLPLP 

CPPACPLSTILRGIKAVWGCPIA 

RKLLPPQ*SLSGRAGILIPGVAS 

THLCRLLSAPR\CCSCCPVGCAK 

CAOGCICKGASDKCSCCA 






c 


27007 


32 


505 








A 


27008 


854 


1021 


ALGGVAEYDLKEGLLLKH*AL 
VQSLVATEVRLVLCITSHTDML 
QICFFVYATVTQ 


26856 


57224 


A 


27009 


1 


726 




26857 


57225 


A 


27010 


99 


537 




26858 


57226 


A 


27011 


1 


963 




26859 


57227 


A 


27012 


146 


609 


VYLRCTGGEVGATSALAPKIGP 

LGLSPKXVGDDIAKATGDWKG 

LRITVKLTIQNRQAQIEVVPSAS 

ALIIKALKXEPPRDRKKQKNIICH 

SGNITFDEIVNIARQMRHRSLAR 

ELSGTIKEILGTAQSVGCNVDG 

RHPHDI I DDINSG A VECPAS 


26860 


57228 


A 


27013 


3 


501 




26861 


57229 


A 


27014 


1 


1623 





3606 

BNSDOCID:<WO._.0175067A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


26862 


57230 


A 


27015 


53 


1227 


QPPVHTTPASSPCDD\DIAAL\V 

VDN\GSGMCK\AGFAGDDAPRA 

VFPSIVGRPRHQGVMVGMGQK 

DSYVGDEAQSKRGILTLKYPIE 

HGIVTNWDDMEKIWHHTFYNE 

LR V APEEH PVLLTEA PLDP\RAT 

REKMTQIMFETFNTPAMYVAIQ 

\AVLSL\YASG/RVTTGIVMDSG 

DGVTHTWPIYEGWALPHAILR 

LDLAGRDLTDYLMKILTERGYS 

FTTTAEREIVRDIKEKLCYVAL 

DFEQEMATAASSSSLEKSYQLP 

DGQVITIGNERFRCPEALFQPSF 

LO is/fFScn 1 H F nrxFisr *s T M k' p nvn 

■-"vj ivii_L>v^vJj n c 1 1 1^ IN o 1 ivn\.v^j_^ V Li/ 

IRKDLYANTVLSGGT\NMYPGI 
ADRMQKEITALAPSTMKIKIIAP 
PERKYSVWIGGSILASLSTFQQ 
MWISKQEYDESGPSIVHRKCF 


26863 


57231 


A 


27016 


2 


438 


ADLLQVSNCVVSSCQPPAFLVL 
FSSSRLPAGEGRGRPGQTQRPSS 

1 FnAWl-l^sVTI PRRr^l V^iWT PMI 
L^i-iVj/Ti w no V 1 L(C«rvivv_^i_( v jri-L. 1 IN L» 

REAGMYPSRPCHHLFPDQLV*T 
EGGF*RPRLGWQRCHGTPQQA 
PSQPAFRSKHPRKGMPALQQQP 
GSGLCRPLPCRCR 


26864 


57232 


A 


27017 


112 


493 


AHSRTPARPENRAAASAPRKPR 

ARGDKDFRPADAQVAHQKPHA 
SXMDK HP^sPRTOHIOnPR V 


26865 


57233 


A 


27018 


1 


1 !76 




26866 


57234 


A 


27019 


3 


307 




26867 


57235 


A 


27020 


86 


179 


S VKRRC* SLLT WIGM RLQRQH R 
ECLAEQVGS 


26868 


57236 


A 


27021 


1 


948 




26869 


57237 


A 


27022 


3 


534 


EGAHFRAAHHPRSTGSRCPGSL 
QPSRPLVANWLQSLPEMPVDFT 
GYWKMLVNENFEEYLRALDV 
NVALRKI/APTLLKPDKEIVQDG 
DHMlTRTLSTFRKr TSWTslFVOVn 
KEFFFDT TVOTDDRKVl-inK^n* A 
WDGDICl XOPVOKTlPI^FriRnw 
TOVWIFnnFI HI PMRVPni \VP 

icnvFK^i^vn 


26870 


57238 


A 


27026 


1 


2400 




26871 


57239 


A 


27027 


294 


425 




26872 


57240 


A 


27028 


1 


797 




26873 


57241 


A 


27029 


1 


173 




26874 


57242 


A 


27030 


1 


1047 





3607 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ II) 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEO U) NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino ncid 
of peptide sequence 


Ami no acid sequence ( .\~linkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26875 


57243 


A 


27031 


2 


1019 


PTSAPHSLSPRAVIERRSRALDW 

NASPSLSDPQGLDASLPFPSHKR 

SRTASPEPAEHPVMDKNE\LVH\ 

KAKLAE\QAERYDDMAACMKS 

VTAEQGAELSNEERNLVLSVAYK 

N\VVG\ARRSSW\RVVS\SIEQKT\ 

EGAVEKKQQMARXEYREEIETEL 

R\D1\CNDVLSLVGKSSL1PNAFT 

SRRSKVF/YILENGKGDYLPFTL 

GWRVAAGWMDQERGLFDPVH 

NKAYPRKAFWKSAKKGNGNPT 

HP\IRLGL\ALNFSVFYYEILNSP 

EKACSLAKTAFDEAIAELDTLS 

EESYKDSTLIMQLLRDNFDIVG 

HRDTQGRRKLEGREEGRGENL 

TGPFPTFCSWPHS 


26876 


57244 


A 


27032 


177 


477 




26877 


57245 


A 


27033 


1 


1290 




26878 


57246 


B 


27034 


49 


1 112 




26879 


57247 


A 


27035 


98 


245 




26880 


57248 


A 


27036 


1 


351 




26881 


57249 


A 


27037 


3 


471 




26882 


57250 


A 


27038 


1 


440 


MKMRVGCMLTAESLSDGGNS 

HQRTLSLFEESKESQCEARGEV 

SICAGVWLVPLEPSSDALPKITS 

LVRPAVPWRPSSEAGLCEVRGG 

VLGKASKAPIKEPQLDRGMGL 

GAQRRGSSGTEVQSGETLGASG 

SPRGLLEPRPDWVSNNGAGSLG 

FQQLPIVDKIRTIAQAVCGAKDI 

ELCPEAQVKIDRYTQQYYSC*N 

PKLPAPLFETQSGLGSKSPLGLP 

LAPRVSPDCTSVP/GAP/SAAGP 

RAPCPDPAVAPLWGLCWPFPEL 


26883 


57251 


A 


27039 


1 


1113 


MHQEDLRAWYLDLGLPSHQN 

AQPTA WKCQRAPSPYTHQDMA 

LIPSPTARWLSPEKEPKQGEVG 

EKSLLPDPTLPLTDPRLTGSTEQ 

AHAEGLAALMSALRVSHLQGR 

GGVVTLVDSQLGVIAVSSTQFN 

KGPSYRLLADVQNRLLPKYDS 

QKEAELRSWIKGFTGLSIRPDFQ 

KGLKDGIILCTLVNKLQPGSVP 

KTNUSV*NWH*LENLSNFLKA 

MVSYGM/NPVDLFEAKNLFESG 

KNMQVRVSLLALAGKAKTKGL 

RSGVDIRDKYSEKQNFDDTTM 

KASQCVIRLQITNKCASQSGMT 

AYGTRRHLYDPKNRILPPMDNS 

TISLQMGTNKCASQVGMTAPG 

TQRHIYDTKLGIDKCENSSMSL 



3608 

BNSCOCIO: <WO_0175067A3JA> 



wo 01/075067 



PCT/USO 1/0863 1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 

sequence 


Nucleotide loc;itioii of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknov>n. 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26884 


57252 


A 


27040 


347 


1061 




26885 


57253 


A 


27041 


212 


386 


LQGSWVTSGLERICGSILGTIPL 
AHEVTDTQHGRMVYQVATAG 

F^SSLGAASIGTQGL 


26886 


57254 


A 


27042 


1 


1017 


MHSRRERARGLRGAHHPLVDN 

GPPQSLRAPPLLSPLKTAGAKSI 

WEPLASARRPETPERTPLQK'i'P 

EQVPTNFMGALHMKTSAPLSS 

RNGEGRRGGTSVASCPWVVGA 

VCSAERQPCTQRVREALMGGW 

RAGAQNNRAEDQVDE! 'ri:VGI 

RRWVIKNYDELKEHVLTQCKE 

VKNLDKSiHPEisRLHEKi rrmr 

LPVIGGKVSLLSKCQDNAEOKO 

SQGCSQEGHEVYDPRLNSSSSS 

SSSGGGQSPGLRRCSTSAAAAA 

ALEGAALKPMPVHAGLVGSGL 

GGGAGAVAGPCSRWGATTAA 

ASSAQPAQPVRGGSSGAOCiHR 

GGRRRQAGKGGPAG*TAAAAA 

APVGRGAFPPiA A AJ I Ml r.r^n^sr^ 

AASSAQPAQPVRGGSSGAQ)GM 
RGGRRRQAGKGGPAGSS 


26887 


57255 


A 


27043 


644 


949 




26888 


57256 


A 


27044 


811 


1886 




26889 


57257 


A 


27045 


1 


410 


HAHSLNSIILPTPLEIHKVMQIY 
A*nCKRiSNrNjrwHrnniii i v:iv: 

r\ VJ V-'InJ\J O IN IN VV ri 11 V^l 1 1 .1-..3 1 O 

HPHFO^PTFIPRF^Il I OHA^rw 
RQHHLHTGIYSSYLPGWKOEFS 


26890 


57258 


A 


27047 


1 


2445 




26891 


57259 


A 


27048 


1 


457 




26892 


57260 


A 


27049 


I 


873 




26893 


57261 


A 


27050 


2549 


2728 


ATSRSSALITSSKYPGKF*! II !• 
RSTLETANSI SARLNN PFLR k Y P 
SYFSLFMGTTRI 


26894 


57262 


A 


27051 


277 


394 




26895 


57263 


A 


27052 


2 


1394 




26896 


57264 


A 


27053 


1 


1091 




26897 


57265 


A 


27054 


1 


1404 




26898 


57266 


A 


27055 


2457 


2674 


ANHCYLLSELQHWSDCPVVLQ 
SAG*RH*DRN*DGNQY*SR/SLS 
*SR*STTK*RNTPCSQVSSLSRLS 
TRSAP 



3609 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/IJ SO 1/08631 



StQ ID 

NO: 


SKQ CD NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
ill IJSSN 
09/540,217 


NiK-leotidc 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
^^Stop codon, /=possi hie nuclcortde 
deletion, \=possible nucleotide insertion) 


26899 


57267 


A 


27056 


716 


1455 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGNYTSGDNHTLR/DPH 

YVEDKGHKYLVFEANTGTENG 

YQGEESLFNKAYYGGGTNFFR 

KESQKLQQSAKKRDAELANGA 

LGIIELNNDYTLKKVMKPLITSN 

TVTDEiERANVFKMNGKWYLF 

TDSRGSKMTIDGINSNDIYMLG 

YVSNSLTGPYKPLNKTGLVLQ 

MVLIPNDVTFTYSXHFAVPQAK 

GNNVGIHQATLTN\RGFFEIKKA 

TFAPSFL 


26900 


57268 


A 


27057 


66 


197 




26901 


57269 


A 


27058 


379 


905 


AGNFVHITVRKMLWIRRDQQQ 
S/DKQDIQTAHRSYSVLKGYTsfD 
MYYGWPCCKVNEISGQLASEP 
A*SLVLPAAG*QAPASGSPWLS 
GGPQQVEDAGAGYGFAPGQPP 
PPPRTQPRSACSRRAAGSQFHG 
RPLLPRQAAKARAPRSLGCGSL 
GRFSTGVRPDKCIFPPETENAA 


26902 


57270 


A 


27059 


1 


1608 




26903 


57271 


B 


27060 


1 


1974 




26904 


57272 


A 


27061 


2712 


3216 


KTGRGPTDKFG\ANDP1LKDQT\ 

QEWS\GSAPFTS\DGKFRLFYTD 

YSGKHYGKQSLTTAQNVQQFI 

DEGNYTSGDNHTLRDPHYVED 

KGHKYLVFEANTGTENGYQGE 

ESLFNKAYYGGGTPFFRKESQK 

LQQSAKKRD AEL ANG ALG 1 1 EL 

NNDYTLKKVMKPLITSNT 


26905 


57273 


A 


27062 


1 


3066 




26906 


57274 


A 


27063 




972 




26907 


57275 


A 


27064 


14 


273 




26908 


57276 


A 


27065 


42 


302 




26909 


57277 


A 


27066 


1 


487 


MGLSLKGPESAPIPKTPQFNKIL 
FKPIAVYNRFTQFRLSETKEITN 
PYAMRLYESLCQYQRYQLPQS 
YQRXSLTSAAASCRSVLMRSTA 
ELQCASHTLRKRKAARRLISLS 
EMPRKQGDYRTRIWKFEDGLS 
NVLVIQLNKLIICVMCLVRDCD 
VLKTYFHR 


26910 


57278 


B 


27067 


1 


1035 




26911 


57279 


A 


27068 


132 


230 


CHYFACMWSGCEVYS*SAPG** 
C*EDLSGMVR 


26912 


57280 


A 


27069 


1 


2784 




26913 


57281 


A 


27070 


855 


980 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKP1AE 


26914 


57282 


B 


27071 


85 


863 




26915 


57283 


A 


27072 


345 


500 





3610 



BNSDOCID: <WO 0175067A3JA> 



wo (»I/(»75067 PCT/LSO 1/(1863 1 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
coilon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


26916 


57284 


B 


27073 


1 


1 1 16 




26917 


57285 


A 


27074 


1 


1 173 




26918 


57286 


A 


27075 


I 


999 




26919 


57287 


A 


27076 


771 


908 




26920 


57288 


A 


27077 


104 


547 


LFPRLLSCLTTPPHCSFSICFVIC 

SRTLILKGSSLMYVFCLPNTAIV 

MALSPRGWRSKFGMPVDSKGP 

PWLFKFLKNGLNFLLHSVGTRD 

LSRLSTILSPLYNTVAPGAN*CR 

ELKLVLDADDVLSTEVKRVITS 

SASNITPAFFCS 


26921 


57289 


A 


27078 


34 


1353 




26922 


57290 


A 


27079 


213 


338 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKP!AE 


26923 


57291 


A 


27080 


1 


1246 


MVKVGTSYVPINVSFSPKVGPG 

LPG INRDTRI YLFCEVI FRHRKD 

RESADLGSDGQNGPRPWIGEA 

VAAAAADGVTFSVPVTPHTFR 

HSYAMHMLYAGIPLKVLQSLM 

G HKS I SSTE V YTK VF A LD V AA R 

HRNRFTQFRLSETKEITNPYAM 

RLYESLCQYRKPDGSCIVSLKID 

WIIERYQLPQSYQLYYFELAIPV 

GYFYPGSFSTASRILLLHPRGLR 

A ITl A VFG KQNT YI RLEPFKIN V 

LEQITKHIEKLQCGGVVKQLSR 

RGNNQHISSTYDINRADYPG*A 

RDPHLMLRLAIETVAHDYDVIV 

IDSAPNLGIGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQIMSGCRGKTS 

R VE VPH RDSQFK VIKLVTLRQL 

VTLYDPVDFQRDDA 


26924 


57292 


B 


27081 


1 


1041 




26925 


57293 


A 


27082 




1011 




26926 


57294 


A 


27083 


2 


1007 




26927 


57295 


A 


27084 


] 


738 





BNSDOCID: <WO 0175067A3JA> 



3611 



wo 01/(175067 



PCT/LSO 1/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locntion of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos$ible nucleotide Insertion) 


26928 


57296 


A 


27085 


1 


1439 


MAETAVFNHKKRKNSPRJVQSN 

DLTEAAYSLSRDQKLRMLYLFV 

DQIRKSDGTLQEHDGICEIHVA 

KYAEIFGLTSAEASKDIRQALKS 

FAGKEVVFYRPEEDAGDEKGY 

ESFPWFIKRAHSPSRGLYSVHIN 

PYLIPFFIGLQNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

GIVSLKIDWIIERYQLPQSYQRV 

WTPG INC PEPCPG V WTPGINC P 

G A WG I HG PHGS A ENTGPLHPG 

QTSAQLETSLLPSLRSARELELA 

QLSPRRKQNRSLQNIGVTPSLR 

VPWPKASNVQQFIDEGNYTSG 

DNHTLRDPHYVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPLITSNTVTDEIERANVF 

KMIVIGKWYLFTDSRGSKMTIDV 

PQAKSNNVGITSYMTNRSFFED/ 

KKATFAPGFLWNIKAIKTS 




S77Q7 


A 


27086 


345 


563 






S790R 








1 188 




26931 


57299 


B 


27088 




1186 




26932 


57300 


B 


27089 




1090 




26933 


57301 


A 


27090 


183 


410 




26934 


57302 


A 


27091 




1557 




26935 


57303 


A 


27092 


888 


1 165 


CTRERRI KARGPPAGKRWLLLS 

GSSGRKHHL*QDPRPGSQTAGD 

LPEPARNPIIVIGEGSQMGLDECQ 

FQFRNGRWNCSALGERTVFGK 

ELKV 


26936 


57304 


B 


27093 


■j 


1027 




26937 


57305 


B 


27094 


■J 


1 1 17 




26938 


57306 


B 


27095 


^ 


1377 




26939 


57307 


B 


27096 


1 


1014 




26940 


57308 


A 


27097 


1040 


1285 




26941 


57309 


A 


27098 


901 


2277 




26942 


57310 


A 


27099 




1122 




26943 


57311 


A 


27100 




1137 




26944 


57312 


A 


27101 




1881 




26945 


57313 


B 


27102 




121 1 




26946 


57314 


A 


27103 


294 


506 


NRRPGSAATVWAAAAEPSERG 
NNPALENR*SSGFSWGFFSGYQ 
RCRESRATTAPGYGNSRTG*AT 
CWLYN 


26947 


57315 


B 


27104 


1 


1073 




26948 


57316 


A 


27105 


1 


1809 





3612 



BNSDOCIO: <WO_017S067A3JA> 



wo 01/075067 PCT/US«1/«863I 



SEQ ll> 

NO: 


SEO ll> NO: 
or peptide 
sequence 


Met 
hod 


SEO Il> tNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X -I in known, 
*=Stop codon, /=pos.sit}|e nucleotide 
deletion, \-=possible nucleotide insertion) 


26949 


57317 


A 


27106 


1688 


2187 


SYFIMVKVGTSYVPINVSFSPKV 
GPGLPGINRD TRIYLFCEVIFRH 
RYLFAISSWSGVTVAVRKDRES 

AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLKVLQSLMGHKS 
INSTEVYTKVFALDVAARHRV 
QFAMPESDAVAMLSF 


26950 


57318 


A 


27107 


782 


1402 


LFPRLLSCLT TPPHCSFSICFVIC 
SRTLILKGSSLIKLLFYKIPSMLV 
SSVLLLEVKSHIVGPGLPGINRD 
TRIYLFCEVIFRHRYLFAISSWS 
G VTV A\RKDRES A DLG SDGQN 
GODT DWdGrAA A A A Anr;VTR<s 

VPVTPHTFRHSYAMHMLYAGl 
PLKVLQSLMGHKSISSTEVYTK 
VFALDVAARHRVQFAMPESDA 
VAMLKOi S 


26951 


57319 


A 


27108 


197 


421 


LAMPGAGFSSSLRMASIFSIHSV 
GTRDLSRVSTILSPLYNTVAPG 
AN*CRELKLVLDADDVLSTEVI 
RVITSSA 


26952 


57320 


B 


27109 


1 


934 





BNSOCCID: <WO 0175067A3JA> 



3613 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( Unknown, 
^'^Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


26953 


57321 


A 


27110 


1 


2047 


MKLMETLNQCINAGHEMTKAl 

AIAQFNDDSPEARKITRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTVAIKPTCWPGLDl 

IPSCLALHRIETELMGKFDEGKL 

PTDPH LM LRL A I ET V AHD Y D V 1 

VIDSAPNLGIGTIMVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKT VDLKG FEPD V R 1 LLTK YS 

NSNGSQSPWMEEQIRDAWGSM 

VLKNVVRETDEVGKGQIRMRT 

VFEQAIDQRSSTDTSLSTPAAP 

MVDSLIARVGVMARGNAITLP 

VCGRDVKFTLEVLRGDSVEKTS 

RVWSGNERDQELLTEDALDDLI 

PSFLLTGQQTP A FG RR VSG V 1 EI 

ADGSRRRKAAALTESDYRVLV 

GELDDEQMAALSRLGNDYRPT 

SAYERGQRYASRLQNEFAGNIS 

ALADAENISRKllTRCINTAKLP 

KSVVALFSHPGELSARSGDALQ 

KAFTDKEELLKQQASNLHEQK 

KAGVIFEAEEVITLLTSVLKTSS 

ASRTSLSSRHQFAPGATVLYKG 

DKMALNLDRSRVPAYIIRSYIR 

CGRKGFASAGVGGCRGWLNY 

AASEQIVLRVHHMRCEIPHRCV 


26954 


57322 


A 


27111 


1175 


1298 


LSCSGWRAG**ADGCIIQIG*RL 
SPNKCL*TWSALCKP1AE 


26955 


57323 


B 


27 11 2 


1 


1056 




26956 


57324 


A 


271 13 


1979 


2217 


WLSVRVDGGANSGCLGKHGSK 
KCCT*NG*SW*RSDPDENCF*T 
EQ* STLFNNG A WRN A LSI WE P V 
CN/GNFRSSD*TTLGD 


26957 


57325 


B 


27114 


320 


1633 




26958 


57326 


A 


271 15 


606 


705 




26959 


57327 


B 


271 16 


1 


41 18 




26960 


57328 


A 


271 17 


4048 


4051 




26961 


57329 


A 


27118 


1791 


1884 


ADGC1IQIG*RLSPNKCL*TWSA 
LCKPIAE 


26962 


57330 


B 


27119 


1 


2436 




26963 


57331 


A 


27120 


1 


2449 




26964 


57332 


B 


27121 


173 


4112 





3614 



BNSDOCID: <WO_0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSiN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 

sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X~lJnknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26965 


57333 


A 


27122 


916 


1568 


HHSHEQQFQWPVGASGVDRW 
AGYLHQFRSLTQFQYGAEPDR 
KE*CQI Fl FMQKTLSCLSI LG KR 

TMSLMQ 


26966 


57334 


A 


27123 


1268 


1773 


SYFIMVKVGTSYVPIIMVSFSPKV 

GPGLPGINRDTRIYLFCEVIFRH 

RYLFAISSWSGVTVAVRKDRES 

AAADGVTFSVPVTPHTFRHSYA 
MHMLYAGIPLKVLQSLMGHKS 
ISSTEVYTKVFALDVAARHRVQ 


26967 


57335 


A 


27124 


606 


852 


HQILFDRTPVSVDQSVEKKG*D 
HSVRPQ*AAPGHVHYLTIPEKS 
SQHYHPRTTSE*TSGRYESSGG 
LSFSQCMRGALEFCC 


26968 


57336 


A 


27125 


1 


2680 


MKL M ETLNQCIN AG HEMTKA I 

AIAQFNDDSPEARKITRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDI 

IPSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDLKGFEPDAETSQGAL 

GTL AN V VTSL AN LSESLNNGDT 

SEIQPEDQSASEITRAFDTLAKA 

LNTTDSSSSPSLADGIDTSGGGS 

IHVISRDQSTPIIEVEGPLLSDTH 

VTFKSIREDRNGRSQKTVHTEG 

DMNMNIKKIVKQATVLTFTTA 

LLAGGATQAFAKENNQKAYKE 

TYGVSHITRHDMLQIPKQQQNE 

KYQVPQFDQSTIKNIESAKGLD 

VWDSWPLQNADGTVAEYNGY 

HVVFALAGSPKDADDTSIYMF 

YQKVGDNSIDSWKNAGRVFKD 

SDKFDANDPILKDQTQEWSGSA 

TFTSDGKIRLFYTDYSGKHYGK 

QSLTTAQVNVSKSDDTLKINGV 

EDHKTl FDGDGKT YON VOOFID 

EGNYTSGDNHTLRDPHYVEDK 

GHKYLVFEANTGTENGYQGEE 


26969 


57337 


A 


27126 


2014 


2138 


LSCSGWRAG**ADGC1IQ1G*RL 
SPNKCL*TWSALCNPTAE 


26970 


57338 


B 


27127 


1 


7616 





3615 



BNSDCX:iD: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ lO NO; 
in USSN 
09/540.217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last ^imino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon» /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


26971 


57339 


A 


27128 


240 


719 


HSKKLVTLSHGSVMAETAVIN 

HKKRKNSPRIVQSNDLTEAAYS 

LSRDQKRMLYLFVDQIRXSDGT 

LPEHDGFCYIHVAQSAEITGLTS 

\GNPVR1YGRH*RVSRGRXVVL 

YRPEEDAGDEKGYESFP\ArVIKR 

AHRPSRGLFSGHIPPISHSLLYR 


26972 


57340 


A 


27129 


1505 


3812 




26973 


57341 


A 


27130 


471 


566 




26974 


57342 


A 


27131 


1 


229 




26975 


57343 


A 


27132 


121 


303 




26976 


57344 


A 


27133 


183 


524 


MSTPRPPFVPAFVGRRPSLLFVP 

AARLTDVRGRKVRACGLLSPR 

LRSPSSSSATRVARHSIGRPRVA 

RLSTVFVAVCVESPSRQRRWCL 

FALAATPRAPGTLA*SCLTDSFS 

A 


26977 


57345 


A 


27134 


1 


1025 


MIFVLQIRVRGHDDSFLKNHLV 

FLVIYGTNGTFNQTLVTDNNGL 

APFTLETSGWNGTDVSLEGKFQ 

MEDLVYNPEQVPRYYQNAYLH 

LRPFYSTTRSFLGIHRLNGPLKC 

GQPQEVLVDYYIDPADASPDQE 

ISFSYYLIGKGSLVMEGQKHLN 

SKKKGLKASFSLSLTFTSRLAPD 

PSLVIYAIFPSGGVVADKIQFSV 

EMCFDNQGTDLTSTVRVTRSSA 

SVMVYGASEAIGQRQSSAAKP 

RRSQSDSLGPEFQGLWERLPGL 

RINGELITAYPQVVVVRVPTPW 

VQSDSDITVLRHLEKMGCRLM 

NRPQAILNCVNKFWTFQELAG 

HGVPLPDTFSYGGHENFAKMID 

EAEVLEFPMVVKNTRGHRGMY 

ELLVSTMGCSNSGMVTTPIKWL 

SMISVQCLANGTFLSPSLTKCPK 

GIRASVPLSGGPRSLKARTFSAF 

SGPVRSDEQAEALPEAYEPIEV 

NEFGEIDLLAMVEDEIILALPVV 

PVHDSEHCEVSEADMVFGELPE 

EAQKPNPFAVLASLKRVRSMA 

VQQNKPTRSKRGMRRSHDALT 

AVTSLSVDKTSGEKHLRHH*SA 

DLAAAPRAPGTLAQGCLTDSFS 




57546 




27135 


79 


306 


SGDLPWEINPLSSCSLLREKDPP 
MTSGPQTNQPKKHLINFKSGPH 
WKSDCSTHLAATPKAP\GTLAQ 
GSLTDSFSA 


26979 


57347 


A 


27136 


159 


254 




26980 


57348 


C 


27137 


63 


370 




26981 


57349 


C 


27138 


107 


408 





3616 



BNSDOCID: <WO_017S067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ II) 


SEQ II) NO: 


Met 


SEQ II) NO: 


Nucleotide 


Nucleotide location ol'last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


bod 


in USSN 


locMlion of first 


codon for last amino acid 


*=Stop codon, /-possible nucleotide 




se<]uencc 






codon for peptide 


of peptide sequence 


deletion, \=possibte nucleotide insertion) 










sequence 






26982 


57350 


A 


27139 


210 


291 




26983 


57351 


A 


27140 


395 


680 




26984 


57352 


A 


27141 


157 


485 




26985 


57353 


A 


27142 


1 


507 




26986 


57354 


A 


27143 


1 


1041 




26987 


57355 


A 


27144 


1 


671 


GASGAAAYGADMAKSKNHTT 














HMQSRKWHRNGIKKPRSQRYE 














SLKGVDPKFLRNMRFAKKHNK 














KGLKKMQANNAKAMSARAEA 














1 KALVKPKE VKPKIPKGVSRKL\ 














DRLAYIAHPKLGKRARARIAKG 














LRLCRPKA KAKDQTKAQ AA A P 














PS VPAQAPKDKDTSN 1 FI SNRKR 














GCDFTKKETNIPKVLTISMAPSL 














MSLYSVTRNQTTKPPSRHKNLT 














KGQLEPLY 


26988 


57356 


A 


27145 


6 


448 




26989 


57357 


A 


27146 


930 


1307 




26990 


57358 


A 


27147 


1 


675 




26991 


57359 


A 


27148 


142 


456 




26992 


57360 


A 


27149 


3 


175 




26993 


57361 


C 


27150 


378 


434 




26994 


57362 


A 


27151 


1 


792 




26995 


57363 


A 


27152 


1 


578 


MVRCVRLVEAGSVVRYLSTSIC 














RPVVDAGSRALCLQEWADSQQ 














VKEKQ YSSRD VQRA AA LN I YRI 














PPSSRKPALCPTPRDRLEYDEDR 














LEHIAYVRARELHTLEVTGLET 














VAQSKAHVASLEGLIPEDKVVL 














LAG SPLQNE ATLG QCG VE A LTT 














LEVVGRRLGASL/HTSASKHTM 














VRALTYCSSREETFTAI 


26996 


57364 


A 


27153 


1239 


1905 


SAAAAPATGVPACRAGAWVSA 














APPAEGRPARARRHPGRCLEAA 














GPRGQRGAAHGH*ARAGSPQP 














GAPPCHPLGIPARQPLGLPRRTR 














CFGGIAQRGRAARHCLLSRPSA 














KAKRNSSYREPGMGGWRSPQA 














LGEYGKGSQAGSARLSGAASQ 














GRRARHLRGKAPAWNPAPPPSP 














PPPALGLPLRTQREATRKPRRE 














EARRPRPRPLRPGGANGSPGPP 














RAARA 


26997 


57365 


A 


27154 


1 


1275 




26998 


57366 


A 


27155 


3 


92 


EAVDPHSECYSS*RWCVRSFF1L 














VGLWSH 


26999 


57367 


A 


27156 


2 


367 




27000 


57368 


A 


27157 


98 


293 


GQTFATASISLLRYATGCGVFP 














RV*IRSPRAIPALSGDWPAPFSV 














LSEPPRFVCLRAMTKAAAFL 


27001 


57369 


A 


27158 


3 


211 





3617 



BNSDCXJID: <WO 01 75067 A3_IA> 



wo OI/075i>67 



PCT/USOl/08631 



SEQ II) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEO in NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoii for peptide 
sequence 


NucletMide lociilion of last 
codon for last iimino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknuwn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


27002 


57370 


A 


27159 


1 


519 


GQLl/LKDTFITQSAADIRRKFQ 

KQALGPEFTNLEALLNLAILVFY 

NRDQEEQAQKEKRDQRKAAPL 

IMALRQTLVVQRGQKMEQANH 

LIPGYSEIARPLYTLIKEIQRANT 

HQVEWEPEAETAFKPLKQALV 

QAPALSLPTGQNFSLYITERAGI 

A LG VLTQTHGTTPQL V A YL 


27003 


57371 


A 


27160 


72 


381 


DSHTRSGTTRWGIRCRSGSSPSR 

RARWGRWGGLAAVALRRPAP 

AAGGTAPRGCLPAA*GSPPAPP 

SGS*SGSSDRPARMPLVVGLSH 

EFE*GLAGVDGEVLPPSRCVAL 

LLLRVERLHVAVYLPREALHQL 

HPLALDLDLLIARLVCHW^LWG 

CPTSLSKDSKSYSCSLCDV 


27004 


57372 


A 


27161 


515 


747 


SHGNSGNFQGTRDT1SLS*AQLT 
TSTKDPWTDPPALWPRVFPSGG 
HYNCRAPSSP/TIQQEVARAVIT 
QFPTAAGVSCL 


27005 


57373 


A 


27162 




663 




97006 


57374 


\ 


27 163 




1980 




27007 


57375 


A 


27 164 


_ 


672 




27008 


57376 


A 


27165 




691 




27009 


57377 


C 


27166 




1491 




27010 


57378 


A 


27167 


830 


2592 




27011 


57379 


A 


27168 


1 


3744 




27012 


57380 


A 


27175 


2 


365 


QWDWAPWSRGWCSSGRLGPH 

RSPRSGGGSG\RRAAGPKPCPSP 

RSD A P AQPRG RS RR VLPLPQ VQ 

AEPPEPWPVLPAAPKPLARPEA 

GMAGPGGRRTTSLPRRRGCGC 

CCPASSCFSSLSC 


27013 


57381 


B 


27176 


1 


1392 




27014 


57382 


A 


27177 


79 


1241 




27015 


57383 


A 


27178 


3 


299 





3618 

BNSDOCID; <WO 0175067A3 IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27016 


57384 


A 


27179 


1 


812 


MPTVLACPAFDSRGSPICRFDPP 

ELTSGVRALEESPNAITLPVCGR 

DVKFTLEVLRGDSVEKTSRVW 

SGNERDQELLTEDALDDLIPSFL 

LTGQQTPAFGRRVSGVIEIADG 

SRRRKAAALTESDYRVLVGEL 

DDEQMAALSRLGNDYRPTSAY 

ERGQRYASRLQNEFAGNISALA 

DAENISRKIITRCINTAKLPKSV 

VALFSHPGELSARSGDALQKAF 

TDKEELLKQQASNLHEQKKAG 

KRSRRLHHTLLRVVAEIDlCPnP 

RDELAGLLOFAGGPLOTLFAW 

VSPVEAAEOORLLLAPSSGSFIP 

EG*DHPVRPO*AAPGHVHYI Tl 

PERSSOHYHPGALOE 


27017 


57385 


A 


27180 


306 


701 




27018 


57386 


A 


27181 


I 


396 




27019 


57387 


A 


27182 


1 


1263 




27020 


57388 


A 


27183 


1 


873 




27021 


57389 


A 


27184 


149 


421 




27022 


57390 


B 


27185 


23 


268 




27023 


57391 


A 


27186 


1 


363 




27024 


57392 


A 


27187 


2 


398 


TKFAARRPALAACAAISKIKAR 
DLRGKKICEEL\LKO\! DDI ICVF 
LSOLRVAKV/TOGGAASKI SKI 
RVVRKSIARVLTVINOTSOKKT 
FREILTRGKKYKPLGPCGP* G RT 
RA MRRRFKPSTEG EP* RTOG S R 


27025 


57393 


A 


27188 


224 


547 




27026 


57394 


A 


27189 


1 


888 




27027 


57395 


A 


27190 


280 


1170 




27028 


57396 


A 


27191 


1 


191 




27029 


57397 


A 


27192 


438 


1240 




27030 


57398 


A 


27193 


168 


378 




27031 


57399 


A 


27194 


1 


1362 




27032 


57400 


A 


27195 


2 


918 




27033 


57401 


A 


27196 


38 


397 


RRCRPTMPRP\WCTCRGYQGPR 

KAQGG*AQDPKGCQPQARSTC 

LHCPPQAWE/RVLVPVLPRGSG 

CAGO/MAKAKAKAKDOTKAO 

AAAPASVPAQAPKRTQAPTKA 

SE*lSLPT*GOKDWCDP 


27034 


57402 


A 


27197 


1 


1206 




27035 


57403 


A 


27198 


734 


913 




27036 


57404 


A 


27199 


3 


778 




27037 


57405 


C 


27200 


164 


274 




27038 


57406 


A 


27201 


1 


2700 




27039 


57407 


A 


27202 


1 


747 




27040 


57408 


A 


27203 


164 


409 




27041 


57409 


A 


27204 |I52 


380 





3619 

BNSDCXJID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/liSO 1/0X631 



SKO ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
0y/>4(l,2 1 7 


Nucleotide 
location of first 
cod(m for peptide 
sequence 


Nucleotide locatiun of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( \— linknuwn. 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide iiisertiuni 


27042 


57410 


A 


27205 


230 


2579 




27043 


5741 1 


A 


27206 


1 


2433 




27044 


57412 


A 


27207 


1 


528 


NHQIRNDFTISPGVKADSR rsiM 

PQQPASSFDITEAAVSFAKDSLA 

GGVAAAISKMAVAPIERVK/KV 

PKJEHGVLSWCGNLASVlKYFin 

TQALNFTFKDKYKQIFLDGVDK 

RSQFWRYFAGNLASGGA I GAT 

SLCF VYPLDFAHTR V A A DWG K 

AGAERELRGFGDCLVKIYKSDG 

IK 


27045 


57413 


A 


27208 


1 


292 


MTSKDKTSRGTI RQQl 1 S R K K K 1 

RCSAATTAGTQANRVWSGPLA 

NSNRPAAEAGVSTAAAPDGPPP 

PSVPTVDSDSLESAQFKCDNLK 

TCHTSHGSVMAETAVINHKKR 

KNSPRJVQSNDLTEAAYSLSRI) 

QICRMLYLFVDQIRKSDGTLOE 

HDGICEIHVAKYAEIFGITSAEA 

SKDIRQALKSFAGKEVVFYRPE 

EDAGDEKGYESFPWFIKRAMSP 

SRGLYSVHINPYLI PFFIGL* PDK 

EGNEIWVDMYTVKPSGWTVRT 

FDKPRJCRFIAFFIAGILFRAIKNH 

FLPRETLQCLPYILTGFRRGOSE 

YFSIFSNMDLADTVMFL 


27046 


57414 


A 


27209 


1 


1452 




27047 


57415 


B 


27210 


53 


844 




27048 


57416 


A 


27211 


281 


624 


ACSDVWSKFRLRWSPNPRCQE 
RPSAEKMSPHPPSAARMQASWS 
ARRLTQWPRPCHTQ+GQSEEH 
GHRSGLMPAGXTHQLPDEIIAir 

PHLQSTAPIIPEPKTLSHKDSSLO 
GTGK 


27049 


57417 


A 


27212 


3 


411 




27050 


57418 


A 


27213 


265 


480 


LDTILTASDGRPTYTPP* FLLLS/ 
CFCYGFFCYIFGCSCRALARAR 
AGGGGVPAAHRAAGRGSRAPF. 
RIPPH 


27051 


57419 


A 


27214 


294 


620 




27052 


57420 


A 


27215 


1 


420 




27053 


57421 


A 


27216 


1 


342 




27054 


57422 


A 


27217 


175 


244 


DLUEMGSFFVQCRTA1L*RKQN 


27055 


57423 


A 


27218 


11 


951 





3620 

BNSDOCID: <WO_0175067A3JA> 



wo 01/075067 



PCT/US01/0S631 



SEQ ID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


StO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27056 


57424 


A 


27219 


20 


1654 


ELRFPAACSQLQFSDGLHRVDQ 

PPSSMCVSAADLWLCVEAGKLL 

VVPMDGSHWFTMRSVVEKLIL 

RGHEVVVVMPEVSWQLGRSLN 

CTVKTYSTSYTLEDLDREFKAF 

AHAQWKAQVRSLFSLFLSSSNG 

FFNLFFSHCRSLFNDRKLVEYL 

KESSFDAVFLDPFDACALIVAK 

YFSLPSVVFARGIGCHYLEEGA 

QCPAPLSYVPRILLGFSDAMTF 

KERVRNHIMHLEEHLFCQYFSK 

NALEIASEILQTPVTAYDLYSHT 

SI WLLRTDFVLDYPKPVM PNMI 

FIGGINCHQGKPLPMEFEAYINA 

SGEHGIVVFSLGSMVSEIPEKICA 

MAIADALGKIPQTVLWRYTGT 

RPSNLANNTILVKWLPQNDLLG 

HPMTRAFITHAGSHGVYESICN 

GVPMVMMPLFGDQMDNAKR 

METKGAGVTLNVLEMTSEDLE 

NAI KAVrMDKSYKFNIMRI <s<il 

HKDRPVEPI DI AVFWVFFVMR 

HkrnAPHI RPAAHDT TWVOVHQ 

1 nVTGFI ! AVVI TVAFITFkrrT'A 

VGYRKCLGKICnRVKKAHK^K 


27057 


57425 


A 


27220 


1 


2022 




27058 


57426 


A 


27221 


124 


205 




27059 


57427 


A 


27222 


248 


443 




27060 


57428 


A 


27223 


263 


415 




27061 


57429 


c 


27224 


1 


717 




27062 


57430 


A 


27225 


349 


1 125 




27063 


57431 


A 


27226 


629 


796 




27064 


57432 


B 


27227 


1 


388 




27065 


57433 


A 


27228 


2 


346 




27066 


57434 


A 


27229 


448 


555 




27067 


57435 


A 


27230 


2 


423 


CEPIKVYVVGN\GAVGKTCLL\1 
SYTTNAFPGEYIPTVFDNYSAN 
VMVDGKPVNLGLWDTAGOFr) 
YDRLRPLSYPOTDVFT TCFST V<\ 
PASFENV/LCKGAVKYLECSAL 
TQRGLKTVFDEAIRAVLCPPPV 
KKRKRKCLLL 


27068 


57436 


A 


27231 


1 


1503 




27069 


57437 


A 


27232 


I 


635 


1 



3621 

BNSDCXJIO: <WO 0175067A3 IA> 



wo (M/075067 



PCT/USt) 1/0863 1 



SKQ ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location ot Hrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=pus$ible nucleotide insertion) 


27070 


57438 


A 


27233 


3 


1 107 


AVFLSFGWWPLPGIGFQSAEGE 

AAWTAAPAPSAPPPSKPRARPP 

RPEPAASYLSALPPPPRPSERPS 

MQAIKCVVVGDGAVG\KT\CLL 

I\SYTTQCHFLGEYIPTVFDN\YS 

AXNVMVDGKTGEIWGLWDTAG 

QEDYD\RLRPL\SYPANRMCS*I 

CFS\LVSPA\SFENV/LVQKWYPE 

VR\HH\CPNTP1\1PVGT\KLDLRD 

DKRHDSRNLKEKKLTAPITYPA 

GS*AMAK/ERLGAVKYLG/CAP 

AAHTSEGLKTVFDEAIRAWLCP 

PPVKERGRENCLPVVNVSAPSF 

LGSCPLGTFCRLCSKKNKKKKO 

KKKNNGGAFALNANFLLQINFS 

IKPFFEPISNFICVLFVLNVRVOT 

HILLKFSPKMTSLLKALFFK 


27071 


57439 


A 


27234 


3 


203 




27072 


57440 


A 


27235 


1 


112 


LGNTWG*QPCKRLKIWLSLEFr 
KINVIRHMWKKFKRL 


27073 


57441 


A 


27236 


1 


513 


QH WGRYLKRAFEQ WQVPRFG 

HMPDPGPVKPLQPVEVETRGN 

DYKFLLFHFWDEWLYKFSADE 

FFIPGICLCAIVF*KRL*RPGAVA 

YACNPSTLGSRGRWlT*GOEFE 

TSLTNKEVKVLSIDORNFKLRSI 

GWGEEFSLSKHPQGTEVKAITY 

SAMOVYNEENPEVFVIIDI 


77074 




o 


979'^7 


125 


302 




27075 


57443 


y\ 


979'i8 


93 


432 




27076 


57444 




27239 


3 


279 




27077 


57445 


A 


27240 


263 


446 




27078 


57446 


A 


27241 


237 


369 




27079 


57447 


A 


27242 


389 


836 




27080 


57448 


A 


27243 


1422 


1580 




27081 


57449 


A 


27244 


103 


444 


RSLTCPGDMFPVVLVINIQLLLT 
YANFCSWLESLPRKWDFLFYCI 
VRLQIFQTFMLCFLLNTLPLRN F 
FYQIP*IISLKFKVPQISKAEAKC 
HQSLCIGRVTFIPVPNKFFISI 


27082 


57450 




27245 


3 


242 


MHRNAQHHVKTAKPWGLHPL 
KPQPK*YSGPF*PPLEQLRCKAT 
GP*GCTQQGGPGPGPQNNFSLL 
GLQACDGRDCHEGL 


27083 


57451 


A 


27246 


506 


664 




97084 






27247 


1 






27085 


57453 


A 


27248 


269 


541 


RFPNLNS*LLYTRGLTPHESCQ 
GLGLAPSEAMAQTIPWPLLATA 
RLAVTGNQILMQISAAGLNFSS 
ENGAFISIALSGCKFFICLLCSAS 


27086 


57454 


A 


27249 


I 


564 





3622 

BNSDCXID: <WO 0175067A3JA> 



wo 01/<»75067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
ur peptide 
dci|iiLn«rc 


Met 
hod 


SKQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vii, 
*=St<ip codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


27087 


57455 


A 


27250 


2 


235 




27088 


57456 


A 


27251 


3 


1393 




27089 


57457 


A 


27252 


28 


271 




27090 


57458 


A 


27253 


12 


485 


RMAFCRASQADQDRFICIYPAY 

LNMKKTIAEGRRIPISKAVIZNPT 

ATEIQDVCSAVGL\NVILRK1KM 

YF*EWNRDVOYR\riRVRVC>l k: 

QEDGSLCLVQFPS/RLYTKPNP 

WFLGKSVMLYAAEMIPKLKTR 

TQKTGGADQVFQQGEGS*KGK 

GKQKEVT 


27091 


57459 


A 


27254 


1689 


2176 


APPGMGAASLCAFGLLV Tl AT 
ASPRYAMVQPSFRLGTKLGOA 
EADEPFVSSGSVPPSFLSPLLPA 
A PC A RRG* LOR GDI TiROAPPPA 
PGCAPGI A*GRPPAPHI r^li 
PTFFPPPANSSRLALADSPPPRQ 
LQGARP*PVPGRLLTSTGTPRPL 
PRPLGP 


27092 


57460 


A 


27255 


263 


439 




27093 


57461 


A 


27256 


1 


499 


MSELPFTIATKRIKHLGIQL I RD 
VKDLFKKNYKPLFNEIKDD INK 
WKNIPCLWIGRINILKMAILPKV 
lYRFNAIPIKl 1 MTFFTFMFM'rr 
FKFM WNOKR/rPHrOHMPk' Pk' 
EOSWRHHAT*! OTII Onv^Mnw 

i~i\^i~y w ivi II ir\ I L^\J 1 I LiV^VJ I »jlNv^lN 

SMG/TWMKI FTITT <ski <^nr;ok: 
TKHRMFSl IGGN 


27094 


57462 


A 


27257 


1940 


2062 




27095 


57463 


A 


27258 


1232 


1432 




27096 


57464 


A 


27259 


168 


1189 




27097 


57465 


A 


27260 


1 


1760 




27098 


57466 


A 


27261 


453 


543 




27099 


57467 


A 


27262 


873 


962 




27100 


57468 


A 


27263 


8 


411 


FSRCRCSGRA^LCMASCLVCFHH 

CWWMASHHWPI*RTQV*CAC 

WEGRHLGXCAPKCI SI 1 GFTRI 

LACVLWLPILOSVIPIHIOVSITV 

RVLFAAAHDEARASFATFOr *sG 

GPYPLLSTPLILLKAVVVLMLD 

AHAS 


27101 


57469 


A 


27264 


1 


552 




27102 


57470 


A 


27265 


828 


121 1 




27103 


57471 


A 


27266 


428 


655 


DOKVPPLEMYFGIFVICSI kOI R 
SISA*SLFSSRALKFr)Sni I Kl k 
QPRSSGVIPRRFIVSWPWKMVR 
QPVLFSVG 


27104 


57472 


A 


27267 


1 


855 




27105 


57473 


A 


27268 


1 


1261 




27106 


57474 


A 


27269 


164 


260 





3623 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
seq ue nee 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \~t)n known, 
*=*Stop codun, /=po$$iblc nucleotide 
deletion, \=po$sible nucleotide insertion) 


97107 


S7475 


A 


27270 


147 


224 


RLTLPDHLGSLLDHHRVALGNS 

YSGG 


27108 


57476 


A 


27271 




837 




27109 


57477 


B 


27272 


184 


288 




27110 


57478 


A 


27273 




286 




27111 


57479 


A 


27274 




699 




27112 


57480 


A 


27275 




3660 


MTGICYTEDERSYKKNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKKAL 

QELQAAQARQADPQPQAWPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRALAMPGRPESPPVFRSQEVV 

ETMCPVPAAATSNVHMVKKISl 

TERSCDGAAEMKWEDQNIGD 


27113 


57481 


A 


27276 


1059 


1229 




27114 


57482 


A 


27277 


2 


4735 




27115 


57483 


A 


27278 


415 


825 


SCADFQD Y WDQRE YT YNRPHT 
ASRRIVLDFLLFPEW/PTFVAFW 
APLFNPSKRASLYRFSLCISSLSF 
GSHWGSVPGNWVLTYSWG/SL 
VISRCMFL*PLSCCLEHSPPFICV 
KEEHEQLVAISPSGVMGLDNSL 
EQIN 


27116 


57484 


A 


27279 


1 


1326 




271 17 


57485 




27280 


2976 


3068 


VWTALTNRLGQQVSICG*PGTE 
DSKGDWLL 


27118 


57486 


A 


27281 


78 


220 


APTSLHS*SYFKNCGHGRLRWV 
ITHIRL V I S WATYL VQNNIIQTR 
LF 


27119 


57487 


A 


27282 


1 


1077 




27120 


57488 


A 


27283 


307 


922 


QVVPSSLSAISQSPAPCG/CSP*G 
PSPGAT 


27121 


57489 


A 


27284 


1 


4560 




27122 


57490 


A 


27285 


87 


237 


LLFFQLGG DAFSFKFSSG VN F\R 
NSLICQAWGKRVFSALLCIILSE 
YTSPL 


27123 


57491 


A 


27286 


1 


246 




27124 


57492 


A 


27287 


46 


396 




27125 


57493 


A 


27288 


1 


552 




27126 


57494 


A 


27289 


3 


418 


AEKCPCLGAFGFGWDHPRRPG 

SWGAWSEGSGSPPARIVKMSLR 

KQTPXSDFLKQIIGRPVVVKLNS 

GVDY\RGVLACL\DGYMNIALE 

QTEE Y VNGQL\KNK YG D AFIVR 

GNNVLYI\STQKRPDVRTPKRA 

TLFIVGYIFL 


27127 


57495 


A 


27290 


202 


450 





3624 

BNSOOCIO: <WO_0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEO ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
locafion of Tirst 
codon for peptide 
sequence 


Nucleotide location ot last 
codoii for last amino acid 
of peptide sequence 


Amino iicid sequence ( X=lJnkno\vii» 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possibic nucleotide insertion) 


27128 


57496 


A 


27291 


304 


642 




27129 


57497 


A 


27292 


75 


393 




27130 


57498 


A 


27293 


1 


678 


VFGLGSVAHMLLNKTFGSYLG 

VNLGFGFGVTMGVHMAGRTS 

GAHMNAAVSLTNCALGRVPW 

RKFPVYVLGQFLGSFLAAATIY 

SLFYTAILHFSGGQLMVTGPVA 

TAGIFATYLPDHMTLWRGFLNE 

AWI XCitiAJ OI PI P A ITnOPKrMD 

Ai pr^TPAf vinii \/\/ii/^\/d /^\A 

rKL^rKJ 1 i;/\J_/ V liJlL> V V IIVJ V oLVjlVI 

NTGYAINPSRDLPPVRIFTFIAGW 

GKQVFRWHHLPGLHWLHHPT 

GAPEIGGFCGV 


27131 


57499 


A 


27294 


2 


1694 




27132 


57500 


A 


27295 


I 


356 


GIFVTYLPDHMTLWRGFLNEA 

Wl TClKAi OI PI PA TTOP^P'NrMD A 
l^rvj I c,/\L V IvjiL V V no V oLOlVlN 

TGYAINPSRDLPP\RIFTFIAGWG 
KQVFR YFPCPG PIPLSFS VG PLC 
VEGWGVM 


27133 


57501 


A 


27296 


1 


544 




27134 


57502 


A 


27297 


320 




I R PVXIXII UTA I4DN>IP\X/ A CI^'L'D A 
PP A I I<rPlP W P A \4!<^ P\yf /^TDr^\/D 1 

l^l\^LIS.i::,IKN.r AIVIIs.I::.IVILj I rUVKI 
U 1 IvUfNlvA. V WAKOIKlN Vr Y Kl K 
VPi QP li^VP'MPr^pricpxii^'i vri \/ 

TYVPVYHFQK 


27135 


57503 


A 


27298 


1 


303 




27136 


57504 


A 


27299 


1 


1311 




27137 


57505 


A 


27300 


1 


3126 




27138 


57506 


A 


27301 


2 


779 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFE VRGLDTKK*LL1 * SIK 

LC*QIG\LFADKGPRGTA*FSLL* 

ATGEKGFGL*GVPCFHR1IPGFM 

\CQGVGDFTRH\NGT\GGKSHLW 

GRNLKDENFIVLKHTGPGILSHG 

KMLDPNTNGSQFFICTAXKTAEW 

MPS A I 1 PiPR"Mni^TOPlPPQPI\/Pr: 

GQLRIKFDLVFYSLTTKIIPFCSF 
KESTPPPHLLASILESLCSRLQFP 
FGFHVFLVPCHA 


27139 


57507 


A 


27302 


143 


390 




27140 


57508 


A 


27303 


249 


1516 





BNSDOCID: <WO 0175067A3_IA> 



3625 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
loc:ition of first 
codon for peptide 
sequence 


Nucleotide location of last 
cudon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^^Unknown, 
^^Stop codon, /=possible nucleotide 
deletion, \-possiblc nucleotide insertion) 


27141 


57509 


A 


27304 


2 


645 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLI*SIK 

LC*QIG\LFADKGPRGTA*FSCL* 

SIEEKGFGL*GVPCFHRIIPGFM\ 

CQG\GDFTRH\NGT\GGKSHPM 

GKKFE\DENFI\LKHTG\PG\ILSH 

GKCLDPNTNGSQFFICTAVKTEV 

VGMAKHVVFWQK*KKGMKYC 

GRPWERFG\SR\NGKTQQRK1TI 

C * L VGQLRNK V LT WWF 


27142 


575 10 


A 


27305 


72 


387 


VCLQHGPWSSLKHVQGWRDD 

CHGLSLGPRTHVQAGTLPKPTL 

WAEPGSVITQGSAWTLWCQGI 

LQTQEYRLYREKXTAPWITRJP 

QEIVKKGHDPIPSITWEHTG 


27143 


5751 1 


A 


27306 


1 


322 




27144 


575 12 


A 


27307 


1 


1 125 




27145 


57513 


A 


27308 


1 


1419 




27146 


57514 


A 


27309 


198 


1634 




27147 


57515 


A 


27310 


78 


216 




27148 


57516 


A 


27311 


1 


489 




27149 


57517 


A 


27312 


18 


463 


AEGVEPGSPRVVLLESEQFLTE 

LTRLFQKCRTSGSVYITLKKYD 

GRTKPIPKKGTVEGFEPA\DNKC 

LLRATDGKKKISTVVSSKEVN* 

VFRWLISNLPLGANMDGLKKR 

DKKNKTKKTKAAAAAAAAGP 

AAAATAATTAATTAATAAQ 


27150 


57518 


A 


27313 


1 


1242 




27151 


57519 


A 


27314 


147 


965 


DPPSPVPAPPSSPRDGHFLVPDA 

TMAEEQPQVELFVKAGSDGAK 

IGNCPFSQRLFMVLWLKGVTFN 

VTTVDTKRRTETVQKLCPGGEL 

PFLLYGTEVHTDTNKIEEFLEA 

VLCPPRYPKLAALNPESNTAGL 

DIFAKFSAYIKNSNP\ALN\DNLE 

EGTPGKP*RFLDNYLTSPLPEEV 

DETVSAEDERCLSDGTFLDGN EL 

TLADCNLLPKVLHIVQVVCKKY 

RGFHHPPRPFRGVAFGYL\SNA\ 

YARENFRFPPVPDDEEIELAYE 

QVAKALK 


27152 


57520 


A 


27315 


1 


933 





3626 

BNSDCKID: <WO_0175067A3JA> 



wo 01/075067 



PCT/USOI/08631 



SEQ ID 
NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X«Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


27153 


57521 


A 


27316 


63 


641 


FAKMTDHKGERGEATRYMFSR 
PFKKTMGVVPCGHNN*RFYK\K 
GDIVD\IKGMGYCVQNGMP\HK 
CY\HG\KTGRSLTIVTPACLLPLL 
1 i^v<r vjiv V roxiviviiN V iviCriiivri 

QEEGTVWVQLKRQPAPPREAHF 
V\RTNGKEPEL\LEPIPYEFHGIN 
RCPKKKJKDLWATKKKKK 


27154 


57522 


A 


27317 


1 


390 




27155 


57523 


A 


27318 


75 


394 


T wr;r>VFK'nK K'VFFiN/fFr'^or^HT 

I vv vj JL/ V i_» iwj ivrvMjr iivicv^ov^V-'ri i 

VEKGGKHKTGPNLHGLFGRKT 
GQ APWDTPYTAANKNKG i I WG 
EDTLMEYLENPKK\YIP\GTKMI 
FVAGIKKKEERADLIAYLKKSY 


27156 


57524 


A 


27319 


2 


529 


ERQTRHAGGVRRGPRPKLQRD 
KAAAAAVLGAVRJCRPSVVPM 
AGQDPALSTSHPFYDVARHGIL 
QVAGDDRFGRRVVTFSCCRMP 

P^HFI HHORM 1 FVI k'VTF I^nv 
VFTsinVTTVYFI-IVni XTM^RMlcTPQ 

VI-rlNL/I 11 V I r n I VJl^MNOlvIN J*iJ^^ 
I rSWI O^AYK'FFnRK'VK'l^MT kT A 

Lt\J W LfV<o/\ I JVCir L/I\JV T lN.rvl>il^tv/\ 

L Y V VH PTSFIK VL WNILKPLISH 
KFGKK 


27157 


57525 


A 


27320 


287 


445 




27158 


57526 


A 


27321 


2 


362 




27159 


57527 


A 


27322 


30 


365 


EEAETVLVGQLKQLSSCLAVH 

KYRPFTK'OFKKTIRI 1 ARAPK'k:' 

AAGKGDVPTKRPPVLRAGVNT 
VTTLVENKKAQLVXCRKMGVP 
YCIIKGKARLGRLVHRKTCTTV 
AFTQVN 


27160 


57528 


A 


27323 


3 


432 


NSRVDDFVAAQDAKGKKVAP 
APAVVKKQEAKKVVNPLFEKR 
PICNFrSTfiOXDRl T ARAPK'K'AAr: 
KnnVPTKRPPVT RAPtVMTVTT 

JfvVJ J-/ V i 1 r*wivr 1^ V l-*IVf\VJ V iN 1 V 1 1 

LVENKKAQLVVIAHDVDPIELV 
VFLPALCRKMGVPYCIIKGKAR 
LGRLVHRKTCTTVAFT 


27161 


57529 


C 


27324 


62 


217 




27162 


57530 


A 


27325 


1 


1545 





3627 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Un known, 
*-Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


27163 


57531 


A 


27326 


2 


801 


PKGKKAKGKKVAPAPAVVKK 

QEAKKVVNPLFEKRPKNFGIGQ 

DIQPKRDLTRFVKWPRYIRLQR 

QRAILYKRLKVPPAINQFTQAL 

DRQTATQLLKLAHKYRPETKQ 

EKKQRLLARAEKKAAGKGDVP 

TKRPPVLRAGVNTVTTLVENK 

KAQLVVIAHDVDPIELVVFLPA 

LXCRJCMGVPYCIIKGFCARLGRL 

VHRKTCTTVAFTQVIMSEDKGA 

LAKLVEAIRTNYNDRYDEIRRH 

WGGNVLGPKSVARIAKLEKAK 

AKELATKLG 


27164 


57532 


A 


27327 


550 


827 


DVSWAGRSEDHRWIFLKJEQRT 

GGPPK/ERSRSESRHQISCMCAA 

STWMERTAYGGSHRELLLQQL 

PQEHTRKTLPLQQTSAWTYRLF 

HTSCEl 


27165 


57533 


A 


27328 


908 


1331 


GDMRGRREGGFGLGRRTANfRC 
GCSPGIVREADNLVKLSRPSTV 
R VTRSS AS VM VLTMPL A PATFL 
RVNCWAG/RGR/C*SONETVSR 

trceegr**icdyrveeorlrk:n 
wdlarpgeeolapspekrdlpl 

RVKDQGRHPCVV 


27166 


57534 


A 


27329 


I 


1134 




27167 


57535 


A 


27330 


62 


310 




27168 


57536 


A 


27331 


243 


578 




27169 


57537 


A 


27332 


324 


995 


nlvprpgtwirglplgdhspvl 
llfap*erstydlrssdrpaqet 
shqfqirerqrrhvlsvdpklr 
rrsrtgkaafpwcliiagtpl*l 
ythvsrvsdhagmpalvlhp* 

R/LSPTFLGKGQHALKGLKPVIT 
RLLQHGLLKPINSPFPSPILPVLK 
PDKAYKJLVQNLRLINQIVLPIHP 
VVPNPYTLLSSIPPSTTHYSVLD 
LKH A FFTIPLH PSSQPLF A FT 


27170 


57538 


A 


27333 


1 


1860 




27171 


57539 


A 


27334 


1 


957 




21 Ml 


57540 


A 


27335 


97 


826 




27173 


57541 


A 


27336 


245 


392 




27174 


57542 


A 


27337 


736 


1300 




27175 


57543 


A 


27338 


590 


891 




27176 


57544 


A 


27339 


1256 


1654 


VQPVRLVSGMQHPGSGWRRL 

WGOHSTSLTSKEHLHISKJIGNI 

DNLVQRNMPXSNEKPKCPELPP 

FPSCLSTVHFIIFVVVQTVLFIGY 

IMYRSQQEAAAKKJLLTTIFLCT 

SSICVQNDVVLREFKYLNCFIV 


27177 


57545 


A 


27340 


295 


852 





3628 

BNSDOCID: <WO_01 75067 A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO; 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino »cid sequence ( \=L!nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27178 


57546 


A 


27341 


3 


446 


ILAWFGSIAEAPSAAWLCGSSQ 

GRYCSSFNRVVRQNSSDAKVV 

NVPKTRITFCKKVCGKHQPHKV 

TQYKKGKDSLYAQGRRRYDRK 

QSG YGGQTK Pi FRKKA KTTKKl 

VLRLECVEPNCRSKRMLAIKRC 

KHFELGGDKKRKGQVIQF 


27179 


57547 


A 


27342 


1 


565 




27180 


57548 


A 


27343 


1 


1050 




27181 


57549 


B 


27344 


1 


2109 




27182 


57550 


A 


27345 


2916 


3229 




27183 


57551 


A 


27346 


3 


671 


AGILAAIREANMGAYKYIQEL 

W/RKKPSDVHAFFLRV\RCGQT 

RSFFVFTGVPRPTRPDKARRLG 

YKAKQGYVIYRIRVRRGGRKRP 

VPKG AT YGKPVH HG V\NPA * KF 

ASKALQVPLPEGTEAGR\HCGG 

S* ESLNS Y WVG EDS\TYKFFE V I 

L 1 DPA^SH KA I RRN PDTQ\ WITVK 

PVHKHREMRGLTSAGRKSRGL 

GKGHKFHHTIGGSRRAAWRRR 

NTLOLHRYR 


27184 


57552 


A 


27347 


1 


1646 




27185 


57553 


A 


27348 


2 


2600 




27186 


57554 


A 


27349 




2403 




27187 


57555 


A 


27350 


100 


520 




27188 


57556 


A 


27351 




570 




27189 


57557 


B 


27352 




837 




27190 


57558 


B 


27353 




1434 




27191 


57559 


A 


27354 




2379 




27192 


57560 


A 


27355 


3 


952 


IDWAPKSDRIVTCGADRNAYV 

WSQKDGVWKPTLVILRINRAA 

TFVKWSPLENKFAVGSGARLIS 

VCYFESENDWWVSKHIKKPIRS 

TVLSLDWHPNIMVLLAAGSCDF 

KCRVFSAYIKEVDEKPASTPWG 

SKMPFGQLMSEFGGSGTGGWV 

HGVSFSASGSRLAWVSHDSTVS 

VA\DASKS\VQVSTLKTEFLPLL 

SVSFVSENSVVAAGHDCCPMLF 

NYDDRGCLTFVSKLDIPKQSIQ 

RNMSA/LWERFR\NMDKRATTE 

DRNTALETLHQNSITQVSIYEV 

DXKQDCRKFCTTG I\DG AMTI W 

DFKTFXESSI OGLRI M 


27193 


57561 


A 


27356 


3 


134 




27194 


57562 


A 


27357 


1 


478 




27195 


57563 


A 


27358 


1 


623 




27196 


57564 


A 


27359 


425 


667 




27197 


57565 


A 


27360 


121 


401 




27198 


57566 


A 


27361 


1 


1818 





3629 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEO H) 
iNO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEO n> NO: 
in IJSSiN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
set|ucnce 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




57567 


A 


27362 


552 


2325 




27200 


57568 


A 


27363 


693 


1270 




27201 


57569 


A 


27364 


18 


146 




27202 


57570 


A 


27365 


270 


683 




27203 


57571 


A 


27366 


1 


1398 




27204 


57572 


B 


27367 


1 


1152 




27205 


57573 


A 


27368 


40 


538 


SPSPKDSPGVRVGISCYIGGPCQ 
QRLLSPVRASKMTKKRRNNGR 
AVKKGPRHVRGPSPLKFLPPSSC 
HLTVPRCRAQGTRPIKKFWISK 
P*VEAAANARD1SEASVFDAYL\ 
LPKLYVKLHYCVSCAIHKQK*S 
GNRS\REA\RKTRTPPPRFR\PGG 
*LPHGPPTKSP 


27206 


57574 


A 


27369 


204 


401 




27207 


57575 


A 


27370 


3 


980 




27208 


57576 


A 


27371 


2124 


2836 




27209 


57577 


A 


27372 


139 


8892 




27210 


57578 


A 


27373 


1 


2592 


MAGLGASLHVWGWLMLGSCL 

LARAQVRASAPRHLFSRSLRRG 

LSFSDTEARCARELIHVHTSTN 

APARTEAYPAGSAEPPRRPRAG 

REHSFFSQRYVPLPPLGGALGS 

GPAKLPPPRAPCPVRFCADLET 

LCGALDCYKVRGGAAPARPAP 

RPAGGIQVSSLSGFGTESLPGGN 

PFPHRDHRESGTMDSPSLTVAT 

PLSLTPPIPRELACGDWRRVGG 

GAGGGGLRRRGLGGDKAGKR 

KSSDLPCGPGFLQSLLQKRRHW 

ESGLGLPGCGCESELVSGCGAP 

TLRQHIIPAEGRNGVKEKSADL 

GCGGSQGLRAKKGTNPGIENG 

KRKGKEGMLDAWICRRSAFGP 

GREKLGGEEVGCNDKGKIRFIE 

VKMSKKISGGSVVEMQGDEMT 

RIIWELIKEKLIFPYVELDLHSY 

DLGIENRD/ATNDQ VTKDAA E A 

DKKHNVXGVKCATITPDEKRVE 

EFKLKQMWKSPNGTIRNILGGT 

VFREAIICKNIPRLVSGWVKPIII 

GRHA YG DQGFGSNMQNAIM K 

KLKWLHLARVGKFSDANAKFY 

CRLYYAGEFHKMREVILDSSEE 

DFIRSLSHSSPWQARGGKSGAA 

FYATEDDRFILKQMPRLEVQSF 

LDFAPHYFNYITNAVQQKRPTA 

LAKILGVYRIGYKNSQNNTEKK 

LDLLVMENLFYGRKMAQVFDL 

KGSLRNRNVKTDTGKESCDVV 


2721 I 


57579 


A 


27374 


2 


2138 





3630 



BNSDOCID: <WO 0175067A3 IA> 



wo 01/«75«67 PCT/USOl/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


NucleoHde 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==lJnknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


27212 


57580 


A 


27375 


1 


2355 




27213 


57581 


A 


27376 


249 


1544 


EIYSLSRFIEVKMSKKISGGSVV 

EMQGDEMTRJIWELIKEKLIFPY 

VELDLHSYDLGIENRDATNDQ 

VTKDAAEAIKKHNVGVKCATI 

TPDEKRVEEFKLKQMWKSPNG 

TIRJvJlLGGTVFREAIICKNlPRLV 

SGWVKPIIIGRHAYGDQYRATD 

FVVPGPGKVEITYTPSDGTQKV 

TYLWHNFEEGGGVAMGMYNQ 

DKSTEDFAHSSFQMALSKGWPL 

YLSTKNTILKKYDGRFKDIFQE 

MXYDKQYKSQFEAQKIWYEHR 

L\ID\DMVAQAMKSEGGFIWAC 

KNYDGDVQSDSVAQGYGSLG 

MMTSVLV\CPDGKTVEA\EAAH 

OT VTR H YR M YOXkmon r>\/ HPI P 

LASIFAWOPFOI \AHRA1CI RMXl 

KFT AFFA>JAI PF^FVFTHPX A r;p 

MTfCDI AAPIKHI PNVOR<snVT 

NTFFF\Mr>Kf OFTslI K'lkTI AOAkT 


27214 


57582 


A 


27377 


1 


692 




27215 


57583 


A 


27378 


251 


2150 




27216 


57584 


C 


27379 


93 


293 




27217 


57585 


A 


27380 


308 


534 




27218 


57586 


A 


27381 


2 


856 




27219 


57587 


A 


27382 


3 


327 


AOFI HTFFVXnOFTVArUk' A 
/Av^ct^n 1 rx^ V 1 vjv<;E» 1 v /vv^i isj'\xi V 

ASLECilAPFDOVVl 1 AHA PI Fn 
EATLGOCGVFAI TTI FVAHRM 

OYNRRFVNVVPTFGKICKOPMA 

v<f * i^xxivi V V V r 1 rvji^jvrvvJr IN/A. 


27220 


57588 


A 


27383 


150 


456 




27221 


57589 


A 


27384 


651 


835 




27222 


57590 


B 


27385 


1 


2193 




27223 


57591 


B 


27386 


109 


714 




27224 


57592 


A 


27387 


150 


458 




27225 


57593 


A 


27388 


1 


2055 




27226 


57594 


A 


27389 


1 


804 




27227 


57595 


A 


27390 


645 


1828 




27228 


57596 


A 


27391 


899 


1216 




27229 


57597 


A 


27392 


79 


156 




27230 


57598 


A 


27393 


1796 


2215 




27231 


57599 


A 


27394 


107 


724 




27232 


57600 


A 


27395 


854 


926 


PLEIPHEPPPGRG*HAPQLPRGQ 


27233 


57601 


A 


27396 


2 


413 




27234 


57602 


A 


27397 


54 


442 


FAKMTNTNLNRRGTRYMFSRP 

FRKHGVVPLATYMRIYKKGDI 

VHIKGMGTVQKGMPHKCYHG 

KTGRVYNVTQHAVGIVVNKQG 

KGKILAKRINVRIEHITHSKSRH 

SFLICRAKENDPEYEVEALENGT 



3631 



BNSDOCID: <WO ^017S067A3_IA> 



wo 01/075067 



PCT/11S01/0S63I 



si:q It) 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn. 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27235 


57603 


A 


27398 


1 


490 




27236 


57604 


A 


27399 


150 


536 


NCKISFLHFCYIFVICALKRISAL 

SRGKILAKRINVRIEHIKHSKSR 

DSFLKRVKENDQKKKEAKf.KG 

TWVQLKR/QGKNLVYISLVLRA 

L*G*DLTHHII1LFPFFFL**PAPI' 

REAHFVRTNGKEPELL 


mil 


57605 


A 


27400 


336 


928 




27238 


57606 


A 


27401 


13 


724 


INPPPPPFRPEPPSSSKFAKNlXiP 

QRGFCRRGTPIIMFS/RGPFKKIM 

GVVPLAHIFMRMYKQRCDFVDI 

QG E WGTLFQKGNCPH K V V T 1 Ki 

QNLEGVLPMVTPAMLVGULI/ 

NKQV*GQRJLPKRNLMWRI»A 

HLRHF*GARD/RASLKTCGREN 

GSRKKERKPKGGKVTWGFQLK 

RRHLGFPPQEEATFLLhCEPIGGR 

EP*ACLEPYFPYWISWGINRVF 

KKKJKGPSGLQKKKKKKVD 


27239 


57607 


A 


27402 


1 


759 




27240 


57608 


B 


27403 


1 


372 




27241 


57609 


A 


27404 


1746 


2966 


DMKNGAKEGESYLLLQCLPPSP 
LPSPPPSPSPPPPPPPPPS1*SSPSI»P 

pspppppspspppspspspppp rsi»p 

SPSSPSPSPPPSPPSPSPLSP TPPPP 

PSPSLPPLPSPSLPPPPSPSPSPPPP 

PSPPPSPPPSPSPPPSPSPSPPPPPS 

PPPSPPPSPSPSLPPSPSPPPSPSPP 

PSPSPLPSPSPSLSPSLPPSPSPSPP 

HHHHHHHHHHHHHHHHIIHHH 

HHHHHHHHHHHHHHHHIIHHH 

HHHHHHHHHHHHHHHYHMIIC 

HHHHHHHHHCHHHHHHCHHIl 

HHRHCHHHRHHHHRQHHHIIH 

HHHHHHQHHHPQTLH*PSESQ 

H1VGAQ*MLHCHSLCVYI0GSH 

SVRKFLVLKQKLSMGMVLPPG 

GDLEHCG ACLDCDQD WRC A M 

PSHKYPPKHAHCCEGCLC 


27242 


57610 


A 


27405 


150 


462 


ICEGRTCIFEEPCNCSSLYVRSN 

GGNHSHSTTTFKYNGSNVVIPR 

WQGPSGSTQPSKARRPVAFSQG 

NCAMEKGN*SD1LGTTEHWL*A 

DIDSRGPKMSLQSSS 



3632 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=:possible nucleotide 
deletion, \=possible nucleotide insertion) 


27243 


5761 1 


A 


27406 


142 


1285 


SRMSKAFGLLRQICQSILAESSQ 

SPADLEEKKEEDSN\MKREQPR 

ERPRAWD\YPHGLVG\LHNIWT 

DLACLNSLIQVFVMNVDFTRIL 

KRJTVPRGADEQRRSVPFXQML 

LLLEKMQDSRQKAVRPLELAY 

CLQKCNVPLFVQHDAAQLYLK 

LWNLIKDQITDVHLVERLQALY 

TIRVKDSLICVDCAMESSRNSS 

MLTLPLSLFDVDSKPLKTUEDG 

LHCFFQPRELSSKSKCFCENCG 

KKTRGKQVLKLTHLPQTLTIHL 

MRFSIRNSQTEKDLATPLYFPQS 

L.i_/r iVfcj^ Ivor v<f Li^^ivc oL^ \J^t 
vjvjv^ I xjLr/\ V i/\n V vJiVi/\Liovjrl Y 

LVSWEDIQCTYGNPNYHWQET 
AYLLVYMKVMEC 


27244 


57612 


A 


27407 


1 


1077 




27245 


57613 


A 


27408 


3 


242 




27246 


57614 


A 


27409 


213 


928 


EGPARQRLLSPVRASKMTKKR 

RNNGRAQKRAAAHVRGPSPLK/ 

CFPSGPLPPNCAR\CVPQGTRPI 

KKFWIRXNiVGGRSRQGHISEAS 

RLRMPISLPKL\YVKLH\YC\VSC 

A 1 HKQK* FR\NRS\RESPAKTRTP 

PPPF+FM A i^/^/"*r>'T'\/r>r>r>T/^ a¥h~\i 
rr rvr L/LAOOL-P 1 VrrrlvAhlUL 

n PF vr^ R i40xr^\/TvT r\ A Ti 
Kj rtL I l^Kriv^ IL-. V fSI W V L/i_/rvls^ A 1 1 

1 oVJ Y ov^ WL Y K Y IV 1 tlA 1 lALiV^o 

Rr^PWUPI OAI \)l/CDDD/^l>r\D¥ 
tvvjriV Y rlr^l^v^AL WoKi^rOKXJrL 


27247 


57615 


A 


27410 


1 


267 




27248 


57616 


A 


27411 


257 


322 




27249 


57617 


A 


27412 


2 


176 




27250 


57618 


A 


27413 


218 


923 




27251 


57619 


A 


27414 


2 


429 


TKFAARRPALAACAAISKIKAR 
DLRGKKKEELLKQ\LDDLK\VE 
1 ^oi RVA*VTr;nA AQif I qi^trv 

'-'OV^L/lV V r\ V I vl\J/\/\OlSJ-f^lVllV V 

VRKSIARVLTDINQTSGKKTFR 
EILTRG1CKYKPLGPCGP*GRTR 
AM RRRLNKHEENLKTKKQQRK 
ERLYPLRKYAVKA 


27252 


57620 


A 


27415 


1 


1 146 





3633 

BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 



PCT/USO 1/08631 



SEO Il> 

NO: 


SEQ in NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for htst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
"-Stop codon, /^possible nucleotide 
deletion, \=po$siblc nucleotide insertion) 


27253 


57621 


A 


27416 


2 


670 


lAGElTRRGSRARPKPGPQCPPG 

PPGTAMIKAILIFNNHGKPRLSK 

FYQPYSEDTQQQURETFHLVSK 

RDENVCNFLEGGLLIGGSDNK\ 

LIYRHYATLYFVFCVDSSESEL 

GILDLIQVFVETLDKCFENVCEL 

DLIFHVDKVHNILAEMVMGGM 

VLETNMNEIVTQIDAQNKLEKS 

EAGLAGAPAXRAVSAVKNMNL 

P\EIPRNIN1G\D1S1K\VPNLPSFK 


779 

Z. / Z-JH 


^7^99 

J> 1 uzz 


y\ 


274 17 


5 


379 




/ ADD 


D I DZ J 


A 


974 1 ^ 

Z / *T I O 


516 


675 


LEWSSAKFPTAVGVSLLLSSVC 
RSQ*FLMDAMSRMDLVRYTSA 
RVS 


Z. 1 AD\J 


-J / ozt 


A 
r\ 


27419 


2 


1220 




z / Z J / 




A 


97490 


435 


552 




27258 


57626 


A 


27421 


5 


379 




27259 


57627 


A 


27422 


1 


1062 




Z / ZOVJ 


S7^7K 

J / VJZO 




27423 


17 


467 




777A 1 

Z / ZO 1 


J / OZ!7 


A 


27424 


105 


355 




z / zuz 


S7^i ^0 

J / U Jl^ 


A 


27425 


283 


466 


A PRS A RPI V H G V KATRPKPRN L 

LDKDMFSKSDPLCVMYTQGME 

NKQWRXEFGRTEVIDNTLN 


979/^^5 
Z / ZO J 


^li^'X 1 
J / \jj 1 


c 


97496 


167 


379 




27264 


57632 


A 


27427 


164 


1185 




27265 


57633 


A 


27428 


1 


873 




27266 


57634 


B 


27429 


20 


523 




27267 


57635 


A 


27430 


3 


1225 




27268 


57636 


A 


27431 


1 


884 


GTRJDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKK* LLI * SIKLC*QIGG SSIFITS 

D* KNSCLPLI VQQCLLFLRILPVL 

FADKVPKTAENFRALSTGEKGF 

GL*GVPCFHR1IPGFM\CQG\GDF 

TVRHXNGTGGKSIYGEKVFEDENF 

i\LKHTGPGILS\MANAGP\NTNG 

SQFFICTAK'nEWLDGKPWVFG 

KVICE\GMNIVEAMERP\GS\R1MG 

KTXSKXITIADCGQLRJKFDLVF 

YSLTTKIIPSGSPRESTPPTHLLA 

SILESLCSRLQFPFGFHVFLVPS 


27269 


57637 


A 


27432 


27 


410 


LQDEATGCQKLIEVDDERKLRT 

FYEKRMATEVAADALGEEWK 

GYVVRISGGNDKQGFPMKQGV 

LTHGRVRLLLSKGHSCYRPRRT 

GERKRKSV\RGCIVDANL\SVLN 

LVIVKKGEKDIPGLTDTTVPR 



3634 

BNSDOCID: <WO_017S067A3JA> 



wo (M/()75067 



PCT/US(H/0863I 



SEQ ID 

NO: 


St:0 ID NO: 
of peptide 
sequence 


Met 
hod 


SI:Q id NO: 
in USSN 
Oi>/540,2n 


Nucleotide 
locntton or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Slop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


27270 


57638 


A 


27433 


93 


866 


TVSFPATGC\QKLIEV\DDERKL 
RTFYEKRMATEVA\ADA\LC.E1I 
WKGYVVRISGGNDKQGFPMK 
QGVLTHG\RVRLLL\SKGHSCY 
RPRRT\GERK\RKSSSVGC1\VDS 
KSWSVLOLGLLLKKKKK*RRir 
PG\LTDTTVPRRLG PQK/R A S R 1 K 
KLFNLSKVEDDVROYVVRKPI N 
KEGKKPRTKAPKIORLVTPR VI 

AEYAKLLXAKRMKEAKEKROE 
QIAKRRRLSSLXRASTSKSESSQ 


2121 \ 


57639 


A 


27434 


2 


401 




27272 


57640 


A 


27435 


1373 


1838 




27273 


57641 


A 


27436 


1 


257 


MNROLSDSYTEDTKEPSDV ri S 
ERTRSPPGSAKTTMIDTL JCKi O 
DVVQKLRTPKIPQSQQQICWNN 
MSRLRDOS*RSSKKRORI Wk 


27274 


57642 


A 


27437 


247 


831 




27275 


57643 


A 


27438 


I 


993 




27276 


57644 


A 


27439 


267 


281 


CNCPNIFEARWVNl KSl SKIUF* 
RPFQP 


27277 


57645 


A 


27440 


274 


482 




27278 


57646 


A 


27441 


1 


219 




27279 


57647 


A 


27442 


1 


681 




27280 


57648 


A 


27443 


1 1 


1094 




27281 


57649 


A 


27444 


51 


65 


NNTFLKYC*lDF>iD*DCGGFi:)I*s 
PN*LGLPIPLSMVLCFIIHF 


27282 


57650 


A 


27445 


1 


1563 




27283 


57651 


A 


27446 


3 


318 




27284 


57652 


A 


27447 


1 


294 




27285 


57653 


A 


27448 


7 


259 




27286 


57654 


A 


27449 


29 


191 




27287 


57655 


A 


27450 


2 


519 


KSQDYKSLNATCAGGTSFSGC 
ARRLLLSTCSSGWRSGGLSLRG 
GKMELEAXMSRYTQPSEPQI.SS 
PHLTV VLLA IGMFFTVA WFFV Y 
EVTSTKY\TRDIYKEAPHPP*VA 
LTPSMGFGVLF\LLL\WVGIYRV 
SH PR VTTQNGFH WKPA FC K 1 N F 
FFYLFAWEVFPPAAHNKVOML 


27288 


57656 


A 


27451 


144 


386 


VCECKMPKVQPNFTHWSkS'N 
DDLNRSSL WO A * POA A S V E NIL 
RS 


27289 


57657 


A 


27452 


462 


672 




27290 


57658 


A 


27453 


1 


475 




27291 


57659 


A 


27454 


1 


741 




27292 


57660 


A 


27455 


62 


390 




27293 


57661 


A 


27456 


549 


641 




27294 


57662 


A 


27457 


456 


774 




27295 


57663 




27458 1 


2852 


2935 





3635 

BNSDOCID: <WO 0175067A3JA> 



wo (M/075067 



PCT/LSO 1/08631 



NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mcl 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
scciuefice 


Nucleotide location of hisl 
codon for l:ist amino acid 
of peptide .sequence 


Amino acid sequence ( X— Ijnknovvn, 
*-Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 




57664 


A 


27459 


699 


761 




27297 


57665 


A 


27460 


399 


434 




27298 


57666 


A 


27461 


683 


1661 




27299 


57667 


A 


27462 


1 


95 




27300 


57668 


A 


27463 


-> 


517 




27301 


57669 


A 


27464 


6 


401 


RGLTEVPETSGGRVSVGAMAK 

HHPDLIFCRKQAGVAIGRLCEK 

CEGKCVICDSYERPCTLVRICDE 

RNYGSYOGRCVICGGPGVSDA 

YYCKEVHHPGERTRDGC\SKIV 

NLGSSKTDLFL* TAKNTGFOER 


27302 


57670 


A 


27465 


1 


321 




27303 


57671 


A 


27466 


67 


348 






57672 




27467 


1 


642 




27305 


57673 


B 


27468 


193 


445 




27306 


57674 


A 


27469 


32 


216 


AGPSQPTNQTI'GKSPQLQQDYF 

PRRSYRCSHRLIICLNVTGDAV* 

STVQLKALMLRGRNYK 


27307 


57675 




27470 


214 


440 


QDR WG L A PH PP A PG L PLPG PTN 
QTTGKSPQLQQDYFPRRSYRCS 
HRLI1CLNV1GNAL*STVQL1CAL 
MLRGRNYK 


27308 


57676 


A 


27471 


35 


3801 




27309 


57677 


A 


27472 


1 


290! 




27310 


57678 


A 


27473 


1 


1317 




2731! 


57679 


A 


27474 


1698 


3255 


RVACPCVVWLCWAHWELWRT 

EEVEGGIAGTDVAR/EASDFILT 

DAIFSSIVKAVMASLQRRGSRE 

L*LPAAGVWKLQTDF*AQSI/AE 

EGIECKSIKPVLAKYLVWTRLF 

VGLLAELRDESAPETTPAGRRR 

QPQVWSGARQTCGQRTERLAG 

GLGEMQACSGNLGAEKEKQSK 

KL AGG WPMSPTSLH ALGPKL V 

PAKSQRHRAEHMSTWQVGVVS 

SSYFTGNLVGTLLTGYVIKRIGF 

NRSYYLASFIFAAGCAGLGLMI 

GFWSWLAWRFVAGVGCAMIW 

VVVESALMCSGTSRNRGRLLA 

AYMMVYYVGTFLGQLLVSKVS 

TELMSVLPWVTGLTLAGILPLL 

FTRVLNQQAENHDSTSITSMLK 

LRQARLGVNGCIISGIVLGSLYG 

LMPLYLNYKGGKSSPTPAVRPA 

RHNSLPGPEAKKYRPGFIIGLTS 

CIAFSVQAANVDEYITQLPAGA 

NLALMVQKVGASAPAIDYHSQ 

QMALPASTQKVITALAALIQLG 

PDFRFTTTLETKGNVENGVLKG 



3636 

BNSDOCID: <WO 01 75067 A3JA> 



WOOI/()75067 



PCT/USOl/08631 



NO: 


SEO ID NO: 
of peptiJc 
sequence 


Met 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unlinown, 
*=Stop codon, /=possible nucleotide 
deletion, X^possible nucleotide insertion) 


27312 


57680 


A 


27475 


152 


468 


GLGIO*LLCCSSFCFOLLPEKKE 
GRLAGDAGAARPAKSGRFLGl 
TSGLPSEWSARTGPFPPKSI SG 
GGELNGSSLGFGTODGRGTRE 
GRDRGLHPARPPOYOHSP 


27313 


57681 


A 


27476 


541 


4172 




27314 


57682 


A 


27477 


3 


1 1 10 




27315 


57683 


A 


27478 


340 


1032 




27316 


57684 


A 


27479 


2 


779 




27317 


57685 


A 


27480 


3 


281 




27318 


57686 


A 


27481 


519 


737 


VPDLLLOLPNAGLCGHFCDPGD 
SLOCLCHOGPGFOAONWAAV 
WADTKPAAGAEAREPGDI A* I 
VPPTWSPTR 

▼ X 1 X WW kjl 1 IX 


27319 


57687 


B 


27482 


1 


915 




27320 


57688 


A 


27483 


68 


145 




27321 


57689 


A 


27484 


1281 


1433 




27322 


57690 


A 


27485 


171 


708 




27323 


57691 


A 


27486 


1 


270 




27324 


57692 


A 


27487 


278 


588 


VYIKRMPKKKV/SFGTIKFFPKR 

RLAQLSAKPAPAKVEAKLKKA 

AAKDKSSGKNVQTKGKRRAK 

GKQAKVANQETKEDLPAENGE 

MFCTEESPASDEAGEKFTlCSn 


27325 


57693 


A 


27488 


304 


513 


PVRHG AFFODKSSDK KWOTK G 
KRG AKGKOANEV AMOFTK FDl 
PVDXSGETKTVEESPSLLIEAGFK 
EAKS 


27326 


57694 


A 


27489 


1 


435 




27327 


57695 


A 


27490 


3 


273 




27328 


57696 


A 


27491 


9 


293 




27329 


57697 


A 


27492 


1 


504 




27330 


57698 


A 


27493 


1 


529 


IPPPRL FL P V ATE V ARVRL LPPP 

PPQNAARDALTSPSYLAWASPR 

KQTPSPPAAKDIKXKILEQRGYP 

FCADDDR\LNKVI\SEAEWKYTL 

KDV1APGVLASLPSVP\AGGAV 

AVSACPOALAAPCCLGSAPAVA 

AEGEEICMKKKEEVLKES\DDD\ 

MGFGPFELKSLPPLQiKGLFYTS 

R 


27331 


57699 


A 


27494 


1 


396 




27332 


57700 


A 


27495 


2 


398 




27333 


57701 


A 


27496 


] 


702 




27334 


57702 


A 


27497 


1060 


1446 




27335 


57703 


A 


27498 


46 


216 


HPLOLSVIPFLPVIC*HVDOMGF 

XXX i— > V X X X wx V xv 1 X V i«^v^ivi vj r 

AD/CVLSN*VNCLASRFLAVSV 
ALRSSRFIFTMVP 


27336 


57704 


A 


27499 


1 


1152 




27337 


57705 


A 


27500 


126 


184 




27338 


57706 


A 


27501 


238 


498 





3637 

BNSDCX:iD: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
seQuence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino «icid sequence ( X=Unknown, 
^^'Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27339. 


57707 


A 


27502 


1 


852 




27340 


57708 


A 


27503 


3 


171 




2734 1 


57709 


A 


27504 


1064 


1302 




27342 


57710 


A 


27505 


449 


668 


SPGDYFISLMAAMGRPQVGYW 
APELLQKMMRKRMNIWKKLI 
QNYKQLK/CSLTLNNHVKLVRT 
NLRPHLAGLLG 


27343 


5771 1 


A 


27506 


] 


2454 




27344 


57712 


A 


27507 


2 


408 




27345 


57713 


A 


27508 


205 


715 




27346 


57714 


A 


27509 


1 


813 




27347 


57715 


A 


27510 


1 


864 




27348 


57716 


A 


27511 


17 


396 




27349 


57717 


A 


27512 


3 


428 


LTNYAAAYCTGLLLARRLLNR 
LGN4DKIYEGQVEVPGNEYNVE 
SIDGQPGAFTCYLVADLARTTT 
GNKVFGAPEGAVDGGLSNPHS 
SKRFLGLSIPHSTK*ILGYDSEN 
KEFNAEVRRKHIMGQKFADDL 
HCLIEEDENASKK 


27350 


57718 


A 


27513 


164 


431 


EFFFSTSN1GVYLQ11HIVGKPI*H 
/YLV*ILSY*HLAARTISSK1KSN 
SLVPCASNRGDVGSTRRPRVTR 
RSVRYSAPAAPLRSPLFAR 


27351 


57719 


A 


27514 


1307 


1947 


TNEGSGNSAPLFSGARNQTRMI 

VRGTNR/DIICQIAYARTEGDMl 

VCTAYVHELPKYGVKVDLTNY 

AAAYCTGLLLDRRLLNRFDMD 

KIYEGQVEATGDDYNVVSIDG 

QPEVHRKHIMGHNVADYMCY 

LMEEDEDG Y KXQFSQ Y MKN S V 

TPDMMEEMCKFCAHAAIRESPV 

CEKKPKJKEVKKKKWNRPKMS 

LAQKKDWVAQKKASFLRAQE 

RAAES 


27352 


57720 


A 


27515 


1 


987 




27353 


57721 


A 


27516 


1521 


1641 




27354 


57722 


A 


27517 


2 


614 


ILSRVVEFPLTAEVPPELLAAAG 

FFHTGHQDKVRCFFCYGGLQS 

WKRGDDPWTEHAKWFPSCQFL 

LRSKGRDFVHSVQETHSQLLGS 

WDPWEEPED\EPLWPPPSLPLG 

TLSCPHPGERSSLKVPRSQEGSV 

QPRPRGRGGFLSPQ/DARDVEA 

QLRRLQEERTCKVCLDRAVSIV 

FVPCGHLVC\AECAPGLQLCPI 

WQKPPSRSR 


27355 


57723 


A 


27518 


3 


89 





3638 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/IJS01A)8631 



SEO n> 

NO: 


SEQ IDNO: 
of peptide 
sequence 


Met 
hod 


SEO "> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide locrition ofhii^l 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Sfop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27356 


57724 


A 


27519 


1 


1618 


ASSHVETRAHAEERLLKKLFSG 

VNKWSRPVANISDVVLVRPGLS 

lAQLIDVDEKNQMMTTNVWVK 

QEWHDYFCLRWDPADYENVTSI 

RIPSELIWRPDIVLYNNADGDFA 

VTHLTKAHLFHDGRVQWTPPA 

lYKSSCSIDVTFFPFDQQNCTMK 

FGSWTYDKAKIDLVNMHSRVD 

QLDFWESGEWVIVDAVGTYNT 

RKYECCAEIYPDITYAFVIRRLP 

LFYTINLIIPCLLISCLTVLVFYLP 

SECGEKITLCISVLLSLTVFLLLI 

TEIIPSTSLVIPLIGEYLLFTMIFV 

TLSIVITVFVLNVHHRSPRTHTM 

PTWVRRVFLDIVPRLLLMKRPS 

VVKDNCRRLIESMHKMASAPR 

FWPEPEGEPPATSGTQSLHPPSP 

SFCVPLDVPAEPGPSCKSPSDQL 

PPQQPLEAEKASPHPSPGPCRPP 

lIVJ 1 V^/^I VJ l^/A IVyA.l\.OL»0 V V^lilVlOO 

RLSSHPQTSPLRANAHARRSPL 
RCPRVPRSRPAAPKHRPRTCPC 


27357 


57725 


A 


27520 


1 


3158 




27358 


57726 


A 


27521 


2 


237 




27359 


57727 


A 


27522 


76 


254 


PLHITFFSRACFPSLHNCCEY*Q 

PGF*TS\KTPQLWCQLRQYSFK 

HSFLVVPTCPVPLLG 


27360 


57728 


A 


27523 


86 


376 


LPWSFTLSGKSRFSGEGARACY 
KCQKSDHQVA RN ACSPG FLLSRJ 
PSVRDPTGNRTVni TWOPI PPP 
LELWPKAL 


27361 


57729 


A 


27524 


1 


167 


MPEPQRPGVPPEPPPPGACYAC 
RKSGHWA\RNARSPGFLLSRVP 

SPPGPSRTPSFG 


27362 


57730 


C 


27525 


1 


381 




27363 


57731 


A 


27526 


243 


437 


VTSTV ROTPATS PA HKNFOM PF 

PQRPGVTPEPSPPGACYKCQKS 

DYQANRNACSPGFLLSRVPSV 


27364 


57732 


B 


27527 


88 


1485 




27365 


57733 


A 


27528 


1 


3759 




27366 


57734 


A 


27529 


36 


438 


RNDRVRPHRDVYSLQGRLSDH 

SPTFQGCQTTQGRLPWSFTLSG 

KFRFSGEGATTSPAHKNFQTPE 

PQ WPG I PPEPPPTG AC YTCRKSG 

HWA\RNARRPGFLLSRIPSVWD 

PTENRTVQLTWQPLPEPLELWP 

KAL 



3639 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Aminu acid sequence ( X~Unknown» 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


27367 


57735 


A 


27530 


314 


691 


S LQG H L SD YTLTFQGCQTTQG H 

LPWSFTLSGKSRFSFFGTKCiDV 

SGSQDNCGERVSRQTREQRSLH 

HRQGACYTCRKSGHWANRNAR 

CPGFLLSCVPSVWDPTENRTVR 

LTWQPLPEPLELWPKAL 


27368 


57736 


A 


27531 


383 


2907 


RSPTSKTKDICHRSWRRGL/WV 

NKASEDGEDLDRDVSVASNIEP 

WTGWCRAAPLQADLGPNSSSA 

SAPPPYNPFITSPPHTWSGLQFR 

SVTSPPPPAQQFTLKKVAGAKG 

IVKHALKRLKPVITRLLQHGLL 

KPINSPYNSPILPVLKPDKPYKL 

VQDLRLINQTVLPIHPVLGIIGLT 

SSVRRDAGQDLKRDRAEFLLG 

DEVHHPHRRRIAEARRLLLGQH 

FDPLHRLIGQVLELGEARYAPP 

VEQHHRLAPARRTGQRLHPLE 

QFGQAG RAQRRNRLG 1 EHRDR 

LDRPDDGAGNALAGDGDFRRG 

CLFAGIGIRPRYCRYRQSQDDR 

RPSHAAPRPRALPIPHRPATPIA 

DVMVMFSVAIMSQLRLVLRHI 

DGISRWPPAVVFITDVKIWLVY 

PSDDCRIRSNDRDDMQGEAPA 

MSMTMAAARVGDPIGHSFSQGL 

FGEALDGLFFARRSEVDMRAG 

NLGRLIARGLSGGRWTPADGQ 

LTLGSRDVFINGPPATMTIRSTG 

QCRQHSGLRTVTRTETDSIGPIE 

VPADAYWGAQTERSLENFPFG 

AREQMPIGIVHALAIVKKAAAR 

INRGHGLAGEKADAIESAAHDV 

lEGRHDDQFPLVIWQTGSGTQS 

NMNANESSNDTFPTALHVAAA 

LAVTKQLFSALDRLHAALDAK 

AKEWDSfVKIGRTHLQDATPLT 

LGQEFSGYVQQLANARDRJEGT 


27369 


57737 


A 


27532 


929 


1227 


PENGTFEFSILOVLDNSCHKMG 
KWS/RGA*RPGILLHIGPSLVSA 
PNVTHPKSFFFLSFLFLRSPPQV 
PSPLNPSFLWTHLTSPLLPRLLL 
ARLSQVPILT 


27370 


57738 


A 


27533 


98 


412 


LGSGDLPWEINPLSSCSLLCEKH 
PPTTSG POTDOPKKH LTNFKSG 
AC YMCRK\SGHW A/RAN ARSPG 
FLLSRIPSVWDPT*KFGLVQLTL 
GKPLPEPLELRP\RLSD 


27371 


57739 


A 


27534 


14 


249 




21312 


57740 


A 


27535 


49 


341 




27373 


57741 


A 


27536 


392 


571 





3640 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


ivici 

hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Un known, 
*==Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


27374 


57742 


A 


27537 


1 


1590 


MPNGTNESHRYNASERSQTQK 

DEQTGKTVGPPEWTPLVRRNG 

GDSGLDFHFFAEKLKIIVDSAG 

RAGTGHMRPPAVHFGHRGQA 

MITLSPLRAKQKAVLQKPPPLT 

STYSLMLPLFLPDKRPPTTEWF 

LPVMEDAHELTLAWLMLALYR 

KPNASVQGSAQEETLCVFRVKE 

PLEWQALFADVHSGVNDKGPN 

INCSLYEHIKNVSEIVLNLAQTQ 

KNPAHSDPSSTPAGCM\PGTTA 

GGSAVMSACCPSPAAPGPLPGP 

ATGSC/SPSAAPRPPDPPPGHPE 

GIMAIRAAPSCLGACITLQDEET 

CEQTHTHSRJYMIYLFARCLLH 

AIARGRSRXCAASAGGTCPHVR 

VPGGGSYFRVSLQGQQTHWMR 

PENGFSTCVRTKSRRCPIIREQH 

PTKIPKALTANANQAFFLLVNG 

HSMVASPHQSQRRADLGGFWR 

DASSSLLANSOVOVCGSLRKRP 

HGWVVPFSI RPVAPI TAnn<?R 

1 RTASI FMSTPPMHVOnnwni 

RRGLPAGNTAVTVSFI lYI MAN 

GRLOVEKFLF 


27375 


57743 


A 


27538 


279 


759 




27376 


57744 


A 


27539 


443 


696 




27377 


57745 


A 


27540 


1 


179 




27378 


57746 


A 


27541 


3 


1237 




27379 


57747 


A 


27542 


4 


152 




27380 


57748 


A 


27543 


760 


908 




27381 


57749 


A 


27544 


203 


570 




27382 


57750 


A 


27545 


312 


500 




27383 


57751 


A 


27546 


1 


441 




27384 


57752 


A 


27547 


1 


630 




27385 


57753 


A 


27548 


1 


1254 




27386 


57754 


C 


27549 


236 


408 




27387 


57755 


C 


27550 


220 


398 




27388 


57756 


C 


27551 


254 


445 




27389 


57757 


A 


27552 


1 


2742 




27390 


57758 


A 


27553 


! 


744 




27391 


57759 


A 


27554 


1135 


1751 


RPGSTLQVRQNYHQGLRRPPIN 

R\QINLE\LYAS\YVYLSMSY\YF 

DRD\D V A LKNFA K YFLHXQSHE 

E\REHAEKT**KL\QNQRRLAEF 

FLQDYQRNQD\CDDWGRAGLN 

\A\MECALAFWKKNVESSHYW 

NLHKL\ATVDKN*PPIWCDFHW 

RHIYLE*AG*KAIICRIWGDHVN 

QTFA/RKMGSAPNLGFGEYLF* 

QSTPWGDSDNESSPWG 



3641 

BNSDOCID: <WO 01 75067 A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKO ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
ill USSN 
09/540,217 


Nucleotide 
loeHtiun of first 
eodon for peptide 
sentience 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*-Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 




S77A0 




97SSS 


224 


547 






J / /O I 


o 


Z / J JU 


99 
zz 


1 30 




97'lQ/l 
Z / J 7*4 


S77/>9 
J / /oz 


A 

/A 


97SS7 


1 


408 




z I jy D 


S77/^'\ 

J / / U J 


A 

/A 


Z / »J J o 


I 


1011 




z / jyo 


S77fi4 


A 

/A 


97SS0 


56 


822 




27397 


57765 


A 


27560 


146 


41 ] 




27398 


57166 


A 


27561 


1 


885 




27399 


57767 


A 


27562 


115 


1200 




27400 


57768 


A 


27563 


791 


1 1 14 




97401 


S77M 


A 
/V 


97SA4 


67 


401 


RLGSSGREVIHPGERGLEKNVC/ 
H * SSGNQEN ELEMTMKT ANGDC 
RRDPRERSRSPIERAVAPTMSLH 
GSHLYTSLPSLGLEQPLALTKN 
SLDASRPAGLSPTLVTPGERQQN 


97409 

Z /HWZ 


S7770 




27565 


109 


345 


HPLFIFPDPLPPPTFHPLIGPRMC 
FSPGLALCPHPNLILNCSSHMSY 
VLWEGPGGK*FESWGRFPHDT 
VLVIVNKSHKI 


27403 


5111 \ 


c 


27566 


63 


167 




27404 


57772 


A 


27567 


231 


314 




27405 


57773 


C 


27568 


99 


323 




Z / HvIO 


^7774 


A 
/A 


Z / 


1 
1 


1347 




27407 


57775 


A 


27570 


192 


269 


WFYKGEFLCTHS/HCLLPRKTC 
LLPAAM*YCDSQFSMAGETSQS 
WQKAKEEQRHILHGGRQKARL 
TWQQAGECVHRNSPL 


27408 


57776 


A 


27571 


107 


797 


AQWRRAAPPAAGVTCPFRLQP 

GMETPLDVLSRAASLVHADDE 

KREAALRGEPRMQTLPVAS\AL 

SSHRTGPPPISPSKRKRSMEPXG 

DEDLDCDNDHVSKMSXRIFQPPI 

LNKTANGRLARRDPRERSRSPI 

ERAVAPTMSLHGSHL\YTSLPSL 

GL\EQPLALTKNSLDASRPAGLS 

PTLTPGERQQNRPSVITCASAG 

ARNCNLSHCPIAHSGCAAPGPA 

SYRRPPSATCV 




51111 


/\ 


27572 


1 


1686 




27410 


57778 


A 


27573 


1 


1614 




27411 


57779 


B 


27574 


208 


366 




97419 

Z f ^ 1 z 






27575 


15 


1729 




9741 


57781 


A 


27578 


1 


1614 




974 14 


S77X9 

J f t oz 




97579 

Z / J / 7 


308 


464 


KAHHHWSLEKCKSEPQ*DTISW 

TWMKLETIILSKLPOEOKTRNC 

MFSLISGS 


974 1 S 




A 

/A 


97SR0 


9Q1 

ZZ' 1 


378 




27416 


57784 


A 


27581 


2 


91 




27417 


57785 


A 


27582 


439 


519 




27418 


57786 


A 


27583 


2 


91 




27419 


57787 


A 


27584 


2 


91 




27420 


57788 


A 


27585 


2 


91 





3642 

BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in IJSSN 
UV04U,Z 1 7 


Nucleotide 
loc»tion of first 
codon for peptide 
scQuencc 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence { X=lInkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


27421 


57789 


A 


27586 


50 


394 




27422 


57790 


A 


27587 


1 


666 




27423 


57791 


A 


27588 


2 


91 




27424 


57792 


A 


27589 


5 


91 




27425 


57793 


A 


27590 


884 


991 




27426 


57794 


A 


27591 


290 


460 




21A21 


57795 


A 


27592 


86 


349 




27428 


57796 


A 


27593 


2 


89 




27429 


57797 


A 


27594 


723 


882 




27430 


57798 


A 


27595 


255 


352 


TGTWMKLETIILSKLTQE\QKTK 
HCMFSLISGS 


27431 


57799 


A 


27596 


1 


1685 




27432 


57800 


B 


27597 


82 


263 




27433 


57801 


A 


27598 


491 


816 


RHRGAQRXAFLQRVNCGLCCT 

WNl CPOKI RfiRK WPVOV<^;\PA 
1^ v^ix_L^ivvJivrv w r v \^ v o\* /A 

LGAPPPI I TAAPAPAAHR AHHT 

RGAAPACPEDRTNAH^OHHT-IP 

HV 


27434 


57802 


A 


27599 


645 


1 142 




27435 


57803 


A 


27600 


218 


326 




27436 


57804 


A 


27601 


181 


2316 




27437 


57805 


A 


27602 


2 


238 




27438 


57806 


A 


27603 


709 


1416 




27439 


57807 


A 


27604 


3 


501 


SSRALRLLGVVVRJRQAGTMA 
VTKELLQMDLYALLGIEEKAA 
DKJEVKKAYRQKALSCHPDKNP 
DNPRAAFI FHOT ^OAf FVI TPkA 
AAR A AYnKVRl<rAI^I^OA AFRT 
OKI DFKRKICVKI HI FAPFROA 

QGQGE*GGRRESRSTRTLEQEIE 
RLREKGSRQLEEQQRLI 


27440 


57808 


A 


27605 


1 


963 




27441 


57809 


A 


27606 


135 


384 




27442 


57810 


A 


27607 


349 


679 


SFTYWFFPRF^OH? r>l OVWPPR 

ORCNAHSPSOfiHFFOVI APWkT 
HRL YORMSDLPLNDIR * FO YSkT 
GHHRCOSNEAVONPKOI OST 1 


27443 


57811 


A 


27608 


1590 


2758 




27444 


57812 


A 


27609 


123 


2312 




27445 


57813 


A 


27610 


1 


1809 




27446 


57814 


C 


27611 


79 


309 




27447 


57815 


C 


27612 


77 


325 




27448 


57816 


A 


27613 


1 


606 





3643 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCT/USO 1/0863! 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide i(»c;ilion of fast 
codon fur last ;imino acid 
uf peptide sequence 


Amino acid sequence ( \=Unkno>vii. 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


27449 


57817 


A 


27614 


2 


686 


SQCAELSASPLSPAPGLPRHSKL 

HALLGLAMPVDLSKWSGPLSL 

QEVDEQPQHPLHVTYAGAAVD 

ELGKVLTPTQVKNRPTSISWDG 

LDSGKLY 1 LVLTDPDAPSRKDP 

KYREW\HHFL\VVNMKG\NDISS 

GT VLSG 1 VG\SG PXPKGTG L H R ^' 

V WL VYEQGVRPLKCDEPl L\SN\ 

RSGDHRGKlQRWASLPVKKWi: 

APGPPVAGHRVTPSPKWDEPM 

CPQTVTKQLSWGK 


27450 


57818 


A 


27615 


446 


1300 




27451 


57819 


A 


27616 


2 


346 




27452 


57820 


A 


27617 


1 


305 


MAISTSGSSVPWPSA/PSGPHGR 

GSNPWGFCLATCWQSIRGOGGD 

PWSAGSGHPGTKGASAPGPGL 

GQSGGDSGSA/GR*GSHHl.PGP 

ASFRAGSGQAWDGKGK 


27453 


5782 1 


A 


27618 


287 


475 




27454 


57822 


A 


27619 


37 


314 




27455 


57823 


A 


27620 


1 


367 




27456 


57824 


C 


27621 


360 


610 




27457 


57825 


A 


27622 


604 


980 




27458 


57826 


B 


27623 


8 


442 




27459 


57827 


A 


27624 


1 


2268 




27460 


57828 


A 


27625 


296 


398 


APPGPTLPWASTPSRGCT* A PPG 
PTLPWASTPSRGCTSS WFM LPA 
MRRCGAPC 


27461 


57829 


A 


27626 




3633 




27462 


57830 


A 


27627 


1853 


3809 




27463 


57831 


A 


27628 


I 


656 


MTHNQEKNKSTNTEMTMMMK 

LADKDDKTAMINMLQVVKKV 

EE AMSMM RRNKX) VKN 1 1 iG R A 

RWVKPMIPALWEAKEVEGKYS 

AHNFWGSWKFKSSSRSSSSGPt 

SPA RTH ASFCQPDGG PTN K LGT 

KAFRVSPASSLLVDLNTQEVHIl 

N VRKATPTCSLELG RKRRDG A 

AERAALDVVVVIYQLAPAAAP 

NCLNPVTSRR/PPQTPAPEGQGR 

RQSFEE 


27464 


57832 


A 


27629 


127 


273 




27465 


57833 


A 


27630 


3 


405 


AAFHARGHRAGLSASSCSWRC 
CPSSSAPCAPYAAPAARMLQ rC 
LKQSPAGMPPASPSSPAAHSWG 
STSFSK YSPRSTSTSCC PC I SSC W 
ESWPCPTPSSPL*NICFFPASFPN 
RQYQLLFTQGSGENKEKDHOL 


27466 


57834 


A 


27631 


689 


987 




27467 


57835 


A 


27632 


228 


527 





3644 



BNSDCXID: <WO 0175067A3_IA> 



wo 01/075067 
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SEQ ID 
NO: 


SEQ II) NO: 
of peptide 

SCC\ ll4^nC6 


Met 


SEQ ID NO: 
in USSN 
uwr»4fi,^ 1 / 


Nucleotide 
locncton of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \-po$sible nucleotide insertion) 


27468 


57836 


A 


27633 


108 


441 




27469 


57837 


C 


27634 


156 


287 




27470 


57838 


A 


27635 


2 


363 


RFTKVEMKEKNMLSAAREKGR 
VTHKGKPISLKADLSAETLOAR 

KLSFISEOEIKYFTDKOMLRDFV 
ITRPALKFL LKEALNMFRNNW 
YOPLOKHAKL 


27471 


57839 


A 


27636 


2 


367 




27472 


57840 


A 


27637 


I 


936 




27473 


57841 


A 


27638 


1 


865 




27474 


57842 


A 


27639 


1 


1287 




27475 


57843 


A 


27640 


1 


2565 


MGPG ARL A ALL A VL A LGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCNDETITYLLDKRLTVLTAA 

NIPYSSPENGAKRRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDSIAQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

SWVLSKGDRASLGERVVTGWA 

TLNVGRSFAYCLTTCVQPPLDV 

GPRKEHAPRPPSLSPTSTRQRGQ 

SERSQDANGRRKQKTKSEPERF 

EDAVLLAGFKVEEEPVQRPRRK 

EWFQGPSPGHCCPAQPQDSAPC 

ILATHAPARAQNAPGTAWAAA 

LEGTST VSLDH FH V VG V V V VS 

GGEIILLLSFRFYDKVLSLHEDS 

TTPVANPLLAFTLIKRLQSDWR 

NWHSLEASENIRALKDGYEKV 

EQDLPAFEDLEGAARALMRLQ 

DVYMLNVKGLARGVFQRVTGS 

AITDLYSPKRLFSLTGDDCFQV 

GKVAYDMGDYVHAIPWLEEA 

VSLFRGSYGEWKTEDEASLED 

ALDHLAFAYFREQSSSPATEQS 

WMENDFDELREEGFRRSNYSE 

LQEEIRTNGKEVKSFEKKLDEW 

ITRITNAEKSLKDLMELKTKAR 

ELRDECRSLSSRCNQLEERVSV 

MEDEMNETKRGEKFREKRIKR 

NEQSIQEIWDYVKRPNLRLIGV 

LESDRENGTKLENTLQDIIQENF 


27476 


57844 


A 


27641 


219 


451 


APAAEGAGRIS/PCSRHSPAGLE/ 
WLCPHLCALF*QCPP/PTCHQSA 
SPR\WP*G/RPAAGPHPPAATVA 
PKRKGKTKSSTRE 


27477 


57845 


A 


27642 


237 


561 





3645 



BNSDOCID: <WO 0175067A3 IA> 
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SEQ II) 

NO: 


SEQ in NO: 
of peptide 
sequence 


Mtl 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


iNuclciotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X~IJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27478 


57846 


A 


27643 


3 


461 


TRTRRGSRTAEAR*CTPGWRPA 

GRRSALCSRGHLGP*RPPRTRS 

GAAPGPHSPCGRPDGAPCSRLP 

PHRSRSPPHGSHVPAAGWLSAG 

PHQRWPAAAAGPGTDQCRVVG 

PERASPHIWKGSTVPFLPSWTFL 

RVLSVPGCSLPRCCWLGHCQ 


77470 


S7847 


A 


27644 


2 


159 






S7848 


A 


27645 


1 


243 






57849 


A 


27646 


219 


462 






57850 


A 


27647 


256 


427 




27483 


57851 




27648 


1 


954 




774R4 


57852 


A 


27649 


2 


4690 






57853 


A 


27650 


] 


1275 








A 


27651 


1 


867 




974R7 


S78^S 


A 


27652 


t 


472 




97488 


57856 


A 


27653 


2 


1215 




9748Q 


S78S7 


A 


27654 


3 


401 




97400 


57858 


A 


27655 


712 


1245 




27491 


57859 


A 


27656 


2 


1 178 




974Q9 


57860 


A 


27657 


278 


339 




9740'? 


5786! 


A 


27658 


1 


1407 




97404 


57862 


A 


27659 


1 


687 




9740S 




A 


27660 


484 


776 




97d0fi 

Zi /*t3'V/ 




A 


27661 


299 


1318 




97407 


57865 


A 


27662 


1 


960 




97408 


57866 


A 


27663 


122 


282 




27499 


57867 


A 


27664 


1 


600 




27500 


57868 


B 


27665 


1 


375 




27501 


57869 


A 


27667 


356 


439 




27502 


57870 


A 


27668 


49 


360 




27503 


57871 


A 


27669 


2 


580 


GRVGCGGPWAARVGERJPNMA 

GRKLAS*KPTD*VAFARD/IIPQ 

NPKAPLPSFLKS\WNGDPSPSRL\ 

AALP*ESHPAI\DWA*LPRPNVA 

QGLAWVDDFE\KKFNAAERFPC 

PEDK\YTAQVDA\EEK\EDVKSL 

C/AEWVSLSKAXRIVEYEKEME 

KMKNLIP\FDQMTMEDLNEAFP 

ETKLDKKKYPYWAHQPMENL 


27504 


57872 


A 


27670 


1 


675 




27505 


57873 


C 


27671 


137 


1357 




27506 


57874 


A 


27672 


1 


1032 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQID 
NO: 


SKQ ll> NO: 
of peptide 

sequence 


Met 
hod 


SEQID NO: 
in DSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( \=LInknuvvii, 
*=Stop codon, /^possible nucleotide 
deletion, \-posstble nucleotide inseriion) 


27507 


57875 


A 


27673 


3 


938 


MANNPGANGQ\PGGPGGPGMG 

KPRCF/RGEVFGIVIRGRGSKIVK 

GRGRGRXGRGARGSKGRG • RD 

W\VPVHQVGAALVKDH*RSK1 

PWKEI YLFSLPH/IKESEH Dl \M . 

GGLLSKDEGFE*LCPVQh:OTRA 

GPAATRXFKAFCCYPGTTNGMIV 

G\LGVKCSQE\VAHRPFRGAriL 

AKL\SIVPVR\RGYWGNKIRKP\ 

HTVP\CKVTAGRCGSVLVRLIP/S 

OPRGTGIVSAPVPNKI \l MMAfi 

ATVFD\AISKTYSYLTPDL WKKT 
VFTKSPYQEFTDQLVKDI ITR VS 
VQRTQAPAVATT 


27508 


57876 


A 


27674 


1 


864 




27509 


57877 


A 


27675 


2 


752 


RRAHACARRRRKKEMLGVNVL 
TSHSSQERMKLTFKKKAVNFA 
DAAAAQGPLLPAMVNP1MFI H 
lAVDGEPLGCVSFEVRGLESKK 
*LLI*SIKLC*QIG\LFADK VPKT 
AENFHALSTGEKGFGYKGSCFH 
RI I PGFMCQGGDC E/R H H N GJG 

LSMANAGPNTNGSQFFICTAkT 
EWLDGKHVLFGKVKEGTNIVE 
AMERFGSRNGKTSKKITIADCG 
QLLISLTCVLS 


27510 


57878 


A 


27676 


3 


327 


AOELHTFE VTGOFT V A Ol k A M V 
ASLEGIAPEDQVVLLAGAPLLD 
EATLGQCGVEALTTLEVAGRM 
LGG\AKQEKKKKKTG RA K R R M 
QYNRRF VN VVPTFGKK KG PN A 


27511 


57879 


A 


27677 


567 


838 





3647 

BNSTOCID; <WO ^0175067A3_IA> 



wo OI/t>75067 



PCT/USO 1/08631 



SEO ll> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEO ll> NO: 
in IJSSN 
09/540,217 


Nucleotide 
location of lirst 
codon for peptide 
sequence 


Nucleotide location of last 
codon f(»r last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linkno\vn» 
*=Stop codon, /=possibie nucleotide 
deletion, \=possible nucleotide insertion) 


27512 


57880 


A 


27678 


3 


1923 


ATMAQGLEVALTDLQSSRNTslV 

RHHTEEITVDHLLVRRGQAFNL 

TLYFRNRSFQPGLDNIIFVVETE 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWlRPCPWNYGQFED 

KIIDICLKLLDKSLHFQTDPATD 

CALRGSPVYVSRVVCAMrNSN 

DDNGVLNGNWSENYTDGANP 

AEWTGSVAILKQWNATGCQPV 

RYGQCWVFAAVMCTVMRCLG 

IPTRVJTNFDSGHDTDGNLIIDE 

YYDNTGRILGNKICKDTIWNFH 

VWNECWMARKDLPPAYGGWQ 

VLDATPQEMSNGVYCCGPASV 

RA IKEG E VDLN Y DTPF VFSM VN 

ADCMSWLVQGGKEQKLHQDT 

SSVGNFISTKSIQSDERDDITEN 

YKYEEGSLQERQVFLKALQKL 

KARSFHGSQRGAELQPSRPTSL 

SQDSPRSLHTPSLRPSDVVQVSL 

KFKLLDPPNMGQDICFVLLALN 

MSSQFKDLKVNLSAQSLLHDG 

SPLSPFWQDTAFITLSPKEAKTY 

PCKISYSQYSQYLSTDKLIRJSA 

LGEEKSSPEKILVNICIITLSYPSI 

TINVLGAAVVNOPLSIOVIFSNPV 

LSEQVEDCVLTVEGSGLFKKQQ 

KVFLGVLKPQHQASIILETVPFK 

SGQRQIQANMRSNKFKDIKGY 


27513 


57881 


A 


27679 


1 


756 




27514 


57882 


A 


27680 


1 


2601 





3648 

BNSDCX;iD: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOI/08631 



SEQ II) 

NO: 


StO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codoM for peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( \=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=:possible nucleotide insertion) 


27515 


57883 


A 


27681 


1 


1677 


MARKDLPPAYGGWQVLDATP 

QEMSNGVYCCGPASVRAIKEG 

EVDLNYDTPFVFSMVNADCMS 

WLVQGGKEQKLHQDTSSVGNF 

ISTKSIQSDERDDITENYKYEEE 

HFEAFQSVAQVLPITRPFSWILRP 

F*RP*RKISTSFIRPLFTFL/LRLM 

NAHPEFRMAMKDAKTYPGKIS 

YSQDSQDLSTDKLIRISALGEEK 

SSPEKILVNKIITLSYPSITINLLA 

RVLSPSLPGPAGLASRSEYGPA 

KPTPTGNSSWPASAARSPGSRP 

CLSLHTSPQAEGAGSGLDQPRE 

RLPQCSGELKGSSSAARMGAE 

NEEAPRASEGCQGCQQAVTSQ 

QDGGPLLQNRFFWDCGDENGA 

DAVYLDSEPQRQEYVMNDYGF 

lYQGSKNWIRPCPWNYGQAASP 

WRYGQWWVFAAVMCTALGIK 

SCDFQAARNNEEHHTKALSSRR 

LFVRRGQPFTIILYFRAPVRAFL 

PAl KKANKCiKLFSFSYTCFFSlV 

FnSKNSYAJCVAYI FVAYPATI 

OTsirSAI RKVl VI nAAVVTsIOPl 

V^IN VJ/AL-rI\Jv I V L»vJAVr\ V V l>lv^JrL»0 

IQ V I FSNPLSEQ VEDC VLTVEGS 
GLFKKQQKVLIP 


275 J 6 


57884 


A 


27682 


1 


1653 




97S 17 




A 












57886 






2 


244 


APP^TSTSHrRGATPSrSRTSXr 

r\ i O 1 O 1 kjIi^iVVJ/A 1 V_^Ov«'Orx. I O 

SGVLOHSLRHCASGRGFSSRCP 

ACCGSPGLGLPAALPPAAWGl 

QIAPSPQGTPGNSQS 


27519 


57887 


A 


27685 


618 


851 




27520 


57888 


A 


27686 


78 


240 




27521 


57889 


A 


27687 


860 


1246 




27522 


57890 


B 


27688 


1 


2301 





3649 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO; 


SEO II> NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
ill USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V'^possible nucleotide insertion) 


27523 


57891 


A 


27689 


1 


1719 


MHNTDGNRFLSHWGYRQALS! 

SKPASASLHPSSKTKPLGTQSKT 

VVAKRNREHGKKERSSSPAME 

QSWMENDFDELREEGFRRSNY 

SELREDIQTKGKEVENFEKNLE 

ECITRJTNTEKCLKELMELKTK 

ARELREECRSLRSRCDQLEERR 

KQERSKIDTLTSQLKELEKQEQ 

THSKAGRRQEITKIRAELKEIET 

QKTLQKINESRSWFFERINKIDR 

PLARLIKKKREKNQIDTIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDTFLDTYTLPRLN 

QEEVESLNRPiTGSEIVAIINSLP 

TKKSPGPDGFTAEFYQRYKEEL 

HINRAKDKNHMIISIDAEKAFD 

KIQQPFMLKTLNKLVLEVLARA 

I RQEKEIKG IQLGKEE VJCLSLFA 

DDMIVYLENPIVSAQNLLKJLLS 

NFSKVSGYKINVQKSQAFLYTN 

NRQTESQIMSELPFTIASKRJKY 

LGIQLTRDVKHLFKENYKPLLK 

E!KEDTNKWKNIPCSWV\GR!N! 

VKM A I LPK VI YRFN A VPIKLPM 

TFFTELEKTTLKFIWNQKRACIA 

KSILSQKNKAGGITLP 



BNSDOCID: <WO_017S067A3JA> 



3650 



wo 01/075067 



PCT/IJSO 1/08631 



SKO ID 
NO: 


StQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


NucJeolide 
location of first 
codon for peptide 
sequence 


Nucleotide location orhi«>t 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


27524 


57892 


A 


27690 




1902 


lyTNAKALPTLSPLPQATTESVSL 

TQERSSSPATEQSWTENDFDEL 

REEGFRRSNYSELREDIRTKGK 

EVENFEKNLEECITRIINTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

REGKFREKRJKRNEQSLQEIWD 

YVKRPNVRLIGVPESHGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQR YSSRRATPRH 1 1 VR 

FTKVEMKERMLRAAREKLEIQT 

TIREYYKHLYANKLENLEEMD 

KFLDTYTLRRLNQEEVESLNRPI 

TGAGIEAIINSLPTKKIPGPDGFT 

AEFYQRYKEELRIKYLGIQFTR 

DVKDLFKENYKPLLKEIKEDTN 

KWKNIPCSWVGRINIVKMAILP 

KVIYRFNAIPIKLPMTFFTELEK 

TTLKFIWNQKRARIAKSILSQK 

NKAGGITLPDFKLYYICATVTKT 

AWYWYQNRDIDQWNRTEPSEI 

MPHIYNYLIFDKPEKNKQRGKD 

SLFNKWCWENWLAICRKLKLD 

PFLTPYTKINSRWIKDLNVRPKT 

ii^Ti PPisJi r;iTionir*M<^i<f r>PTv>fQ 

KTPKAMATKAKIDKWDLIKLK 
ELLTAKETTIRVNRQPTKWEKl 
FTTYSSDKGLISRIYNEL/KQIYK 
KKTNNPIKKWAKDM 


27525 


57893 


A 


27691 


1 


2781 


MGKKQNRKTGNSKKQSASPPP 

KERSSSPATEQSWMENDFDEM 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSVMEDEMMEMN 

DGENGTKLENTLQDI IQEN FPN 

R ATPRHIIVRFTI^VFMI^FK'MI R 
A A R F DFk: PTI^ 1 R F Pnw VI \/l 

vi^ri*sir>OFFi Til kTivAPiMxriAP 


27526 


57894 


B 


27692 


1 


756 




27527 


57895 


B 


27693 


1 


1743 




27528 


57896 


A 


27694 


1 


1407 




27529 


57897 


A 


27695 


3 


391 




27530 


57898 


A 


27696 


604 


955 


SSVFLGDPPILIGNKEMCLSSVL 
LFNGSINFLHPFREDKGAVDVP 
GVATQQLILLNDPVLTASEILGX 
LVSSLSK*TSPPIPGPGGNA*AR 
QPSCP* KGELS WRSAPSLVQFSS 



3651 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


iVIct 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


27531 


57899 


A 


27697 


1 


1783 


MGARAGGSCSCLMWLLLASG 

HFMGCVAAGDTVGPEKFRSCY 

TITLLQSKLSYSFGKNNKNFQL 

RKCLQT V DN LF V PNQNG Y YCH 

SQTSLDRAQIDLNGRIRNGSVY 

SAHSTNSLNNPQPYLQPSPMSS 

NPSITGSDVMRPDYLPSHRHSA 

V 1 PPS YRPTPD YET V M KQLN RG 

LVHAERQSHSLRNLNIGSSYAY 

SRPAALVYSQPEIREHAQLPSPA 

AAHCPFSLSYSFHSPSPYPYPAE 

RRPVVGAVSVPELTNAQLQAQ 

DYPSPNIMRTQVYRPPPPYPPPR 

PANSTPDLSRHLYISSSNPDLITR 

RVHHSVQTFQEDSLPVAHSLQE 

ERSSSPATEQSWTENDFDELRE 

EGFRRSNYSELREDIQTKGKEV 

ENFEKSLEECITRIT>JTEKYLKE 

LMELKTKARELCEECRSLRSQC 

DQLEERVSAMEDEMNEMKRE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLAKQANVQl 

QEIQRTPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGRVT 

LKG/ITHQT/RQRJSRQKLYKPEE 

SGGQYSTFLKKRIFNPEFHIQPN 


27532 


57900 


A 


27698 


3 


1046 




27533 


57901 


A 


27699 


1 


3585 




27534 


57902 


A 


27700 


937 


1119 





BNSDCXIO: <WO 0175067A3JA> 



3652 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, X^possible nucleotide insertion) 


27535 


57903 


A 


27701 


1 


2231 


MGKKQSRKTGNSKKQSASPPP 

KERSSTPATEQSWSENDFDELR 

EEGFRRSNYSKLQEEIQTKGKE 

VKHFEKNLDECITRITNREKCL 

KELMELKAKARELREECRSLRS 

QCDQVEERT\LA RLIKKKREKN 

QIDAIKIDKGDITTNPTETQTTIR 

EYYKHLYTNKLENLEEMDKFL 

DTYTLPRLNQDDVESLNRPITG 

SEIEAINHSLPTKKSPGPDRFTA 

KFYQSLPSSCDYGHAPAHPDVF 

RVSSFWWVRGLAGSGVKLQTF 

A VS VTALKA A RLELFIPPDSG A 

QLASPSGSLTRTGGGAACQSHA 

VCPHSSAFGWSMGLGAMEQG 

AALIGEARASREPMEEVGGSG 

MAACRSQALPRGQLRPSEKSRA 

APEHSSSPAMEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITTsITEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

QEGKFREKRJKRNEQSLQEIWD 

YVKRPNLHLIGVPESDGENGTK 

LENTLQDIIQENFPNLARQANIQ 

IQEIQRTPQTYSSRRATPRHIIVR 

FTKVEMKEKMLRAAREKGDSV 

ERSFSNKAELLFQLHGHQRESL 

SKKEAQVWRDKGLYFRKGLLD 

QAQSWSRQVASILGAQIQVEGS 

PEQRLENVELAGGHLNTLKAIP 

MVAVAGGISFKCGAVLLLGAA 


27536 


57904 


A 


27702 


596 


1593 


KJPRLENYVKNAEASGANAfNW 

KKGY/LVMEDEN4NEMKQEGKF 

REKRLKRNEQSLQEIWDYVKR 

PNLRLIGVPESDGENGTKLENT 

LQDilQENFPNLARQATVHIREI 

QRTPQRFSLRRSTPRHIVRFSKV 

ETKEKMLRAAREKEIQTTIREY 

YKHLYTTICLENLEEMEKFLDT 

YTLPRLNQKEVESMKRPITSSEI 

EA VFN ILPIKRSPGPDGLTATFY 

QRYKEELERSSSPATEQSWMEN 

DFDELREEGFRRSNYSELREDIQ 

TKVKEVENFEKNLEECITRITNT 

EKCLKELMELKTKARELREECR 

SLRSRCDQLEERVSAMEDEMN 



BNSDCXID: <WO 0175067A3JA> 



3653 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide tocalion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /==possible nucleotide 
deletion, \»possible nucleotide insertion) 


27537 


57905 


A 


27703 


717 


1803 


STGRKAPHHTYSKIDHILGSKA 

LPSKCKRT/E/ilTNCLSDHSAIKL 

ELRIKKPTQNPSTTWKLNNLLL 

ND Y WVNKEM KSEI ICM FFETN E 

NKNTTYQNLWDAFKAVCRGK 

FIALNAHKGKQERSKIDTLTSQ 

LRELEKQEQTHSKVSRRQEITKJ 

RAEPKEIETQKTLQKINESRSWF 

FERINKIDRRLARLIKKKREKNQ 

RDAIKNDEGDITTDPTEIQTTIR 

E Y Y KH L Y AN KLENLKEM DKFL 

NTYTLPRLNQEEAESLNRPIAGS 

EIVAIINSLPTKKSPGPDGFTAEF 

YQRYKEKLVFGAGYFGMWAL 

AALPSNLLKLSQLCQEAAEVNV 

LVQFVCICPAQEPTEIDVLFSVL 

PPLSLILN 


27538 


57906 


A 


27704 


407 


1696 


NILRN A VPHQQQNKA* RRMTL 

TS* EKKASDDQTTPS YRRKFKA 

KAKKLNTA'EKNLDECITRITNR 

EKCLKELMELKAKARELREEC 

RSLRSQCDRLEERVSVMEDEM 

NEMKREGKFREKGIKRNEQSL 

QEIWDYVKRPNLHLIGVPESDR 

ENGTKLENTLQDIIQENFPNLAR 

QANIQIQEIQRMPQRYSSRRATP 

RH 1 1 VRYTKVEMKEKMLRA A R 

EKGRVTHKGKPIRLTADLLAET 

LQARREWGPIFNILKEKNFQPRl 

SYPDKLRFISEGEIKYFTDKQML 

RDFVTTRPALIEALKEVLNMER 

NNRSPSSSPATEQSWMENDFDE 

LREEGFRRSNYSELREDIQTKG 

KEVENFEKNLEECITRITNTEKC 

LKELMELKTKARELREECRSLR 

SRCDQLEERVSAMEDEMNEMK 

REGKFREKNNKKK 


27539 


57907 


A 


27705 


2597 


5904 




27540 


57908 


A 


27706 


1 


675 




27541 


57909 


C 


27707 


137 


1357 




27542 


57910 


A 


27708 


1 


1032 





3654 

BNSDOCIO: <WO_0175067A3JA> 
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SEQ ID 

NO: 


SEQ M>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown» 
*=Stop codon, /=possibie nucleotide 
deletion, \=possibte nucleotide insertion) 


27543 


57911 


A 


27709 


3 


959 


MANNPGANGQXPGGPGGPGMG 

KPRCF/RGEVFGIVIRGRGSRP/R 

GRGRGR\GRGARGSKGRG*RE 

WNAVHQVGAALVKDH*RS1CFP 

WKE1YLFSLPH*RNQRI!DF\FLG 

GLLSKDEGFE*LCPVQKQTRA\ 

GQPHPGFKA\FVAIGDY\NGHV 

GLGWKCSKEWATGHPVGAIIXL 

AKLSIRPRCAEGYLGNKVLAKP 

\HTVPLQGDKGRCG\SVLVRLH 

PI UDPr^\X/^ I\\/C A D\/ A \ 1^ 1 I ^yl 
r LrMr'KVjX i V ^Ar V A\ls.lvLLM 

M AVr^ir^r^r^vTi c/a p/^r^TAT*! 
lvi/\\OlUUV^ y 1 Lo/AKOC I A I LCj 

OIW/PR AT\Pr\ A 1 Qfc'XVI^ f D^ltDDrh 
V^l W f^lv/\ 1 \r L/ A 1 1 y IVL.K Yr\J 

LWKETVFTKV\PYQ\EFT\DHLV 

I^FlPl4PPQQ\/Or^PlCCl r\\ \/ A TT 
ivi^rlnrcoo Vl^l^lJotLv^ij VA 1 i 


27544 


57912 


B 


277 10 


50 


1 -J y o 




27545 


57913 


A 


2771 1 


1 






27546 


57914 


A 


27712 


334 




rArll V NN.i^ooAKlvLIIs^V*OPVA 

r'RVHII PT \/\/T?r'PPI^D/TrT/^ 
V^tv V rllLr L* V Vlvl_,Ki'N.rO 1 I VJ 


27547 


57915 


A 


27713 


256 


654 




27548 


57916 


A 


27714 


1 


855 




27549 


57917 


A 


27715 


211 


436 




27550 


57918 


A 


27716 


19 


319 




27551 


57919 


A 


27717 


987 


1392 


RHCLCSPSRSSESLQPTASSSSA 
RSSPSPPASQPVPPGPAGAAAAP 

l4PPr^/^PPCCFi^\X/T'\l/l>/^*CI>I /^U 

WAVA*ARSGPGPLGECFETHGP 
HGCPPGQSPRPPQ*APSAWWTE 
VQPR* PRPAPEGSSRRPPPPGAP 


27552 


57920 


A 


27718 


285 


1266 


RSQIQRGTDRAPKCTSGPP\HRV 

AQPQDD A PREEPP YLPNGM PPG 

RDAPHLPDWAASQRGSSHPRR 

WPPSQRRSLLPRRVADRPEAAI 

SALWEAKAGGWETLPEMEITIH 

NKTRQSKRITHQTNRPNTSSKTI 

RITKTDLTSWETQSPGSPDRHR 

KPSTATKHNRFSKIYSRFSIFQC 

DQGLNGRCGQGKGAGKEQRM 

QEQGENFQAPPFQSHPALRSLQ 

MnnvOTPPHPnTi x:c^c\\^\ Ar\n 
iviv^v^ vv^ t titsrirvj i l»d\^oivI_»av^i^ 

SFHPTREEDRNQDGKTDMLHF 

KLELPLQSTEHVLGVQLILTFSY 

RLHSCGIPSVLSRYPYFSMLAFG 

II CP XI DPP\/X\/CC1 1 IX/^I 


27553 


57921 




27719 


1 SI ft 




AKJ>or(jrLOriCrb 1 HOPHCjCPP 
GOSPRPPO*APSAWWTEVOPR* 
PRPAPEGSSRRPPPPGAPCPAQP 
PTRRCPGRHQTPPAAGAAVP 


27554 


57922 


A 


27720 


507 


1114 




27555 


57923 


C 


27721 


80 


223 





3655 



BNSDC3CID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USO 1/0863 1 



SKQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEO M> NO: 
in USSN 
09/540,217 


Nucleotide 
location ol first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
or peptide sequence 


Amino acid sequence ( X—Dnknown. 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 




57924 


A 


27722 


1 


2373 




77SS7 


57925 




27723 


2 


272 


RARTPPLWPRARGPGSRVSGAI' 
WFLLDLAGGGFLPPAVLCDI SA 
ASSTVSGRSNPHC*AWGGLErF 
GEVERAESGFPVPEPSLISRMPH 


77SSX 

I J JO 


57926 




27724 


195 


489 






S7Q77 


\ 


27725 


210 


1308 




27560 


57928 


A 


27726 


203 


474 




27S61 




A 


27727 


224 


892 




27562 




A 


27728 


I 


457 




97561 




A 


27729 


3 


1325 




27564 


57932 


A 


27730 


322 


512 




27565 


57933 


A 


27731 


621 


737 




27566 


57934 


A 


27732 


441 


588 




27567 


57935 


A 


27733 


1 


792 




27568 


57936 


A 


27734 


8 


488 


SGCRNSARADADPSLHASPPAP 
TMATVQLLEGRWRLVDSVKGF 
DEYMKE\LGVG1ALRKMG\AMP 
KPXDCI ITCDG KN LTVI KTESTL K 
TTQFSCTLG EKFE ETTA DG R K T 
QTVCNFTDGALVQHQEWDGK 
ESTITRKLKDGKLVVECVMNN 
VTCTRIYEKVE 


27569 


57937 


A 


27735 


861 


2161 




27570 


57938 


A 


27736 


349 


625 




27571 


57939 


A 


27737 


1 


630 


MAQETNHSQVPMLCSTGCGFY 

GNPRTNGMCSVCYKEHl.QRON 

SSNGRISPPATSVSSLSESLPVOC 

TDGSVPEAQSALDSTSSSMQPS 

PCIKXQSLLSESVASSQLDSTSVD 

KAVPETEDVQASVSDTAQOPSE 

EQSKSLEKPKQKLKNRCFMCRK 

KVGLTGFECRCGNVSCESMIRY 

SDVHNCSYNYKADAAEEN/LE 

KENPVVVGEKIQKI 


27572 


57940 


A 


27738 


I 


1089 




27573 


57941 


A 


27739 


41 


334 


AGICMTKLEEHLEGIVNISPO*S 

VRXGHFDTLSKGXELKQLLTKE 

LANT\IKN1KDKAV1DEIR0G\LD 

ANQDE\QVDFQEFIS\LVA1ALK 

AAHYHTHKE 


27574 


57942 


A 


27740 


1 


519 




27575 


57943 


A 


27741 


28 


314 




27576 


57944 


A 


27742 


208 


421 




27577 


57945 


A 


27743 


619 


890 




27578 


57946 


A 


27744 


1 13 


328 


LGSGAWGGGDLPWEINPLSSCS 
LLREKDLLTTSG PQTVTSPRN 1 SP 
ILNRDPTVQLTWQPLPEPLELW 
PKAL 


27579 


57947 


A 


27745 


501 


680 





3656 



BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 
NO: 


SKQ ID NO: 
oT peptide 
sequence 


Met 
hod 


St:0 ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Llnknown, 
*=Stop codon, /=po$siblc nucleotide 
deletion, \-possible nucleotide insertion) 


27580 


57948 


A 


27746 


166 


405 


nPPTT^r^ POTTM 0\ P R 1\II Q P 1 QXI Q n 

PTGKWTVQLTRQPLPEPLELWP 
KALRLTPSQIFSA 


27581 


57949 


A 


27747 


425 


484 




27582 


57950 


A 


27748 


448 


520 




27583 


57951 


A 


27749 


-> 


679 


GGG FSDRDRTl ALQPGQQI WM 

WGIGKQVGGCGWLRGKNRVV 

GAAKDQSGTGEKFYFIPKAMG 

AMEGSGQRRTLPDPGAHRNPS 

GGYSATDCEGSRPAPGEINSHA 

SHTKPVWWFFTQTRMKFGAVT 

PPTTSGPQTATSPRNISPILNPELA 
TLAGNLATGPRNARSPGFLLSR 
VPSVWDPTENRTVQLTWQPLP 

FPI FI WPl<rAl 


27584 


57952 


A 


27750 


3618 


3848 


NF FP<s^RR<sU-II^F<vI I "MPPi IWI 
iN|j\^IVELI^Oi3Xvlxol l^lvlI>oL«L.fN r rLlVl 

GLDPRPQEGFPRDSPR*REESTS 
LHDPMASSSSTVFWGLKRQKY 

FI \A/PFRA<sT 


27585 


57953 


A 


27751 


I 


297 




27586 


57954 


A 


27752 


244 


420 


IvIvIL 1 IVCIxorv 1 r r orK 1 vjrl^JYl 1 r 
PO^PI kTMPI RRlcTVI X 


27587 


57955 


A 


27753 


1993 


2205 




27588 


57956 


A 


27754 


138 


833 




27589 


57957 


A 


27755 


1 


875 




27590 


57958 


A 


27756 




1041 




27591 


57959 


A 


27757 


-> 


1447 




27592 


57960 


A 


27758 


23 


3257 




27593 


57961 


A 


27759 


2 


168 


GiCAGCWPRSRARKCRTSSPSIW 
AAWRPPTR*LTVTSRPGTSGSE 

PWAM A A A \A/r> 


27594 


57962 


A 


27760 


85 


1271 




27595 


57963 


A 


27761 


5871 


6056 


X<\^ A A *sX A PR W R R k' PU n HO 1^ Ql 

PASLRFPGR*TPQPDLPGPPAQP 
PAQPGPPQAATVPGRW 


27596 


57964 


A 


27762 




280 




27597 


57965 


A 


27763 


1 


714 




27598 


57966 


A 


27764 


2 


558 


RRAHACARRRRKKEMLGVNVL 

TSHSSQERMKLTFKKKAVNFA 

DAAAAQGPLLPAMVNPTMFFH 

lAVDGEPLGCVSFEVRGLESKK 

*LL1*SIKLC*Q1G\LFADKVPKT 

A ENFH A LSTG EKG FG YKGSCFH 

RIIPGFTCQSGDFTRHT/GIGGKS 

ICREKFDDKNFI LKHTGPGILSM 

ANAGPSVNV 



3657 

BNSDOCID: <WO 0175067A3 !A> 



wo 01/075067 



PCT/IJ SO 1/08631 



SEQ ID 

NO: 


SEQ ir> NO: 
of peptide 
sequence 


Met 
hod 


SKO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uii known, 
*=Stop codon^ /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27599 


57967 


A 


27765 


1 


927 


GTRDATAEENRVLLAMVNPTV 

FFDIAVDGEPLGRVSFEVRGLD 

TKJC*LLI*SIKLC*Q1GGSSIFITS 

D*KNSCLPLIVQQCLLFLRJLP\L 

FADKVPKTAENFRALSTGEKGF 

GL*GVPCFHR\nPGFM\CQG\GD 

FTPP*MAPGGKSIYGEK\FEDEN 

FI\LKHTGPG1LS\MANAGPNTN 

GSQFFICTAKTEWLDGKPWVF 

GKWKKGl NIVRAMERFGSRNG 

KTSKKITIADCGOLLISFDLCFIL 

NHQDHSFCALLSGEHPSTPFAR 

RILRILWLSLQFLWGSMFSLFPP 

MPSWIAAVKFMIIEFKTK 


27600 


57968 


A 


27766 


1 


798 




27601 


57969 


A 


27767 


1 


575 


PTRPPTRPPTRPIM AQDQGEK E 

NPMRELRIRKLCLNICVGESGD 

RLTRAAKVLEQLTGQTPVFSKA 

\RYTVRSFGIRRNEKIAVHCTVR 

GAKAEETLEKGLKVREYELRKN 

NFSDTGNFGFGMODHIDLGIIY 

nPSIGIYGLDFYVVI GRPGFSIA 

DKKRRTGCIGAKHRJSKEEAMR 

WFQQKYDGIILPGK 


27602 


57970 


A 


27768 


1 


1695 




27603 


57971 


A 


27769 




228 




27604 


57972 


A 


27770 


1098 


1938 


IWPRPRDC/RVSYTTVFPPATVT 

APVA/SGGSHDHIQQYSDIEDFR 

QATAASSVMVARAAMWNPSIF 

LKEGLRPLEEVMQKYIRYGGM 

GAALLSDPDKIEKAPSMGTLM 

GVYLPCLQNIFGVILFLRLTWM 

VGTAGVLQALLIVLICCCCTLL 

TAISMSAIATNGVVPGYLHTLV 

ONLVNNGYVRDETVRAAPYD 

WRLEPGOOEEYYRKLAGLVEE 

MHAAYGKPVFLIGHSLGCLHLL 

YFLLROPOAWKDRFIDGFISLG 

APWGGSIKPMLVLASGSGTRA 


27605 


57973 


A 


27771 


1 


1710 




27606 


57974 


A 


27772 


163 


1659 




27607 


57975 


A 


27773 


3 


297 




27608 


57976 


A 


27774 


3 


447 


SSPHSSRSLSAPPLPGLPLWRHL 
RSPS AHRCTVG APF WAGEG RSP 
LPQLAGRCGGRRASGNRG\ARG 
ACGPAGVPGGRGLGGPALGAA 
GRPGP*LPSRGAGLGTA/GPPCL 
SLPPPPWVPVQPEPPRRAPPPAP 
RRPVPSTAQGLRSASA 



3658 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 



PCT/US01/0863I 



SEQ ID 


SKQ ID NO: 


Met 


SEQ ID NO: 


Niictcotidv 


Nucleotide location oflast 


Amino acid sequence ( X=Unknov\n, 


NO: 


of peptide 


hod 


in IJSSN 


location of first 


codon for last amino acid 


*=Stop codon, /—possible nucleotide 




seqiicnce 




uy/>4u,z 1 7 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sc(|ueiicc 






27609 


57977 


A 


27775 


■> 


197 


RPDAVPARSLEMKRFPMPPIMMA 














G*FSPGASLDVNPGCYKQAPSC 














SLAQILSNLSNLWSSAVSNF 


27610 


57978 


A 


27776 


77 


379 


GRLLDKAGIPH/PPFPSGGI.GCQ 














H*RRSPLHEHPSSGP\PAGLICPS 














LSCLPAGQGSGPAARY/GLSLPP 














TPW A P VQPEPPRRAPPPA PG RS 














VPSTTOGLRSASA 


2761 1 


57979 


A 


27777 


177 


444 


RGGQGSGPAACYA*/RLPP'!'PW 














AP VRPEPPQRAPPPAPRRP V PS T 














TQG LRS A STRR VTG RQL M LQ P 














WCGIHWVKPAGLLSLVGRWRV 














LMS 


27612 


57980 


A 


27778 


165 


591 


QRAGSPHSPRSLSAPPLPGLPLW 














RHLRSPSAHRCTVRAPFWAGQ 














GRSRLPQLAGRCGGRGASGNP 














GVSHGACGPAGVPGGRGLGGPR 














TGSSQL A LPAPGN EG LSTP A SG 














RRKKLRTHPSl RRTsI KLQTR Y L K 














SCNTHREG PRLH 


27613 


57981 


A 


27779 


1 


1605 




27614 


57982 


A 


27780 


2 


1970 




27615 


57983 


A 


27781 


1 


3522 




27616 


57984 


c 


27782 


183 


254 




27617 


57985 


A 


27783 


39 


346 


OYISELOFLASTVROTPATSPAH 














KNFOTPEPOOPG I PPE PP P PG A C 














YKCWKSGHOAICECLOPGI PRIC/ 




























DSFPDLLGLAAED 


27618 


57986 


A 


27784 


1 


354 




27619 


57987 


A 


27785 


72 


299 




27620 


57988 


A 


27786 


273 


530 


LGSGDLPWGINPLSSCSLLREK 














DPLTISGPQTHQPKEHLTNFKSG 














PH*KSDCSTAPG\ATPRAPGTLA 














QGALTDSFPDLLSLAAED 


27621 


57989 


A 


27790 


1 


1068 




27622 


57990 


A 


27791 


148 


527 




27623 


57991 


A 


27792 


2 


1910 




27624 


57992 


A 


27793 


1 


1047 




27625 


57993 


A 


27794 


96 


488 


WDRM AGGSSNTFGFPPPPLP Y R 














SCER*QRDGGPRS PGSLSVPPW 














PR/PPILAALEEPFSPPLHRGRPS 














LG WPRPEL APS AQRS A A S/R PEA 














SKDHEPTRKKE/PTPDTQP* Ef 














HSLPRSSASLALGPHYLYEL 


27626 


57994 


A 


27795 


3 


2086 




27627 


57995 


A 


27796 


3 


412 




27628 


57996 


A 


27797 


2 


390 





BNSDOCID: <WO 0175067A3_IA> 



3659 



wo uinnsiun 



PCT/USOl/08631 



NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEO ID NO: 
in IJSSN 
09/540,217 


Niiclcotiile 
location of first 
codon for peptide 
sequence 


Nucleotide location of lu.st 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, X^possihle nucleotide insertion) 


27629 


57997 


A 


27798 


1 


629 


MKVGLDQIIEVVPSHSVTSGAA 

AGECGGVHCDSVCAEGRWGPN 

CSLPCYCKNGASCSPDDGICEC 

APGFRGTTCQRICSPGFYGHRC 

SQTCPQCVHSSGPCHHITGLCD 

CLPGFTGALCNE/RLFTVCPSGR 

FGKNCAGICTCTNNGTCNPIDR 

SCQCYPGWIGSDCSQPHCADKC 

VHGRCIAPNTCQCEPGWGGTN 

CSSVHLKQSTVCES 


27630 


57998 


A 


27799 


108 


1071 


YPLFLSSISACDGDHWGPHCTS 

RCQCKNGALCNPITGACHCAA 

G FRG WRC EDRCEQGTYGN DCH 

QRCQCQNGATCDHVTGECRCP 

PGYTGAFCEDLCPPGICHGPQCE 

QRCPCQNGGVCHHVTGECSCP 

SGWMLSFPGWRP1*FSKSL*MQ 

GTVCGQPCPEGRFGKNCSQECQ 

CHNGGTCDAATGQCHCSPGYT 

GERAAVPDVRK\CQDECPVGTY 

GVLCAETCQCVMGGKCYHVSG 

ACLCEAGFAGERCEARLCPEGL 

YGIKCDKRCPCHLENTHSISLIA 

AKKSNSLHAIALDFRAQCQSVK 

DRCHASDLPIDIVSTETLR 


27631 


57999 


A 


27800 


243 


1296 


ETQEESSEFLPCGSHQPNG*LLF 

CSTYKRCLCNWGPC*AY*RACP 

CPALQQCPDI/CPQAQLAIPCAP 

QQQQLSRCLSFPSSLLQDPNTP 

G/EYRKDEGRAGSRGAGEKQC 

THNSPRWLQNTVSNQGSSMPG 

FQSHVPSLLGAFVQCTNCTRVC 

SSPANKIFTTFRLGDPLVSPCHQ 

GFGSNTHCCVESWQSSCSGMH 

KDLGALHTPAPGSPTNVAATQ 

ARJIEPRCRLAVLSTLDRSTRQK 

VNKDIQELNSALHQADLTDIYR 

TLHPKSTEYTFFSEPHRTYSKTD 

HLVGSKGLLSKCKRTEIITNCLS 

DHSAIKLELRIKKLTQNCSTTW 

ICLNNLLLNDYWVHNEMKAEID 


27632 


58000 


A 


27801 


552 


827 




27633 


58001 


A 


27802 


70 


200 




27634 


58002 


A 


27803 


18 


1057 




27635 


58003 


A 


27804 


652 


960 




27636 


58004 


A 


27805 


1 


474 




27637 


58005 


A 


27806 


1 


140 




27638 


58006 


A 


27807 


1 


1260 





3660 

BNSDCXIID: <WO 0175067A3JA> 



wo 01/075067 



PCT/US01/0S63I 



SEO ll> 

NO: 


SEQ ID NO: 
of peptide 
seqticfictr 


Met 
hod 


SKO "> NO: 
in I ISSN 
09/540,217 


Nucleotide 
locHtion of first 
codon for peptide 
sequence 


Nucleotide locntion of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Llnknown, 
^'^Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


27639 


58007 


A 


27808 


126 


893 


EDGSGGGKFPEGARQGGTGQR 

RRRKA M RRTG A PAQA DSRGRG 

RARGGCPGGEATLSQPPPRGGT 

RGQEPQXMKETIMNQEKTRHTC 

RHKVRJGGKGTARKKKKVVHI 

TATA\DDKJC\LQFLLKGS*GVN 

NISGIE\EVNMFTNPRNKLmF*Q 

PI KVOCiKWAANTFHHT OflHA 

*DKSSWTEMLPSIFKPSLGAG*V 

* L VLRRL A\EA LPQTN LWDGKS 

TTLLLGEDDGDDDESSQILWEY 

FGWRVPRMEANLNLSSTF 


27640 


58008 


A 


27809 


180 


589 


KELPLLIFCRWQFESLHELNVPF 

FKVCiSGDTTvJNFPYI FKTAKKCi 
I rv V vj o vj I I ^ 1 > 1 r i l_. rv i /A rv rvvj 

SPNGDLPVGCKSNGHP*SKF1R^ 

VKPLNPOLLASl OCT^AYPI OP 

EDVNl RVI*>VSRRFGVPFI GH! 

I WGRR^sl FVNONST\lk:HnTT YTM 
L> vv vjrvjxoi— <i I IN v^i T o IN Pwnvj iJL» i in 


27641 


58009 


A 


27810 


623 


1082 




27642 


58010 


A 


27811 


548 


645 




27643 


58011 


A 


27812 


329 


510 




27644 


58012 


A 


27813 


3254 


3628 




27645 


58013 


A 


27814 


1 


960 




27646 


58014 


A 


27815 




681 


PMA^NRAITI TAWPKIPFI HIPF 

1 IVl/AO IN IV/Al 1 l-# t /A W rPk.Iff r l_«\Jl\^Cf 

SWFI WFOGPPGN^SR YTFFI NIC 
HTYIKGTLRVYTKKFCMLVIKS 
FESKSCVWRYDFDSKSSVNVTV 


27647 


58015 


A 


27816 


240 


473 




27648 


58016 


A 


27817 


825 


1043 




27649 


58017 


A 


27818 


2 


418 


GKVVCFEAFLQQILGKHQFYW 

CLEGLGHCHHHIGAKYPEDIVD 

EESAOODAASADIVEVOELYSr 

KGEGOAKKVVGNPVl POOVPF) 

ANDAAOAOAHOVLGVKFIIDD 

L*AERPGKSTP*GRATPPTFLVF 

PRTLCEGI 


27650 


58018 


A 


27819 


2 


427 




27651 


58019 


B 


27820 


51 


672 




27652 


58020 


A 


27821 


43 


667 




27653 


58021 


A 


27822 


516 


1056 


WSRAPAPQQCQHWLHPAGRTL 

HLRCLLGIWHQCDGDSGQVLR 

GTNETMLVFPQDLLEKGLEANNF 

AMLGTWEMSSFPGIFIALLLRF 

DISLKKNTHTYFYTSFAAYIFGI 

1 vJt-j IV^^i ^ lilt tl 1 IkJl /AjA m. km VJ1_< 

GI TIFIMHIFICHAOI *GVKS*G^ 

VJ 111 iivffi alt < v_i V rv.o VJ O 

SGSDRIQRGNRGISIEGAGEERE 
MMQLVPEPLRARPDRWGLGPH 
RRA 


27654 


58022 


A 


27823 


1 


1019 




27655 


58023 


A 


27824 


1061 


1258 





3661 

BNSDCXSID: <WO ^0175067A3JA> 



wo 01/075067 



PCT/USO 1/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


27656 


58024 


A 


27825 


44 


621 




27657 


58025 


A 


27826 


406 


727 




27658 


58026 


A 


27827 


2 


1337 




27659 


58027 


A 


27828 


1236 


1391 




27660 


58028 


A 


27829 


228 


502 




27661 


58029 


A 


27830 


1 


1035 




27662 


58030 


A 


27831 


146 


392 


GHRSHQSPEETPNLIPRTPIPPLG 
TGTSIRSTR1PRTEASGPNGLN\ 
WYLTPTPPGGQRPSSAASPRGF 
PPTNNSSRLPAEPE 


27663 


58031 


A 


27832 


15 


300 




27664 


58032 


C 


27833 


289 


414 




27665 


58033 


A 


27834 


"> 


576 


AALAERWLGEVLVRVGVRVPG 

GSGGLRHWCPCGLLGRGLGQA 

PEHKVRLSMEFCSTCTADHISLS 

SFWRSSFQQPLVPAVSLQSPDR 

RLSHDPAASSWSGFCGISPAFSA 

FSECSPSSLRSHPPALLQAAES* 

FAASSSPSPTWSLSGSGTRKPW 

SA^ACNWLLSDSSSHRRSFWES 

GIITMVLALTLEELV 


27666 


58034 


A 


27835 


1 


231 


DELLVGGNPRGDAAEEGRCPP 
GGVGVRYQIQPIWPRRLCSRNP 
GAAD*GPGS*RWDRCPRDEIWR 
FLGALVGSVSSG 


27667 


58035 


A 


27836 


18 


398 


KVRWERSWSESESESQEGRRR 

AQALVPSVAS*/SSRPWDRPPST 

K*GCLWSSAARAQQTIYHSVPS 

GGHPSSSHWLPAVSLQSPDRRL 

SHDPAASSWSGFCGISPAFSAFS 

ECSPSSLRSHPPALGSF 


27668 


58036 


A 


27837 


1059 


1446 


AVWSLPAPPAPCLLAGLLCTCC 

RTP* T A S LC ARG P V PRPRA * EAT 

RGTSA*ALHSPPGTLTPTVTRTS 

PSHLSARAAAPSHPARPTASRSS 

RLPAWLAVRLSIPPRRGSLGGA 

GAQAAAASTRFTCCS 


27669 


58037 


A 


27838 


I 


211 


ATALAERWLGEVLVRVGVRVP 
CGEWRAQALVPIVAS*ATRPSG 
RGPPTQQT* RTSRIGRS*QTTMR 
HART 


27670 


58038 


A 


27839 


316 


537 




27671 


58039 


A 


27840 


255 


475 


RPWVRAPYKLLPALLHAPLCAP 
PSSPWRPV/PASAPSFKLLKS*IF 
CKQLSLLPTWSLSGSGTRKPWS 
GPVTGS 


27672 


58040 


A 


27841 


622 


1127 




27673 


58041 


A 


27842 


364 


666 





3662 

BNSDOCID: <WO_017S0e7A3JA> 



wo 01/075067 



PCT/USO 1/08631 



NO: 


SEO in NO: 
ot peptide 
sequence 


Mcr 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibie nucleotide insertion) 


27674 


58042 


A 


27843 


37 


299 


ILLCSVQTLPLLRREFYGHIPKC 
QQSLNIICSPSSLRIPGFLHRNRL 
STPFHVQQPQREHF*YCRSQIH 
GENSAWHIRSHHAEKAHF 


27675 


58043 


A 


27844 


84 


428 


PAEIERSTAKTPGPPGSLEMGLL 
TFRDVAIFF^T PFWOPf HTAOR 
Nl Yk^MVII FNYR>JI VFI HIAV^ 

KQDLITCLEQEKEPLTVKRHEM 
VN EPTG PRQKRR VTSSR* * M KR 
YVII 


27676 


58044 


A 


27845 


1 


719 




21611 


58045 


A 


27846 


669 


830 


CL VQNQNIFC* ILS* WSSL V*QS 
APROI MPf I Hf PlSinnnAPVWT 

v/i vjvjn w IN. 


27678 


58046 


A 


27847 


223 


J 


ACRQLMPLLHLPNDQQAPVWT 
ENQPGGHWR 


27679 


58047 


B 


27848 


1 


491 




27680 


58048 


A 


27849 


1 


1113 




27681 


58049 


A 


27850 


505 


1105 


ITCTLYPSLRIVYEAFPATGDNM 
FRRi I KDA LFRTIQFCQ I MNRSQ 
YMFTCRCRTEMQVPQHRRKKT 
FKPTVLLNHFVMEIIVLTAGRID 
AAFODFVA A^PHFI kTOPVni^n 

I IVX^VJVJI^O V l\.l>/ILIvJL^r VJ V Vj 1 vJlVIVJ 

HFrM*T ^V*T^TOI-ll T ^IMTOn/PI 

RVCPALRL/HSRNLSAMVISFSF 

SCGARSAISPINARKRWASPVC 


27682 


58050 


\ 


27851 


1 


9607 




27683 


58051 


A 


27852 


1 


1998 




27684 


58052 


A 


27853 


864 


1025 


CLVQNQN1FC*ILS*WSSLV*QS 
ATRni MPT I HI PTsinnOAPVWT 


27685 


58053 


A 


27854 


1605 


1766 


CLVQNQNIFC* I LS* WSSL V*QS 

ACRQLMPLLHLPNDQQAPVWT 

ENQPGGHWR 


27686 


58054 


A 


27855 


677 


735 




27687 


58055 


A 


27856 


1126 


1568 


SSSSTGRSRHKEVSPGCQQDGL 
RCQEWWSVRPG\YEATGGVWG 
KOLGIPASGLPGRRS^iFSPRKSr 
TPVT^RXni PVPPWAAI ^PF<\R 
SFSLSVRPVC VC\C VGTK MSr A 
PFrTFFI V^sl <sl 1 FI Rl 1 1 r.I 
A AHPOFFPAVPI C\\ 


27688 


58056 


A 


27857 


1 142 


24 SO 




27689 


58057 


A 


27858 




1131 




27690 


58058 


A 


27859 


229 


402 




27691 


58059 


A 


27860 


505 


597 




27692 


58060 


A 


27861 


1 


657 




27693 


58061 


A 


27862 


248 


382 


QPPKITLLYQQWIQTKKKSLKS 
FLP*QEFRJCMQKKHSTKSS1TL 



3663 

BNSDOCID: <WO 01 75067 A3_IA> 



wo 01/075067 



PCT/USO 1/08631 



SEQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
huU 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27694 


58062 


A 


27863 


1 


1341 




27695 


58063 


A 


27864 


1 


739 


MGDFNTLLSALDRSTRQKV>JK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

GSKALLRKCKRTEIITNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

NLLLNDYWVHISJEMKAEIKMFF 

ETNENKDTT YQN L WY VKDTRI 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKJDTLTSQLKELEKQ 

EQTHSKTSRRQEITKIRAELKEI 

ETQKTLQKINECRSWFFEKINKI 

DRPLARLIKKKREKNQIDAIKN 

DKGDIITDPTEIOTTIREYYKHL 

YGNK LENL* H ♦ M PTRESRKDLK 

LTP*HHN*KN*RSKSKHIOKLAE 

G K K* LRSEON* RK* RH KJCPFKK 

SMNAGAGFLKRSTKLIDR 


27696 


58064 


A 


27865 


1 


1920 




27697 


58065 


A 


27866 


444 


763 




27698 


58066 


A 


27867 


1 


651 




27699 


58067 


A 


27868 


94 


964 


VNADWVLQRELEQTSLWSSKQ 

RACCLSHVVGLRMISSCTTRKM 

AEEEQRKIPLVPENLLKKRKAY 

QALKATQAKQALFGKEGAEER 

KRAQ/WFKRLESFLHDSLAAET 

*QG/RISRQLEVQPHALELPDKC 

SLAFVVRIKRIDGGSLLVQRTIA 

RLCLKKIFSGVFWKAPPRIQKW 

LRIVEPYVTWGFPNLKSVRELIL 

KRGOAKVKNKTIPLTVDITVME 

EHLGKFGVICLEDLIHEIAFPGK 

HFQEISWVLRPFHLSVAHHATK 

NRVGFLKEMGTLGYRGERINQ 

LIRQLN 


27700 


58068 


A 


27869 


176 


334 




27701 


58069 


A 


27870 


3 


452 


AASTGGGSHLLLSIMAALRPLV 

KPKIVKKRTKKFIRHQSDRYVK 

IKRN WRKPRG 1 DNRVRRRFKGQ 

ILMPNIGYGSNKKTKHMLPSGF 

RKFLVHNVKELEVLLMCNKSY 

CAEIAHNVSSKNRKAIVERAXA 

QLAIRVTNPNARLRSEENE 


27702 


58070 


A 


27871 


2 


423 




27703 


58071 


B |27872 


193 


1698 





3664 

BNSIXXID: <WO 017S067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540^17 


Nucleotide 
location of Tirst 
codon for peptide 
sequence 


Nucleotide locution of lasi 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


27704 


58072 


A 


27873 


263 


714 


KLNVPIIKATNTIMNMTMNLK 
MSLTAPPSDICRGPKLSFAGKIQ 
AlPFKI KTTATAORPI nTIHT FV 

PVPAAWI I ^A VT?>Jr'<ikri RATQ 

VJ J l^LaLy 1 IVl IN VJ o IVlvV^ 1 vjo W 1 tZKj O 

*AFCRLATWPFNFLQSGILS 


27705 


58073 


A 


27874 


347 


902 




27706 


58074 


A 


27875 


17 


1178 




27707 


58075 


A 


27876 


1 


1155 




27708 


58076 


A 


27877 


3 


1109 


EKETMQSLNDRLASYLDRVRS 

LETENRRLESKIREHLEKKGPQ 

VRDWSHYFKIIEDLRAQIFANT 

VDNARIVLQIDNARLAADDFRV 

KYETELAMRQSVENDIHGLRK 

VIDDTNITRLQLETEIEAXLKEEL 

LFMKKNHEEVEVKGLKTPNYA 

ALG*1AVEVDAP\KSQDLAKI\M 

ADIR\AQ\YDELGSERTERKLDK 

YWSQQIEESTTVFTTQSA\EVGA 

AETNLHRSLKRTVXQSLEDRPW 

TSMRNLKAQLGEQP*GEVEAPL 

RPTRW^OI NHTI I HI FQ\PI Ar\T 
rvi 1 iv vv ov^l^l>i\Ji L<l_«lil^l30\C«l-./\v^ 

\R AFnOROA\OFVP AT I "MIIif\/krT 

XFAFiAT^RRT I FPirspriFMi r;n 

A I D^SN^MOTiniCTTTRRlVrin 
/*i-»i-/Ok3iN43jviv^ 1 iv^ix. Ill ivivi V uyj 


27709 


58077 


A 


27878 


1 


1305 




27710 


58078 


A 


27879 


209 


560 




27711 


58079 


A 


27880 


219 


512 




27712 


58080 


A 


27881 


528 


803 




27713 


58081 


A 


27882 


3 


432 


SSPCVEFSTSMGACLRPATARSP 
SATCTAWTCTGWRRGRPWWR 
WTPFiM^riv Annf^nTQPpn^FF 

V EG AE W WG RRRROR R GFR m 
Gl RRAPPDGAPGKPI rpRPP\r;p 
SPC*/CFAI GAORA<i*PHRRFT IcT 
VGGPGPGCELSPMV 


27714 


58082 


A 


27883 


117 


483 




27715 


58083 


A 


27884 


1 


1497 




27716 


58084 


A 


27885 


228 


776 




27717 


58085 


A 


27886 


1012 


1677 




27718 


58086 


A 


27887 


194 


562 




27719 


58087 


A 


27888 


1 


423 




27720 


58088 


A 


27889 


232 


308 




27721 


58089 


A 


27890 


1 


1692 




27722 


58090 


A 


27891 


186 


2191 




27723 


58091 


A 


27892 


2 


141 




27724 


58092 


A 


27893 


I 


1692 





3665 

BNSDOCID: <WO 0175067A3_IA> 



wo 01/075067 PCTAJSOl/08631 



SEQ ll> 

NO: 


SEQ m NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X==lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=po$sible nucleotide insertion) 


27725 


58093 


A 


27894 


186 


2192 


QRRPRPFPSQGISMTECFLPPTSS 

PSEHRRVEHGSGLTRTPSSEEIS 

PTKFPGLWRTGEPSPPHDILHEP 

PDVVSDDEKDHGKKKGKFFCKK 

EKRTEGYAAFQEDSSGDEAESP 

SKMKRSKGIHVFKKPSFSKKKE 

KDFKIKEKPKEEKHKEEKHKEE 

KHKEKKSKDLTAADVVKQWK 

EKKKKKKPIQEPEVPQIDVPNL 

KPIFGIPLADAVERTMMYDGIR 

LPAVFRECIDYVEKYGMKCEGI 

YRVSGIKSKVDELKAAYDREES 

TNLEDYEPNTVASLLKQYLRDL 

PENLLTKELMPRFEEACGRTTE 

TEKVQEFQRLLKELPECNYLLIS 

WLIVHMDHVIAKELETKMNIQ 

NISIVLSPTVQISNRVLYVFFTH 

VQELFGNVVLKQVMKPLRWSN 

M ATMPTLPETQ AG IKEEl RRQE 

FLLNCLHRDLQGGIKDLSKEER 

LWEVQRILTALKRKLREAKRQ 

ECETKIAQEIASLSKEDVSKEEM 

NENEEVINILLAQENEILTEQEE 

LLAMEQFLRRQIASEKEEIERLR 

AEIAEIQSRQQHGRSETEEYSSE 

SESESEDEEELOIILEDLORONE 

ELEIKNNHLNQAIHEEREAIIEL 

RVQLRLLQMQRAKAEQQAQE 

DEEPEWRGGAVQPPRDGVLEP 

KAAKEQPKAG KEPAKPSPSRDR 


27726 


58094 


A 


27895 


12 


413 


PSRAPGLOKACTGHEGMAVHP 

PRIPVOSDHLISIEGLLCKLPCA 

GOVTKESGLVSFSLRPVLPONT 

LSNSFYLFPFGYASPYVETFLPG 

AHSGPAPPGLPVRTPRTAKRL/G 

VA V APSPTF* ISPRALRSTFVSN 


27727 


58095 


A 


27896 


1 


361 




27728 


58096 


A 


27897 


2 


162 




27729 


58097 


A 


27898 


248 


381 




27730 


58098 


A 


27899 


73 


254 




27731 


58099 


A 


27900 


1 


729 




27732 


58100 


A 


27901 


1 


762 




27733 


58101 


A 


27902 


2 


334 




27734 


58102 


A 


27903 


3 


369 




27735 


58103 


A 


27904 


669 


1006 




27736 


58104 


A 


27905 


3 


250 




27737 


58105 


A 


27906 


721 


876 




27738 


58106 


A 


27907 


3887 


4013 




27739 


58107 


A 


27908 


3423 


3627 





3666 



BNSDOCID: <WO ^0175067A3_IA> 



wo 01 /075067 PCT/USOl/08631 



SEQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


MeC 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unkno\vn, 
*=Slop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


27740 


58108 


\ 


97Q09 


J 


226 


HFTnrpriOA a fr nsr wfr ppi p 

111-/ 1 vJ vJ V<f /A /A L/ IX L'OVw-- VV ELIVr III 

LAFIVGLMLLSRRFRCGGTKKR 
RRTNEDEP 


97741 


S810Q 


A 
r\ 


77Q10 




9f»4 






581 10 


A 


2791 1 


161 


8S1 

O J t 






S81 1 1 

JO 1 1 1 


A 

r\. 


97019 


1 '^0 


^S1 

J J 1 


nnR R iFTnn wpR ppiP! i i ^ 

GDYETVR\NGGL\1FAGLAFIVG\ 

LLILLVSRRFRCGGNKKRRQINE 




S81 17 


A 
/A 


970 !'> 

^ / 7 I J 


2 


4^^ 1 
t J 1 




27745 


58113 


A 


27914 


217 


289 




27746 


58114 


A 


27915 


255 


389 


KPNIACSHS*VGTEQ*EHMDTG 
RGTSHTGACREALDRGPAWEK 
L 


27747 


58115 


A 


27916 


14 


460 


NCLTRRRRRRRRTFLEEERLKP 
SRKKITKKHTKKRTASLILHAM 

FO*l NTTAITI CI f 1 RFARKTI 
FOICTI^ORMF^I i^r;<s 


97748 


S81 \ 

JO 1 1 VJ 


A 


97017 


ji/ J 


1fl4f» 
1 vtv 




9774Q 


S81 17 

JO 11/ 


A 


9701 8 




108 

1 ^O 




27750 


58118 


A 


27919 


54 


320 




27751 


58119 


A 


27920 


443 


477 




27752 


58120 


A 


27921 


I 


963 




27753 


58121 


A 


27922 


1 


2292 




27754 


58122 


A 


27923 


3 


736 


SCCLHSRLVRARRLRRAVAVM 
AAQCVRLARRSLPALALSVRPI 
FPGLLCTATKVQRTSAKNLKGD 
MGQSEQRADPPATEKTLUEEK 
VKL\EEQLKETV\EKYKRALA\D 
TEELTGRGSQNLLREAKLLRHF 
KPFCKDLLEVADVXLEKATQCV 
PKVFFTKDDNPHI KNPI WRGI \V 
MTFVnTOK'VFTlCHriT f K] NPV 
HAKFnPYFHFAI FHTPVFnKFP 
GTVALVSKVGWKLHGVRTl RP 
ALVGVVKEA 


27755 


58123 




27924 


9S3 
^ J J 


J V J 




27756 


58124 


A 


27925 


235 


318 




27757 


58125 


A 


27926 


1 


426 




27758 


58126 


A 


21921 


146 


254 




27759 


58127 


A 


27928 


1 


1401 




27760 


58128 


A 


27929 


61 


457 


LESTLATAERFLIPSYPSSTGN*L 

V ^^ri^ 1 i Kj\^sz,\^ I o V I ivr \oL.o i u 

SPGCLYA*SSLIPCWRWGTPRL 

CCEKPFTTHFCLRFVSPSKLAVS 

RWHIPLGSEEKRRSMSAGTISL 

HFIWMKSPTRTSFQHFCT 


27761 


58129 


A 


27930 


1 


567 





3667 

BNSDOCID: <WO 0175067A3JA> 



wo 01/075067 



PCT/USOl/08631 



SV.Q ID 
NO; 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in IJSSN 
09/540,217 


Nucleotide 
location <»f first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pos5ible nucleotide insertion) 


27762 


581 30 


A 


2793 1 


128 


586 




27763 


58131 


A 


27932 


271 


465 


HLTRPGTLLRQNFQRNDQAAT 
LAVHQYPLLCSNRC/CIPRQT/W 
VWSGPPANSNRPAAEGPDC*KE 
N 


27764 


58132 


A 


27933 


I 


375 


MQKSPIFCVAHAGSCRLELFLF 

GHLGGHHPDTKPGRDTTRKDN 

FRPISLMNIDAKILNKILANRIQ 

QHIKKLIHRDQVGFISGVQGWF 

NIRKSINVIQHINRTKDKNHMII 

SIDAEKAFDKIQQGFMLKILNK 

LGIDGMYLKIIRAIYDKPTAKIIL 

NGQKLEVFPLKTGTRQRCPLSP 

LLFNIELEVLARAIRQEKEIKGl 

QLGKEEVKLSLFAHDMIVYLEN 

PIVSPQNLLKLISNFSKVSGYKI 

NVQNSQAFLYSNNRQT*AIAGA 

PPPASLPPCSLISDCCASNE*GSV 

GIGPSKPGAGYNLLLCHLISPSIS 

PTSSPKSDTCPIADFSNKSPDRSS 

AGDILLAMQSLGSMAIFTILILP 

THEHGMFFHLFVSSFISLSSGL 


27765 


58133 


A 


27934 


1 


1059 




27766 


58134 


A 


27935 


1 


533 


LSKQGHLNLQRF\LLPFG\C*CLP 

LRGGV\YRGRQ\ASLSCGGLHP 

V*AS\RQLCLPTQALA\MAGTPP 

PASLPPCSLISDCCASNERGSVG 

MGPSEPRCGNNNLVVCNRFLSL 

SEKRSSIRVGVTRFS\RCHLSQL 

CLATKGNSLTPCTSQVRRCLTL 

LQLTLGAMQPLSCGLPTLSDKP 


21161 


58135 


A 


27936 


140 


426 




27768 


58136 


A 


27937 


I 


918 




27769 


58137 


A 


27938 


54 


102 




27770 


58138 


c 


27939 


244 


462 




27771 


58139 


A 


27940 


234 


282 




27772 


58140 


A 


27941 


328 


1212 




27773 


58141 


B 


27942 


245 


338 




27774 


58142 


A 


27943 


483 


635 




27775 


58143 


A 


27944 


9882 


10134 




27776 


58144 


A 


27945 


2 


370 




21111 


58145 


A 


27946 


1682 


1945 




27778 


58146 


A 


27947 


1172 


1732 


ESTAAEADTRFGCSWAVWAVE 

AEGEDCCCCCCCXCCCCCCCCC 

CCCCCCCCCCCCLPPSAGGRGP 

SGSARYFALIDAAQREDGGDA 

YRVGLAAALEVINJAAETVACGG 

LEGGEAPTDAGTRYVLEPEAPQ 

LSVLWKRVEVQRLVPVRVVVA 

A WHAARKARA WLRRAARPG P 

PASCALRRPSGYAAARN 



3668 

BNSDOCID: <WO 0175067A3 IA> 



wo 01/075067 
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SEQII) ; 


5EO It) NO: 


Vict 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: < 


[)f peptide 


hod 


nUSSN 


ocation of first 


codon for last amino acid 


*=Stop codon, /=posstble nucleotide 


< 


sequence 




()9/540,217 


cod on for peptide 


of peptide sequence 


deletion, \==possible nucleotide insertion) 










sequence 






z / / /y 


CO 1 y| T 

JO I ^ / 


A 


770/18 
Z /ZfHO 


779 






27780 


C O 1 /I o 

58 145 


A 

A 


z /y4y 


dJj 


A77 
OZZ 




2778 1 


58149 


A 


27950 


1 1 


1 o jU 




27782 


581 50 


A 


'^'*7AC 1 

27951 


1 


! 1 A7 

I 1 u / 




27783 


581 51 


A 


27952 


1 


1 J*lo 




27784 


581 52 


A 


27953 


3 




kTT OlOPI 111 WV^HPnH AHAI^n 














HFPWP* A APPI WI PRVOP^FWl 
vJi^r Wr /A/Ai J Lf vv i^v_»ix V v^r or vv 1^ 














LSWAGIEGLWLFHTHDTSCOWI 














VH^rJVAl ADVT HFSPAI OOTS 














VWT<sP^FI-IT<s*NFinAFVPlCP01 I 














T^^VI-I AOAHV^MFAPk^ A Wni YP 














I K'PU/PFT VI nPF 


27785 


58153 


A 


27954 


364 


III/ 


Fr;i-iR AFriopTn^ivvi i T<?^ir;p 














Qr;T^nQQr;r^i-iFWi i oi-fOTPTPP^i 

ovjis.<s<^oovjv_/rir w LLrV^riv^ii^ i ^-^ro 














DX/N/f/^DDk'lf^HPPTA PnQPPPOPI 














pQrsFPQAriAMririvHr'i aaph^ 




























Alvll ATT PXPP A A T AXM^QTPFkQP 














pn^f^n^vpAni Tnrwi avi ti d 














CPKAFGKVASOACLLWKGEOP 














Pl<rTPPVTP<iR Vsl 1 A^FPNTIRT 




























fiproeokrril VPA POnW^PPRI 














WFPTSCISVTWM 


27786 


58154 


A 


27955 


I 


774 
















inPPRVF^PPF*R A FGGOR APPDI 














PVPPSPRHPTKDRRTAARSGPRR 














KRGOTNE 


Z / /o / 


JO \ J J 


A 

A 


z/yjo 


Oo 1 


0/3^ 


I OlSHPGHADASGGFPWPWAA 














PPLWLCRVOSPS*LLSOPGVECP 














OLFOAHSASRHLNSMRPOMNS 

Q 


Z / /oo 


JO I ->o 


A 


z /yj f 


OJ.J 


I to^ 




Z 1 Icr^ 


JO 13/ 


A 
/\ 


z fyjy 


1 
I 






Z 1 i^yj 


JO I JO 


A 


z / vou 


7 
z 


J7v# 




2179 \ 


C O 1 C A 

JO 1 59 


A 

A 


z /yol 


1 


1 JU I 




27792 


CO 1 

58 1 60 


A 


770iC7 

ZlyoZ 




oOU 




27793 


58161 


A 


27963 


TA 
3 /O 


JO / J 




27794 


JO 1 oz 


A 

A 


Z /y04 


jZ 


1 1 7 




z / /yj 


JO lO^ 


A 

A 


z /yoD 


7 
J 




PRKTVOFGGTVTEVLLKYKTG 














ETNDFELLKNQLLDPA IRDDVQI I 














NWLLEFRSSVMYLTK\DFE\QLI 














SIILRLPWLNRSQXTVVEEYLAF 














LGNLVSA 


27796 


Jolo4 


A 

A 


z /yoo 


1 
1 


70RR 
Z^^oo 




Zlly I 


JO lOJ 


A 

A 


z /yo / 


1 
1 


ooo 




27798 


58166 


A 


27968 


274 


930 




27799 


58167 


C 


27969 


13 


231 




27800 


58168 


A 


27970 


46 


386 




27801 


58169 


A 


27971 


3 


451 




27802 


58170 


A 


27972 


160 


494 
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BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 
NO: 


SF.Q 11) NO: 
of peptide 
sequence 


Mel 
hod 


St:Q ID NO: 
in USSN 
09/540.217 


Nucleotide 
location of first 
codon fur peptide 
sec^uence 


Nucleotide location of last 
codun for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknou n. 
*=St(»p codon, /^possible nucleotide 
deletion, \-pussiblr nuclculide insertion) 




Sk 1 7 1 


j\ 




1 


2406 




27804 


58 172 


A 


2191 A 


201 


1069 




27805 


58173 


A 


27975 


450 


647 




27806 


58174 


A 


27976 


329 


697 




27807 


58175 


A 


27977 


141 


1506 




27808 


58176 


A 


27978 


1 


1773 




27809 


58177 


A 


27979 


3 


460 


PHRVMGVPISRGTL*SVFP*PS* 

CTT WPG S LG SCTT ACQ V RCQHO 

APHQP*APPERTTSAPAAQSPSR 

SSLWVTAPLVSACPTCSPATHP 

TRSQMPSTHTPCCRGSSPRPRGS 

PSWTRTWTTCPKASKADPKAP 

WPCSLMPFYAQTQTLGET 


27810 


58178 


A 


27980 


1 


1803 


MGKDFMSKTPKAMATKAKIUK 

WDLIKLKSFCTAKETTIRVNRE 

PTKWEKIFTTYSSDKGLISRIYN 

VLKQIYKKKTNMPIKKWVKDM 

NRHFSKEDIYAAKKHMKKCSP 

SLAIGEMQIKTTKKLMLYYDVI 

RICHDSHKELEQKLAAFLGMED 

AILYSSCFDANGGLFETLLGAE 

DAIISDALNHASIIDGVRLCKAK 

RYRYANNDMQELEAAYRRSTR 

PLSTRLFSFRSRVLTEFRVCPCL 

VHTTWGGNLMRLSARSLWOR 

AAVNIPKLEGIIEEY/ALLV/WR 

AML/TEVNLSPNPGLVDRINFG 

AHKDMALEDFHRSALAIQGWL 

PRFIEFGACSAEMAPEAVLHGL 

RPIGMACEGDMFRATAGVNTH 

KG S 1 FSLG LLC A A IG RLLQLNQP 

VTPTTVCSTAASFCRGLTDREL 

RTNNSQLTAGQRLYQQLGLTG 

ARGEAEAGYPLVINHALPHYLT 

LLDQGLDPELALLDTLLLLMAI 

NGDTNVASRGGEGGLRWLQRE 

AQTLLQKGGIRTPADLDYLRQF 

DRDTSQGSSRVDCSVWELCRA 

G RTAG VMA V AA KTKN A G K WH 

NHIIRRFDINPGDRLYDQGGRA 

H H PFAGTHHQK Y Y R H RSR R 


27811 


58179 


A 


27981 


1 


1974 




27812 


58180 


A 


27982 


344 


508 




27813 


58181 


A 


27983 


3 


492 




27814 


58182 


A 


27984 


65 


261 





BNSDOCID: <WO 0175067A3JA>- 



3670 



wo 01/075067 



PCT/USOl/08631 



SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SV:Q id NO: 
in I ISSN 
0'>/540»2l7 


Nucleotide 
location of llrst 
cod on for peptide 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \-possible nucleotide insertion) 


27815 


58183 


A 


27985 


3 


529 


DAWAFHKMAPKAKNEAPAPP 

KA\EAKAKGF*RAKKGSF*KVS 

HSH\KXKKIPHVHPTFRAGRRPL 

R\LRRQP\KYPSGRALPWRNK\L 

DHLCLSIfCFP\LTH*VLPMKKIE 

DNXNTLVFIVDVKANKHQIKQA 

VKKl \YDI\nVAl<CVNT/I WIRPD 

GEKNGICSDLAPXDYDAXLDVA 

NKIGII 


^ f O l\J 




/\ 




IDS 


241 


PFFFFFMESPSVAOAVFSLVFRS 
PHCGG10AHLFNL*RDLFKIWT 


27817 


58 1 85 


c 


27987 


175 


363 




27818 


58186 


A 


27988 


724 


958 




27819 


58187 


A 


27989 


3 


823 
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